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Megamonas hypermegale ART12/1
2,209,938 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

0.18 0.32

Stacking Energy
dev
avg

-7.56 -6.68

Position Preference
dev
avg

0.14 0.18

Annotations:

CDS +

CDS -

rRNA

tRNA

Global Direct Repeats
fix
avg

5.00 7.50

Global Inverted Repeats
fix
avg

5.00 7.50

GC Skew
dev
avg

-0.17 0.12

Percent AT
fix
avg

0.20 0.80

Resolution: 884
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Acidaminococcus fermentans DSM 20731

2,329,769 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

0.18 0.28

Stacking Energy
dev
avg

-8.87 -7.59

Position Preference
dev
avg

0.12 0.15

Annotations:

CDS +

CDS -

rRNA

tRNA

Global Direct Repeats
fix
avg

5.00 7.50

Global Inverted Repeats
fix
avg

5.00 7.50

GC Skew
dev
avg

-0.12 0.12

Percent AT
fix
avg

0.20 0.80

Resolution: 932
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Megasphaera elsdenii DSM 20460
2,474,718 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

0.19 0.26

Stacking Energy
dev
avg

-8.98 -7.50

Position Preference
dev
avg

0.14 0.16

Annotations:

CDS +

CDS -

rRNA

tRNA

Global Direct Repeats
fix
avg

5.00 7.50

Global Inverted Repeats
fix
avg

5.00 7.50

GC Skew
dev
avg

-0.10 0.10

Percent AT
fix
avg

0.20 0.80

Resolution: 990
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Veillonella parvula DSM 2008
2,132,142 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

0.22 0.29

Stacking Energy
dev
avg

-7.99 -7.00

Position Preference
dev
avg

0.14 0.16

Annotations:

CDS +

CDS -

rRNA

tRNA

Global Direct Repeats
fix
avg

5.00 7.50

Global Inverted Repeats
fix
avg

5.00 7.50

GC Skew
dev
avg

-0.16 0.16

Percent AT
fix
avg

0.20 0.80

Resolution: 853
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Selenomonas sputigena ATCC 35185

2,568,361 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

0.18 0.24

Stacking Energy
dev
avg

-9.36 -7.86

Position Preference
dev
avg

0.14 0.16

Annotations:

CDS +

CDS -

rRNA

tRNA

Global Direct Repeats
fix
avg

5.00 7.50

Global Inverted Repeats
fix
avg

5.00 7.50

GC Skew
dev
avg

-0.16 0.16

Percent AT
fix
avg

0.20 0.80

Resolution: 1028
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Acidaminococcus intestini RyC-MR95

2,487,765 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

1.82 2.23

Stacking Energy
dev
avg

-8.47 -7.61

Position Preference
dev
avg

0.13 0.15

Annotations:

CDS +

CDS -

rRNA

tRNA

Global Direct Repeats
fix
avg

5.00 7.50

Global Inverted Repeats
fix
avg

5.00 7.50

GC Skew
dev
avg

-0.09 0.09

Percent AT
fix
avg

0.20 0.80

Resolution: 996

A.  fermentans A. intestini

M. hypermegale

M. elsdenii S. sputigena

V. parvula


