Table S7. Statistical Analysis of Methylation Pattern Changes in All the Cytosine Sites
Present in the Upstream Regions Shown in Figure 3.

Cytosine Feb.
Sites No. Feb. May Aug. Nov. 2011 P value®
a 1 0 1 0 0 0 N/A
2 0 1 2 0 2 0.145
3 17 16 17 17 17 N/A
4 16 17 17 17 17 0.310
5 1 0 0 0 0.310
6 7 4 7 10 0.037
7 1 0 1 0 N/A
8 10 7 5 9 11 0.084
9 3 5 2 3 5 0.628
10 1 0 2 1 1 0.545
11 7 5 3 3 7 0.132
12 1 1 1 1 3 1.000
13 9 4 5 4 9 0.163
14 4 0 0 1 4 0.146
15 13 10 7 9 13 0.037
16 7 0 3 3 7 0.132
17 0 0 N/A
18 0 0 0 0 1 N/A
19 16 17 15 16 17 0.545
20 1 0 0 0 1 0.310
21 2 2 1 1 2 0.545
22 0 0 2 1 0 0.145
23 0 0 0 0 1 N/A
24 6 8 4 5 7 0.452
25 0 0 0 0 0 N/A
26 0 3 0 1 1 N/A
27 0 2 2 1 0 0.145
28 1 2 0 0 1 0.310
29 1 0 0 0 1 0.310
30 1 2 2 4 2 0.545
31 0 0 0 0 0 N/A
32 0 0 0 0 0 N/A
33 0 0 0 0 1 N/A
34 16 17 17 17 17 0.310
35 0 1 0 1 2 N/A
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*Cytosine sites with P < 0.05 were gray shadowed in the Table.

a, ERF6 upstream region as shown in Figure 3A; b, SUR4 upstream region as shown in Figure

3B; ¢, KCS13 upstream region as shown in Figure 3C.
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