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RO =V YKo A A G CCTTTCGT THGCATGGCGHCTTTCETLCTHCTTCCTCTGCHTTGCTCGTGCCGCTCGTCCTICGCGTGCGCCHETCCGCGCCANGGAAGIYYEGGHCGCCGECGGMNGIIICGTCGTICGGGCGGCGGHCEHEHEIEIwAAMAATGGCHEW G CAECAGCCTHGCCGCTGCCG
TaABASOH1-8  [HHNAIGN ©cHNIT CTTTCAT] CTTCCTCTGCETTGCTCGTGCPCGCTCGTCCTHCGCGTGCGCCEATCCGCGCCANGGAAG) [CGCCGECGCHNYGIRICGTCGTCGGGCGGCGEH] A ATYG G C R WG CAICAGCC THIGCCGCTGCCG]
RV =Y VKo ISR o G CC T T TCGT TRGICATGGCIGRCTTTCITECTHCTTCCTCTGCHTTGCTCGTGCHCGCTCGTCCTHCGCGTGCGCCHETCCGCGCCANGGAAG] (CGCCGHCGGHMHEGHECGTCGTICGGGCGGCGGRCE{GaA ALYNA AlG G CRE MG CABCAGCC THGCCGCTGCCG]

170 180 19 200 210 220 230 240 250 260 210 280 290 300 310 320
Y=V Y: Lo TR I C [t/ GG T CHAMT GGGGTGGCCRGTACGTGGGCWGAGACCACGCHAGCTETACTClICTCCAAGAACHCCCAACGTCTRTCTTCGCCAGNGAAGCGEAACHAAGTACGGGCHCCATCTTCAANGACGCA CTCGGGTGCCMCCTGCGTCATIGGTGTCCAGCHCCEGAGGCCG
RCY. =V Y: Lo IXRIR= I C C[#G GG T CHAMT GGGGTGGCCRGTACGTGGGCWGAGACCACGCHAGCTETACT ClICTCCAAGAACHCCCAACGTCTRTCTTCGCCAGHGAAGCGEAACHAAGTACGGGCCCATCTTCAANGACGCA]JATCICTCGGGTGCCECCTGCGTCATIGGTGTCCAGCHCCEGAGGCCG
Y=V Y: Ko IXF I I C C ¢l GG TCHAMTGGGGTGGCCGTACGTGGGCHGAGACCACGCHAGCTETACTClCTCCAAGAACHCCCAACGTCTITCTTCGCCAGNGAAGCGEAACHAAGTACGGGCHCCATCTTCAANGACGCA CTCGGGTGCCCCTGCGTCATIGGTGTCCAGCHCCIEGAGGCCG

330 340 350 360 370 380 390 400 410 420 430 440 450 460 470 480
1 ! 1 ! I 1 1 1 L 1 1 ! 1 ! L !

RV N=YN:Co ISR BN C WA AGT TCG TRGCT[#G THAC TRCAGGCGCACCHTCTTCAAGCCHTACCTTCCCGEGCCAGCAAGGIAGCGGATGCTRGGGECCCCAGNGCCATCTTCTITCCAGCAGGGIGGACTACCAGMGCHCACCT CCGCCGTCTHGTICTCECGCGCCHTTCTCHCCCGAGGCCATCCG
TaABAZOH1-B  [GGIYYCHNIGEN S| TRCAGGCGCACCHETCTTCAAGCCHTACCTTCCCGEGCCAGCAAGGNAGCGGATGCTHG CCAGNGCCATCTTCTHTCCAGCAGGGNGGACTACCAMGC]ICACCTCCRGCCGTCTEGTICTCECGCGCC] GEAGGCCATCCG]
RV Y XX TR oI CHAAGTTCG TRGCT(HG THAC TIICAGGCGCACCHTCTTCAAGCCHTACCTTCCCGEGCCAGCAAGGIAGCGGATGCTRGGGECCCCAGNGCCATCTTCTHTCCAGCAGGGNGGACTACCALMGCHCACCT CCGCCGTCTHGTICTCIICGCGCCHTTCTCICCCGRAGGCCATCCG
490 500 510 520 530 540 550 560 570 580 590 600 610 620 630 640

