Table S1. Gene expression analysis of TEL-AML1 BCP-ALL cases. Gene expression data
were obtained using splenic RNA from 15 ETV6-RUNX1 BCP-ALL cases and 3 ETV6-RUNX1
non-diseased mice and analysed on lllumina Mouse WG-6 v2.0 beadchips. Data were
analysed and p-value adjusted (as described in the Methods) to yield a sorted list of
differentially expressed genes. The differentially expressed genes with an adjusted p value

<0.05 are listed. Differential expression levels are shown as log fold change (LogFC) in the
BCP-ALL samples relative to the controls (a negative value indicates decreased expression).

Genomic ReMOAT Target ID Probe ID LogFC Average Adjusted
location gene symbol expression | p-value
(chr:bp)

17:8449487- Ccr6 CCR6 4590639 -0.925 8.126 0.000
8449536

10:59644561- Chst3 CHST3 4050437 -1.760 8.430 0.001
59644610

11:44607402- AK051309 D130032J17RIK 1850474 -2.026 8.182 0.002
44607451

12:114652832- | abParts LOC380797 630482 -1.058 8.051 0.002
114652881

12:114653799- | Igh LOC382646 430139 -1.310 8.104 0.003
114653848

17:46550651- Zfp318 ZFP318 4780093 -1.237 8.964 0.003
46550700

17:8449913- Ccré CCR6 1010132 -2.026 8.479 0.003
8449962

10:59644633- Chst3 CHST3 2810315 -1.706 8.520 0.003
59644682

3:87189075- Ferlt FCRL1 6980440 -1.051 8.141 0.003
87189124

3:87189076- Ferlt FCRL1 2490066 -1.243 8.231 0.003
87189125

10:127527167- | Atp5b ATP5B 1470600 0.568 15.381 0.004
127527216

12:114646043- | Igh LOC382646 6980681 -1.622 8.121 0.004
114646092

10:53695368- Man1a MAN1A 1090332 -0.761 7.764 0.004
53695417

4:32333305- AK051661 D130062J21RIK | 5390309 -0.545 7.789 0.004
32333354

1:175628286- E430029J22Rik | LOC623121 1090647 -1.495 8.713 0.004
175628335

9:44320064- Cxcrb CXCR5 50091 -1.669 8.342 0.004
44320113

7:133552301- Cd19 CD19 6480746 -1.360 8.114 0.004
133552350

12:114646044- | Igh LOC382646 2100564 -1.314 8.255 0.004
114646093

7:31650987- Cd22 CD22 940504 -1.627 8.227 0.005
31651036

19:44469115- Scd1 SCD1 3890274 -2.147 8.908 0.005
44469164

9:70103619- AK090210 G630019A19RIK | 4760435 -0.633 7.886 0.006
70103668

7:133552906- Cd19 CD19 6280037 -1.643 8.277 0.006
133552955

9:70162037- AK082972 4833444G19RIK | 7550592 -0.563 7.866 0.007
70162086

3:52157092- Foxo1 FOXO1 4290112 -0.618 7.810 0.007
52157141

8:3682850- Fcer2a FCER2A 4590095 -0.533 7.700 0.007
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