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P17612_Homo_sapiens
ENSPTRP00000018062_Pan_troglodytes
ENSOGAP00000010597_Otolemur_garnettii
P05132_Mus_musculus
ENSCPOP00000016885_Cavia_porcellus
P25321_Cricetulus_griseus
A1LTMO_Rattus_norvegicus
Q95J97_Oryctolagus_cuniculus
ENSDORP00000014055_Dipodomys_ordii
ENSTTRP00000013926_Tursiops_truncatus
Q9MZD9_Ovis_aries

P00517_Bos_taurus
ENSPVAP00000016560_Pteropus_vampyrus
ENSSSCP00000014641_Sus_scrofa
NP_001003032_Canis_familiaris
XP_001914812_Equus_caballus
ENSMODP00000015141_Monodelphis_domestica
NP_001003470_Danio_rerio
ENSORLP00000018527_Oryzias_latipes
ENSGACP00000024909_Gasterosteus_aculeatus
ENSTRUP00000013710_Takifugu_rubripes
Q90WN3_Xenopus_laevis
NP_001016403_Xenopus_tropicalis
Q6DE61_Xenopus_laevis
A3KMS9_Danio_rerio
ENSORLP00000008832_Oryzias_latipes
ENSGACP00000013822_Gasterosteus_aculeatus
ENSTNIP00000013350_Tetraodon_nigroviridis
ENSTRUP00000032221_Takifugu_rubripes
XP_001381342_Monodelphis_domestica
ENSP00000366488_Papio_hamadryas
ENSMMUP00000026815_Macaca_mulatta
ENSPPYP00000021585_Pongo_pygmaeus
ENSGGOT00000006754_Gorilla_gorilla
ENSPTRP00000035898_Pan_troglodytes
P22612_Homo_sapiens

COH990_Salmo_salar
ENSGACP00000012693_Gasterosteus_aculeatus
ENSORLP00000007943_Oryzias_latipes
ENSTNIP00000015136_Tetraodon_nigroviridis
ENSTRUP00000015108_Takifugu_rubripes
Q3ZB92_Danio_rerio

Q7T374_Danio_rerio
ENSGACP00000023579_Gasterosteus_aculeatus
COHBG9_Salmo_salar
ENSORLP00000021647_Oryzias_latipes
ENSTNIP00000011358_Tetraodon_nigroviridis
ENSTRUP00000026750_Takifugu_rubripes
ENSACAP00000005713_Anolis_carolinensis
XP_422379_Gallus_gallus
XP_002187574_Taeniopygia_guttata
NP_001164667_Xenopus_tropicalis
Q7ZWV0_Xenopus_laevis
ENSCJAP00000045124_Callithrix_jacchus
ENSMMUP00000004604_Macaca_mulatta
ENSPPYP00000001399_Pongo_pygmaeus
ENSPTRP00000042330_Pan_troglodytes
P22694_Homo_sapiens
ENSTSYP00000000346_Tarsius_syrichta
ENSECAP00000020287_Equus_caballus
ENSOCUP00000003134_Oryctolagus_cuniculus
XP_867543_Canis_familiaris
P05383_Sus_scrofa

P05131_Bos_taurus
ENSTTRP00000010712_Tursiops_truncatus
ENSOGAP00000005225_Otolemur_garnettii
ENSCPOP00000008705_Cavia_porcellus
P68180_Cricetulus_griseus
P68182_Rattus_norvegicus
P68181_Mus_musculus
XP_001362513_Monodelphi:
XP_002600447_Branchiostoma_floridae
ENSCINP00000013406_Ciona_intestinalis
Homolog1_Ciona_savignyi
XP_001175934_Strongylocentrotus_purpuratus
CAG44453_Amblyomma_hebraeum
XP_393285_Apis_mellifera
XP_968170_Tribolium_castaneum
XP_001652671_Aedes_aegypti
NP_476977_Drosophila_melanogaster
Q16957_Aplysia_californica
Q4JIV3_Lymnaea_stagnalis
XP_002740161_Saccoglossus_kowalevskii
ENSCJAP00000040924_Callithrix_jacchus
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Conservation

64++56 949 569 3485-76+73594+9+49 7+9-393479 9 9 8 9 9 9 ) 9 9 6 9989+99 9 3989+49

FIGURE S1. Multiple sequence alignment of segment corresponding to exons 2-10 of human PKA Cal (i.e. residues 16-350). All sequences are described
in Materials and Methods S1. Residue numbering of human PKA Cal (identifier P17612) is shown above the sequence. Sequences belonging to the Ca, Cy,
and Cp clades are marked at the right by a green, blue, and red bar, respectively. The figure was prepared with Jalview (http://www.jalview.org).