RO =V Y:Lo T I C G G[¢T CCGTCICCIEGCCATCGNAGGCTATCGCCCTCCGCTCCHCTCGGCTCCTGGGAAGACCTIRECAAGT CAACHACCTTCCAGRAGATGAAGACHTGTGAGTGCTHTCTTCIRIHRIMHANECTCTTCHCATTCCCHEGMWICTTGCTCTIGCTTYCCTCTHGCTCTGCTCT
TaABASOH1-B8  [qHECITHEY [HGCCATCGIAGGCTATCGCHCCTCCGCTCCCTCGGCTCCTIGGGAAGACCTIRICAAGTCAACHACCTTCCALYGNAGATGAAGACHTGTGAGTGCTITCTTC] CTCTTCRCATTCCC] L\CTTGCTCTEGCTT§CCTCTRGCTCTGCTCT]
Y= YKo TR B o B C GG T CCGTCHCCHGCCATCGRAGGCTATCGCHCCTCCGCTCCHCTCGGCTCCTIGGGAAGACCTIRECAAGT CAACHACCTTCCANGIAGATGAAGACHTGTGAGTGCTHTCTTCIRIHRINERRCTCTTCHCATTCCC ECTTGCTCTHGCTTICCTCTHGCTCTGCTCT
650 660 670 680 690 790 710 720 730 740 750 760 0 780 7% 800

RV Y N:Co TR A €T GC TAAA TIEAT TGGAGC TIHGAGHCTGATICET T T[ET TGHGTGTLITGGCGCAGTACGCTHCTGAATGTGGRCATTGCTGTCCATCTTCGGHMGAGGAGGAGARTGCAGTACATICGAGGAGCTGIAAGCAGTGCTNACCT GACGCTINGGAGAAGGGGTA®AACT CGAJ
TaABASOH1-B8  CIEQIYYN] ANIIIYEH] T8 [l GTGTHETGGCWGCAGTACGCTICTGAATGTGGICATTGCTGTClCATCTTCGGEMGAGGAGGAGANTGCAGTACATIICGAGGAGCT GIAAGCAGTGCTIACCTGACGCTGGAGAAGGGGETALIAACT CGA|
RV YN Co e A W T GC TAAATIEAT TGGAGC TIEGAGHCTGATHCHTTIHT(NTTGHGTGT(HET GGClGCAGTACGCTICTGAATGTGGICATTGCTGTCCATCTTCGGNGAGGAGGAGARTGCAGTACATICGAGGAGCTGIAAGCAGTGCTIACCTGACGCTGGAGAAGGGGETAMAACTCGA]
810 820 830 840 850 860 870 880 890 900 910 920 930 940 950 960

AR\ Xe SN T GCCGGTGAARCCTGCCGGGCIACGCTGTTCCRACAAGGCCATRGAAGGCCCGEMAAGCGGCTGGEGCGCCATTGTRGGCCCACATCRATCTCGGCCCEGGCGCGAGCGMEGAGCGCGGGNAGCGACCTCCTGGGCTCCTTMCATGGACGGCHCGCGAGGCGCHTCACCGAGGA]
REY TN Xe A= T GCCGGTGAANCCTGCCGGGCIHACGCTGTTCCRACAAGGCCATRGAAGGCCCGEMAAGCGGCTGGEGCGCCATTGTRGGCCCACATCRATCTCGGCCCEGGCGCGAGCGIMIGAGCGCGGGNAGCGACCTCCTGGGCTCCTTMCATGGACGGCHCGCGAGGCGCHTCACCGACGA]
RPN Xe N R e I T GCCGGTGAANCCTGCCGGGCIACGCTGTTCCRACAAGGCCATIGAAGGCCCGLMAAGCGGCTGGEGCGCCATTGTIGGCCCACATCRATCTCGGCCCEGGCGCGAGCGMEGAGCGCGGGNAGCGACCT CCITGGGCTCCT TMCATGGACGGCHCGCGAGGCGCHTCACCGAGGA]
970 980 990 1000 1010 1020 1030 1,040 1050 1060 1070 1080 1090 1100 1110 1.120

