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Supplementary Figure S9  
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Supplementary Figure S13  

0% 

20% 

40% 

60% 

80% 

100% 

SF8557 SF7300 SF7227 GBM43 GBM14 GBM6 SF8244 SF7796 SF8106 

Mean 
distance 

of 
furthest 

invasion 
(µm) 

% of 
invading 

tumor 
cells 10 
µm from 

vessel 

Established from bev-
naïve GBM 

From BRG 

number 
of 

invasive 
islands  

From bev-
naïve GBM 
that proved 

resistant after 
acquisition 

0 
100 
200 
300 
400 
500 
600 
700 

SF8557 SF7300 SF7227 GBM43 GBM14 GBM6 SF8244 SF7796 SF8106 

0 

10 

20 

30 

40 

50 

SF8557 SF7300 SF7227 GBM43 GBM14 GBM6 SF8244 SF7796 SF8106 



Supplementary Figure S14  
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