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MiR393 miR394a mMiR394b mMiR396a MiR396b MiR479 miR482a miR482b
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miR827b miR827c mIR2937 miR2948 miR294%9a  miR2949¢ miR2950 miR3476
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ghr-miR_N20 ghr-miR_N21 ghr-miR_N22 ghr-miR_N23
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