A3-VL
A4-VL
D4-VL
D8-VL

A3-VL
A4-VL
D4-VL
D8-VL

A3-VH
A4-VH
D4-VH
D8-VH

A3-VH
A4-VH
D4-VH
D8-VH

el
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DIVLTQSHASLAVISPGORATIFCKASQS D--GDSYMNWYQOKPGOPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI
DIVLTQSHASTAMSLGORATIISCKASQS D--GDSYMNWYQOKPGQOPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI
DIVLTQSHGSLISVISLGORATISLCKASQS D--GDSYMNWYQOKPGQPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI
DIVLTQSHASIAMSLGORATIISCKASQS D--GDSYMNWYQOKPGOPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA 117
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA 117
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA 117
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA 117

QVTLKESGPGILKPSQTLSLTCSFSGFS MGVGWIRQSSGKGLEWLANIWWDD---DKYYNPSLKSQLTISKDTSRNQV
OVTLKESGPGILKPSQTLSLTCSFSGFS MGVGWIRQPSGKGLEWLANIWWDD---DKYYNPSLKSQLTISKDTSRNQV
QVTLKESGPGILKPSQTLSLTCSFSGFSLINMSGMGVGWIROPSGKGLEWLANIWWDD ---DKYYNPSLKSHLTISKDTSGNQOV
MGVGWIRQPSGKGLEWLANIWWDD---DKYYNPSLKSQLTISKDTSRNQOV

FLKITSVDTADTATYYCARRGEYDAF—-——=——————— YWGQGTSVIVSS 132
FLKITSVDTADTATYYCARRGKYDSF—-—-—-——-————- YWGQGTSVIVSS 132
FLKITSVDTADSATYYCARRGDYDSF—-—-—-——————- YWGQGTSVTIVSS 132
FLKITSVDNTPTATYYCARRGNYDAF—-—-—-——————- YWGQGTSVIVSS 132

Figure S2. Amino acid sequences of the four positive clones. Complementarity determining regions

(CDRs) are shown in bold, and the non-identical positions are boxed.
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