RO =V Y:Ko IS LIS C CAGAT CGCCIGACAACGCCANTCGGCGTCATHCTTCGCCGCGECGCGACACCANCCGCCAGCGTINGCT CACGTGGATGGT CAAGTITCCTCGGCGACAACCCCGCCHGTIECTCAAAGCCGTCACCGTINAAGT CGCCETRCALRNEONITWXKCCAGCTGANCCCGCTIIGGHY
RO \-VY:Xe TR - I C CAGAT CGCCGACAACGCCANTCGGCGTCATICTTCGCCGCGCGCGACACCANCCGCCAGCGTINGCTCACGTGGNATGGTCAAGTITCCTCGGCGARCAACCCCGCCIGTECTCAAAGNCCGTCACCGTIAAGTCGCCIITHCALY CCAGCTGANCCCGCTYGG
O \-V YKo TR B C CAGAT CGCCGACAACGCCANTCGGCGTCATHCTTCGCCGCGUCGCGACACCANCCGCCAGCGTINGCTCACGTGGNATGGTCAAGTITCCTCGGCGARCAACCCCGCCIGTCTCAAAGNCCGTCACCGTIAAGTCGCCITICAL [CCAGCTGANCCCGCTHGGH
1.130 1.140 1.150 1.160 1170 1180 1190 1.200 1210 1220 1230 1240 1250 1.260 1210 1.280
RV N:Ce IR E NI A CCCGATCGANAAAGCAGHGLNICTGACCCG T |MCIIT CINIACAANTIFAACAGGAANGAGCAKGCHGIAGATCGCGAGNGGAGAAGGCGITTGT CCGGCGRAGHCHCTGT ClIGTGGGCCGACHACGCGGCGGAMT GCGGTGACHGGGCCGGGTGATCCAGGAGANCGATGCGGGT
RV N:Co TR T A CCCGATCGANAAAGCAGHGLICTGACCCG T EMCLIT CACAANTIIAACAGGAANGAGCAYIGCHGIAGATCGCGAGRGGAGAAGGCGITTGT CCGGCGAGHCHCTGTClIGTGGGCCGACHACGCGGCGGARTGCGGIATGACHGGGCCGGGTGATCCAGGAGANCGATGCGGGT
APV N:XO TR E O A C CCGATCGARAAAGCAGLGEICTGACCCG T EMCIET CEIACAARTIIAACAGGAA] LGHAGATCGCGAGNGGAGAAGGCGHTTGTCCGGCGRAGHCICTGTClGTGGGCCGACHACGCGGCGGARTGCGGITGACHGGGCCGGGTGNATCCAGGAGARCGATGCGGGT
1290 1.300 1310 1320 1330 1340 1,350 1,360 1370 1380 1390 1400 1410 1420 1430 1440
RrY. =T Y: Lo XU G G CGTCCATCICTCTCCTTCANCCTTCAGGGANGGCCGTGGAGHGACGT GGAGTACCAAGG T GANGRYSTC[EATTNNE(ECIT CLYNIC] TTTGGTCGT THTGYGGCAGCGNCAGIGCIIG TMCTHUGCTGTCICIYTCTCGGAGHACAGCAGT GHGCTGCCTGC
RO =V YKo IR F I = I G GCGTCCATCRCTCTCCTTCARCCTTCAGGGANGGCCGTGGAGNGACGTGGAGTIRACCAAGG T GANGIYHN IVIA Y CYIT Cle{HeCING ClEle{HeldeVlIT TTGGTCGT T GEGGCAGC GEGCHGTICTERIGCTGTCCHTCTCGGAGIMIACAGCAGTGEGCTGCCTGC
RrY =T YKo A E R I G GCGTCCATCHCTCTCCTTCANCCTTCAGGGANGGCCGTGGAGNGACGTGGAGTIACCAAGGT GANGRYTNC[EATNIVICIT CLYIC] TTTGGTCGT TRTGIGGCAGCGNCAGUGCUGTIMCTHEGCTGTCCTCTCGGAGRIACAGCAGT GIYGCTGCCTGC!
1450 1460 1470 1480 1490 1,500 1510 1520 1530 1840 1850 1,860 1570 1580 1590 1,600
Y=Y N Lo e R BN C e [e(¢lv TG CCTGCGCATHGAACTGGCTCGGAAAGGACGEGCTCCTAACIEHAAEG] [CRRAAACT ClIGCAACTCACCHTCGACTYIGCTIICTCHTCTGTGICGTGCAGGG TIACCTGATTCCRCAAGGGCTGGAAAGTGCTTCCCCTGTTCCG]
