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FIGURE S1 Transposon profiles of FO and F2 are the same for Cnirt2, Tcnl, Tcn2 and Tcnd but different for Ten6, a highly
mobile transposon. Southern blot analysis of serial isolates (sets marked with rectangles) probed with transposon
fragments of (A) Cnirt2, (B) Tcnl, (C) Tcn2, (D) Ten4, (E) Ten6 internal region, (F) Tcn6 LTR. Strains 1 to 16 are serial clinical

isolates that have not as yet been characterized.
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