Table S1: Pathogenic and beneficial environmental isolates and clinical strains and the presence of genes and phenotypes shown to

have an effect on mortality.
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OP50 N.A. NonPath A 0 1.00 8.06 0 0 1 1 1 1 1 5
NRC69 Water NonPath D 1 408 450 O 0 0 0 0 0 0 0
NRC82 Water NonPath D 1 356 449 0 0 0 0 0 0 0 0
NRC153 Water NonPath D 1 355 408 O 0 0 0 0 0 0 0
NRC410 Fecal UPEC B2 1 3.22 3.46 0 0 1 0 1 1 1 4
NRC83 Water NonPath B2 1 313 453 0 0 0 0 0 0 0 0
NRC186 Water NonPath D 1 3.12 4.93 0 0 0 0 0 0 0 0
NRC233 Water NonPath A 1 308 430 O 0 0 0 0 0 0 0
NRC191 Water NonPath D 1 301 462 O 0 0 0 0 0 0 0
NRC423 Fecal Other EXPEC B2 1 2.67 3.67 1 0 1 0 1 1 1 5
NRC35 Water UPEC D 1 261 524 O 0 0 0 0 0 0 0
NRC275 Water NonPath D 1 253 373 1 0 0 0 1 1 1 4
NRC50 Water NonPath D 1 239 568 1 0 0 0 0 0 0 1
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536 N.A. UPEC B2 1 393 307 O 0 1 0 1 1 1 4
H84 N.A. EIEC B2 1 215 471 O 0 1 0 0 1 1 3
H10407 N.A. ETEC A 1 199 495 O 1 0 0 0 0 0 1
E2348/69 N.A. EPEC B2 1 165 564 O 0 0 0 0 0 0 0
CFTO073 N.A. UPEC B2 0 0.89 8.97 1 0 1 1 1 1 1 6
EDL933 N.A. EHEC D 0 0.71 1069 1 1 0 1 1 1 0 5
17-2 N.A. EAEC B2 0 0.70 10.84 O 1 1 1 0 1 0 4
ATCC 25922 N.A. UPEC B2 0 066 11.09 1 0 1 1 1 1 1 6
# of isolates 17 17 11 31 17 14 14
Impact on mortality® + - + o+ o+ o+ 4

a. Putative intestinal and extra-intestinal virotypes were identified by microarray using the criteria of Johnson et al. (41) and
Hamelin et al. (34).

b. Bingen groups or phylotype based on multiplex PCR were identified as described by Clermont et al. (19).

c. An isolate was considered pathogenic (1) when the hazard ratio, calculated by CPH, was significantly higher than 1, or OP50.
All non-pathogenic (0) isolates tabulated were significantly less than 1.

d. The impact on mortality for each gene was determined by CPH for environmental isolates alone. + indicates a significant

enhancement in mortality - indicates a significant decreased in mortality.