TaABA8'OH1-B GCCTGCGCATHGAACTGGCTCHGGAAAGGACGIRIGCT CCTAACKHEAAYGI A VAV XMW WX [HEAACT CHGCAACT CACCHTCGA CUTCTGTGECGTGCAGGGTIACCTGATTCCICAAGGGCTGGIAAAGTGCTTCCCCTGTTCCG]
TaABAS'OH1-D GCCTGCGCATHGAACTGGCTCNGGAAAGGACGIEGCTCCTAACKHEAAUGLYYHCIY YN XTX W WAHIOAACT CRGCAACTCACCHTCGA CTCHTCTGTGECGTGCAGGGTIACCTGATTCCCAAGGGCTGGNAAAGTGCTTCICCCTGTTCCG
1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710 . 1,730 1,740 1,750 1,760
RO -V YKo SRS G AACAT CCACIICACAACCCCGACCACTTCCCHCTCCCCHGAAWAAGTTCGACICTTCACGATTINCGAGGT CAGCIAT CATAIRKGICAECCCTCTIETTTGACGAGHRICTRRICT TCGATTHCGATTIGATCET TATCRTGATTATIFYMNACGTET TGGTHTHETGACTGC
RO \-V YKo AR - N G AACAT CCACICACAACCCCGACCACTTCCCHCTCCCCIHGAANAAGTTCGALICHCTTCACGATTINCGAGGT CAGCIATCATIA CCCTCTRRATTTGACGAGHECT GATT] TATCETGATTAT] ACGT)ITTGGTRTIMETGACTGC]
LYY N:Xo ISR I GAACATCCACICACAACCCCGACCACT TCCCHCTCCCCUGAANAAGT TCGAJICHCTTCACGAT THCGAGGTCAGCIATCATEA] CTCTHETTTGACGAGHICTY TGATTAT] ACGTIIT TGGTHTIHT GACTGC!
1,770 1780 1.790 1800 1810 1820 1830 1.840 1850 1860 1870 1880 1890 1,900 1910 1.920
RPY\=7.X: VeI XA B A GG T GGCCCCCAAGCCCAACHACGT TCATGCCGTTCGGGAANCGGGACCCACRTCGTGCCCCGEGCAACGAGCTGGCCAEGCT GGAGATGCTCGETCCTCTGCCAlCCACCTCGCCHACCAAGTACAMGATGGTCCACHCTCCAAGTCCGAGAGCGGCGTCCAGTTCGG!
AEY =T X Yo I A GG T GGCCCCCAAGCCCAACRACGT TCATGCCGTTCGGGAANCGGGACCCACHT CGTGCCCCGEGCAACGAGCTIGGCCALNGCTGIGAGATGCT CGETCCTCTGCCANCCACCTCGCCACCAAGTACAIGATGGT CCACHCTCCAAGTCCGAGAGCGGCGTCCAGTTCGG]
REY-\-7X:Xe SR E VI A GG T GGCCCCRJCAAGCCCAACRACGTTCATGC CGTGGGAA CGGGACCCACHTCGTGCCCCGMGCAACGAGCTMGGCCARGCTGMGAGATGCTCGETCCTCTGCCANCCACCTCGCCACCAAGTACANGATGGTCCACECTCCAAGTCCGAGAGCGGCGETCCAGTTCGG
T3 1940 1,950 T 1960 1970 1.980 1,990 2000 2010 2020 2030 2040 2050 2060 2010 2080
RV X:7N: (e T BV NI C CCCTTCGCCCTCCCCATCANACGGCCTCCCCATGACCTTCHACCCGCAAGG) [AAGAARCAAAGCCTGA CCTCCTCGTTICCCAAAGGJANAATCAACHGCIEICGATAGHLIGGECACGHCGTGlIGCACAT GCGA
REY-T.X:Xe ISR = I CCCCTTCGCCICTCCCCATCANACGGCCTCCCICATGACCTTClACCCGCAAGG [YYIY) QYYXIHET) GCCATCCATC CATC LYGCTRCCTCCTCGTTICCCAAAGGIIAAATCAACHIGCIEICGATAG] CIACG] GCACATGCGA
REY-VY:LeTeAI VN C CCCTTCGCCHCTCCCCATCANACGGCCTCCCHCATGACCTTCHACCCGCAAGGIACELYEAAGAANCAAAGCCTGAREHINIHY N (RN IHN (] IR (MIN(HTHC THCCTCCTCGT TRCCCAAAGGEAMAAT CAACKIGCIECGAT [Cl (GCACATGCGA|
<

