
Figure S1a

LOCUS :  5q23.1, Chromosome: 5; NC_000005.9 (118604418..118730294) (Genomic TNFAIP8, 125,877 bp)
mRNA ACCESSION No: NM_001077654.1 (Transcript Variant 2); NM_014350.2 (Transcript Variant 1)
Protein Accession No:NP_001071122.1 (Protein Isoform b); NP_055165.2 (Protein Isoform a)
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=25816#

*Exons # (bp) 1 (215)    2 (1850)  3 (457)   4 (3254)  5 (1511)   6 (620)   7 (267)    8 (2088)  9 (119)  10 (1784)
5’- - 3’

*http://www.ncbi.nlm.nih.gov/sutils/evv.cgi?taxid=9606&contig=NT_034772.6&gene=TNFAIP8&lid=25816

Protein Isoform b (188aa, 21.8 kDa)
***SCC-S2, GG2-1, NDED, MDC-3.13 (Uniprot: O95379-3)
*** Kumar et al., J. Biol. Chem. 275:2973-2978, 2000

Transcript Variant 2 (2012 bp, includes
5’UTR 214 bp and 3’UTR 1233 bp) 

- 3’5’- PolyA tail
12nt

Exon #      1       10

MATDVFNSKNLAVQAQKKILGKMVSKSIATTLIDDTSSEVLDELYRVTREYTQNK
KEAEKIIKNLIKTVIKLAILYRNNQFNQDELALMEKFKKKVHQLAMTVVSFHQVD
YTFDRNVLSRLLNECREMLHQIIQRHLTAK SHGRVNNVFDHFSDCEFLAALYN
PFGNFKPHLQKLCDGINKMLDEENI

Transcript Variant 1 (2017 bp, includes 
5’UTR 190 bp and 3’UTR 1233bp)

Exon #     7**      10
(**lacks 5’- 46 nt)

5’- 12nt
PolyA tail- 3’

Protein Isoform a (198aa, 23 kDa)
MDC-3.13-2 (Uniprot: O95379-1)

MHSEAEESKEVATDVFNSKNLAVQAQKKILGKMVSKSIATTLIDDTSSE
VLDELYRVTREYTQNKKEAEKIIKNLIKTVIKLAILYRNNQFNQDELALM
EKFKKKVHQLAMTVVSFHQVDYTFDRNVLSRLLNECREMLHQIIQRHL
TAKSHGRVNNVFDHFSDCEFLAALYNPFGNFKPHLQKLCDGINKMLD
EENI
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Figure S2b
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Figure S4a-S4c
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Figure S5a
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Figure S6a

PAC Grade Cytoplasmic TNFAIP8 
Weak       Moderate to Intense

Nuclear TNFAIP8 
Weak    Moderate  to Intense

Low (n =26) 15/26 (58%) 11/26 (42%) 0/26 1/26  (4%)

Intermediate/ 
High (n =38)

4/38 (11%) 34/38 (89%) 0/38 5/38 (13%)

Immunohistochemical analysis of TNFAIP8 in prostate tumor TMA



Patient ID
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Figure S6c
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TNFAIP8 expression 
(fold internal marker) ND       2.55    3.29                                      2.92     4.70     1.07                                           3.01     2.79     1.35



Figure S8



Figure S9  


	Support Info Figures 1a and 1b.pdf
	Slide Number 1
	Slide Number 2

	Support Info Figures 2a and 2b.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3

	Support Info Figures 3a-3c.pdf
	Slide Number 1

	Support Info Figures 4a-4c.pdf
	Slide Number 1

	Support Info Figures 5a-5c.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3

	Support Info  Figures 6a-6c.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3

	Support Info Figure 7.pdf
	Slide Number 1

	Support Info Figure 8.pdf
	Slide Number 1

	Support Info Figure 9.pdf
	Slide Number 1


