
DIVLTQSPASLAVSPGQRATIFCKASQSVVYD--GDSYMNWYQQKPGQPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI  80 
DIVLTQSPASLAMSLGQRATISCKASQSVVYD--GDSYMNWYQQKPGQPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI  80 
DIVLTQSPGSLSVSLGQRATISCKASQSVDYD--GDSYMNWYQQKPGQPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI  80 
DIVLTQSPASLAMSLGQRATISCKASQSVVYD--GDSYMNWYQQKPGQPPKLLIYAASNLESGIPARFSGSGSGTDFTLNI  80 
 
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA  117 
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA  117 
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA  117 
HPVEEEDAATYYCQQSSE--DPWTFGGGTKLEIKRA  117 

A3-VL  1 
A4-VL  1 
D4-VL  1 
D8-VL  1	


QVTLKESGPGILKPSQTLSLTCSFSGFSLSTSGMGVGWIRQSSGKGLEWLANIWWDD---DKYYNPSLKSQLTISKDTSRNQV 83 
QVTLKESGPGILKPSQTLSLTCSFSGFSLSTSGMGVGWIRQPSGKGLEWLANIWWDD---DKYYNPSLKSQLTISKDTSRNQV 83 
QVTLKESGPGILKPSQTLSLTCSFSGFSLNTSGMGVGWIRQPSGKGLEWLANIWWDD---DKYYNPSLKSHLTISKDTSGNQV 83 
QVTLKESGPGILKPSQTLSLTCSFSGFSLSTPGMGVGWIRQPSGKGLEWLANIWWDD---DKYYNPSLKSQLTISKDTSRNQV 83 
 
FLKITSVDTADTATYYCARRGEYDA-----------MDYWGQGTSVTVSS 132  
FLKITSVDTADTATYYCARRGKYDS-----------MDYWGQGTSVTVSS 132 
FLKITSVDTADSATYYCARRGDYDS-----------LDYWGQGTSVTVSS 132 
FLKITSVDTTDTATYYCARRGNYDA-----------MDYWGQGTSVTVSS 132 

A3-VL 81 
A4-VL 81 
D4-VL 81 
D8-VL 81	


A3-VH  1 
A4-VH  1 
D4-VH  1 
D8-VH  1	


A3-VH 84 
A4-VH 84 
D4-VH 84 
D8-VH 84	


Figure S2. Amino acid sequences of the four positive clones. Complementarity determining regions 
(CDRs) are shown in bold, and the non-identical positions are boxed.	


	