2,090 2100 2,110 2,120 2130 2,140 2150 2,160 2,170 2,180 2,190 2200 2210 2220 Azz.zao 2,240

Y=V Y: Lo T ERO N G C ¢ Xe1HT G GARHCGGCTCCGTINCCGEGTCCGHMGECGGTCGCCGTCGGAGGGGNACACTTGE TCTTEMAGCCAGGAGC]
TaABA8'OH1-B TGGARIICGGCTCCGTCCGYIGTCCGLMGECGGTCGCCHGTCGGAGGGGNACACTTGAGHCHGTGGGCGCCGCGGCGGGARGCAEAGCGHNGCTGGCGGAGNGCCGATCGGANGAGAGCACGGIGCCGTCAAARMGTCCT|TGTA ATTCTTWMAGCCAGGACC]
O =T YKo TR o N G C e XeTHT GGARRICGGCTCCGTINCCGHIGTCCGlMMGECGGTCGCCHGTCGGAGGGGNACACT TGUAGNCHGTGGGCGCHCGCGGCGGGANGCGHHAGCGEMGCTGGCGGAGNGCCGATCGGANGAGAGCACGGHGCCGTCAAARMGT CCTUTGTANCAEATTCT TEMAGCCAGGACC

242‘50 242‘60 242‘70 2‘2‘80 2‘2‘90 2,3‘00 2.3‘10 2,320 2,330 2,340 2,350 2,360 2370 2,380 2,390 2,400
L L 1 n 1 N 1 h

ATV Yo T RN A T GACGGCHGNGGCGAGACANGACCAAGAAANAAT CCCIECT ] JACACA] [AGGCATTCTCRAGCTAGGGAGHNATCCGGCGCCIACAAAGAAGT]
LY -V N XTI A T GACGGC[YGGGCGAGAC/JANGACCAAGAAARAATCCCLICTC] AAAA ACACA| [AGGCATTCTCAGCTAGGGAGNATCCGGCGCCACAAAGAAGT
LEY LYo TRRE M A T GACGGCLIGNGGCGAGACIANGACCAAGAAARAAT CCCLICTCRTTHAAAA [ACACAICACG TAGGCATTCTCHAGCTAGGGAGHEATCCGGCGCCHACAAAGAAGT]

HGTGGGCGCHCGCGGCGGGANGCGEAGCCHNGCTGGCGGAGHGCCGATCGGANGAGAGCACGGHGCCGTCAAAIIGTCCTIETGTA

Supplemental Fig.1. Sequence comparison of Ta4BA8'OHIs. The PCR fragments amplified with SSA9 primer pair were cloned and sequenced. GeneBank accession number for Ta4ABA8'OHIs
are AB714574 to AB714576. Three PCR fragments of TaABA8'OH1s were amplified by using S2 primer and A2 primer (black arrows).
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TTTTAGCATT CAGAGAGAGA GAGAGAGAGA GAGAGAGAGA GAGAGAGAGA GAGAGAGAGA GAGAGAAAAG ATAGGCCAGC TACGGGAGCC ACATTACCAT TTCCAAGTAG TTGCACAAGG CTAATGTGCC TGCTGATCGT TCTCAACTTC

CCGGTGTTGT GTGGCATCCG GCAGTAGAéﬁ_GCAGQGTGLSIGGGGTGTGTG TCTGTGGGGG GGGGGGGGGG GCTTGAGCCG CTGAACAAGT GCACCGACCG ACCGATGTCA ACACATCTAT TCTTTTTAAG TTCTCATCTC TTTCCAGGTA
< -Insertion

1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,%30 1,290 1,300 1,310 1,320 1,330 1,340 1,350
Chinse Spring CCACCTCGCC]
Shinchunaga TTGGAGACAT TGCATCCTTT TATTGATTTG TGCTTTTGAT AAATTCTATA TTCAAAAGAT AGCATGTTGT GTTCTTGTCC AAAAAATTGT GTCAGTTGGA CCAGCGTGGA TCGAAATCCT GGCTACGCCA CTGTCTGCCA

1,360 1,370 1,380 1,390 1,400 1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490 1,500

Chinse Spring
Shinchunaga

Chinse Spring
Shinchunaga

ACCAAGTACARGATGGTCCACECTCCAAGT CClGAGAGCGGCGETCCAGTTCGGCCCCTTCGCCRCTCCCCATCARACGGCCTCCCCATGACCTTCACCCGCAAGGRACGACAAGAANCAAAGCCTGANGCCATCCATCCATCCATCCARTCCATCGCCT
ACCAAGTACARGATGGTCCACRCTCCAAGTCCRGAGAGCGGCGMTCCAGTTCGGMCCCCTTCGCCRCTCCCCATCARACGGCCTCCCMCATGACCT TCRACCCGCAAGGRACGACAAGAARCAAAGCCTGANGCCATCCATCHMCATCCATCCARTCCATCGCCT

1 1 1
CCTCCTCGTTECCCAAAGGGARAAT CAACAGCIGCGATAGAGGECGACG
CCTCCTCGTTHCCCAAAGGGARAATCAACAGCIGCGATAGAGGECGACG

Supplemental Fig. 2.

Sequence comparison of TaABAS8'OHI-D in ‘Chinese Spring’ and ‘Shinchunaga’. The PCR fragment amplified with dS1dA1 primer pair was cloned and sequenced and re-

vealed that the fragment of ‘Shinchunaga’ contains a 966-bp insertion in exon 5 of TaABAS8'OHI-D of ‘Chinese Spring’. This insertion is predicted to create a premature stop codon (double under-
line) upstream from the normal stop codon (underline). The expression of the insertion type of TaABA8'OH -D transcript was examined by using insertion-specific primers (black arrow). GeneBank
accession number for Ta4ABA8'OHI-D derived from ‘Shinchunaga’ is AB736318.



Arabidopsis thaliana (CYP707A1) -NIFM- NITIS-NI .KLEMSIMI -TTKY% IVGASDII@Y GmiALﬁoNl ﬁIVLARKPEI EV-
Arabidopsis thaliana (CYP707A2)  [MUHYIYMEEE NEVESHESE MAKLEMLILL FEMTTSFRIE VIGDEE@®I®Y GRHEPVEKKEMN ®IRVTPI-— ——-
Arabidopsis thaliana (CYP707A3)  WAGNIFMEREE SEIESHIONE MAKLEISVL] [MTTKYRIS 1vVGPSDEIEY GHFALGEONGN E@IALERKP—- ---
Arabidopsis thaliana (CYP707A4)  [MGINIFMERS SEVEAMEENE MIKLQILIFL GMVSNFRIE VKGGEK®I®Y SHEPIGEHONEN FHATFRRHSL- ——-

Populus trichocarpa EGNIFMEES NETRHSHENE MAKVEILVLL GRMTTKYRIS [VGANNEIQY GEFALEONEE HIILSHKS-- -—-
Ricinus communis EGNIFMEES NETRHSHRENE MAKLEILVLL GRIMTTKYRET MVSTONEI@Y GEFALEONEE EIKLSQKS-—- ——-
Solanum tuberosum GENIFVEES NEVEISHEENE MAKLEILILYV GRMTTKYRIS MVGPONEIMNY GRHEALEONEM HIKLSLKTSS T--
Hordeum vulgare HGENIFVEES NETEISHEENE MAKLEMLVLC GRMATKYRIS TSKSESEVEF GREEALMINEM EMTFTRKA-- ——-
Oryza sativa HGNIFVGEES NETEHSHIONE MAKLEMLVLF GLEMATKYRIS TSKSESEVEF GEFALGELNEN EMSFTRKNTE QE-
Sorghum bicolor EGNIFMEES NETRHSHEENE MAKLEMLVLF GLIMATKYRIS TSKSESEVEF GEFALELNEN EMTFLRKD-—- ——-
Triticum aestivum EGENIFMEES NETRHSHHENE MAKLEMLVLC GLIMATKYRIS TSKSESEVEF GEFALRINEE EMTFTRKD-K NKA
Zea mays GENIFLEES NETEISHEENE MAKLEMLVLF GRMATKYRIS TSKSESEVEF GREAALELNEM EMTFVRKD-- -—-
TaABA8'OH1-A EGNIFVMEES NETRHSHHENE MARLEMLVLC GLMATKYRIS TSKSESEVEF GEFALEINEE EMTFTRKD-K NKA
TaABAS'OH1-B EGNIFMEES NETRHSHRENE MAKLEMLVLC GLMATKYRIS TSKSESEVEF GEFALEINEE EMTFTRKD-K NKA
TaABAS'OH1-D GENIFMEES NATEISHEENE MAKLEMLYVLC [RMATKYRIIS TSKSESVF

GLIN. EMTETRKDDK NKA

TaABA8'OH1-D Insertion mutation | HUMNIFMEEE NETESHIONE MIKLEMLVLC [QRSHR
*

Supplemental Fig.3. Multiple sequence alignment of the C-terminal region of ABA8'OHs in plants. The alignment of the amino acid sequences (C-terminal region) is shown. Arabidopsis
thaliana (NP_567581:CYP707A1; NP_180473:CYP707A2; *NP_851136:CYP707A3; NP 566628:CYP707A4), Populus trichocarpa (XP_002328843), Ricinus communis (XP_002518804),
Solanum tuberosum (ABAS55732), Hordeum vulgare (ABB71585), Oryza sativa (Q05]G2), Sorghum bicolor (XP_002452685), Triticum aestivum (ACB78189) and Zea mays (ACN34951). A Phe-
x-x-Gly-x-Arg-x-Cys-x-Gly motif near the C-terminus, which is the most conserved sequence among P450s, is underlined. The heme-binding cysteine is indicated by an asterisk. The amino acid res-
idues changed by the insertion mutation in 7a4BA8'OH1-D is indicated by a box. The T-DNA insertion site of Arabidopsis cyp707a2-2 is indicated by a white arrowhead.
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Supplemental Fig.4. PCR fragments of Ta4BAS8'OH1 with S2A2 primer pair in chromosome 6DL ‘Chinese spring’ deletion lines with sche-
matic diagram of chromosome 6D. (A) Fragments amplified by the S2A2 primer pair. Three PCR fragments of TaABAS8'OH1 with S2A2 primer
pair in chromosome 6DL ‘Chinese Spring’ deletions lines (6DL-1 Spring 1, 6DL-2, 6DL-6, 6DL-7, 6DL-10, 6DL-11, 6DL-12 and 6DL-13) were
separated on acrylamide gel. The primer pair failed to amplify any PCR fragment derived from the D genome in 6DL-2 and 6DL-6. Therefore,
TaABAS8'OHI-D was located between break points of 6DL-1 and 6DL-6. (B) ‘Chinese Spring’ deletion bin assignment. Wheat Genetic and Ge-
nomic Resources Center provided the details on the collection of deletion stocks in ‘Chinese Spring’ (http://www .k-state.edu/wgrc/Germplasm/
Deletions/delindex.html).



