Figure S1. Potential secondary structures in APsRNAs, as predicted by RNAfold
>APsRNA1
TTATAGTTTCAGACACATGGACGTGTTTGAAACGCGGGGAGGGTGAGAAAGAGATCGCGAACCATGGAAGGTCAAG
AGTCAAAAGTTTCTCGCAGGAAACAGGAGCAATAGGTCAGCAGAGATCACGGAGTGATCAACACGAGCCGAAGCTA
CACTCTCAGAATCGAGTGCAGGATGCACATGATTCTCCGACTCTAACTCCCCTTT




>APsRNA2
AAGCTTCTATTGGGGCTGGTAAGGAGGTGATGCTTATGGTTAAAAACGTAGACATAACCAAGGCGGAGGTGACGTC
CTCTTAGGACGCCTAGACCTTCGCCGAGGGTTCGAAAGAATCATAAACCTAAGAGCGA




>APsRNA3
ACGTTGGGCAAGCTAAAAAGGATCTCCAGATCAAATCAGGATACCTCCTCTCGAAGCTCAAGCTCCTCTCAAGAAA
CGTCCAATCACCGTTTCTTAAGAGGGGCGGCTCCAACCTTAAATAAATTTTTTAA




>APsRNA4
ATAATATCAGCGTAAAATATTTAAGATTCACATTCGCGATTACGGAATGTCGGGAGAAGCCTGTTCTGGGATAAGG
CTTCTCTCGGGAAGAGGGGTCGCCC




>APsRNAS
GAACCTCGGGTTAGGTTCTGCGAAAGGAGCCTTGAATGGCTAAAAAGCATGTCGTACGTAAGGAATATATCTGGAA

CCGGGAGATTCGTGAATTGGCTCTCCTGACAGAGACGGGTCCACCTTAAGTGACAAGATCAGATTTTTGATTGGTG
ATTAAATAAAAAAACCAGAGCGAATAAGGCGCCCTGGTTTT




>merRNA

CAAGGCTCGGGAGACTTACCTCGGGTAAGTGAACGCTAGTAGGGCCAAGCGAAGGAGGACACGGATGAGAACACAT
GAACATCACGATGACGAACTGAAGTGAAGATGCGTCACCAGGATTACTACAAAGAGGTTGGGTTCATGCCTCTCTA
AAGAAGAATGGACTGGTTGGATCTGATGAATAACTCATAAGGAGGTTCCTAGGGTTATACTCGTTAGGATATAGAT
CCTTCCTTTGCCTCAAGGCAAACCGTCGGAAACGGCGGGACGCAAAGCTAAAGGGGTGTCGGTGCAAAGCCACGCC
AGCCAGCTGCCAAAGGTCATGAGTCACCTGAGGAATCAGAGGTGTGCATATGGAAGGAACAAATACATACAAGGAT
TGGTTTCATTCCCCTTAGCTAGCGAGTTATCACTGACGATTCCTCGCTAGCACTTTTTTTGGCGA
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>APsRNAG

GAAATAACCAAAATAATTGAACGTAGGTGGTGGTTATGAATACGGAGCTTGGCGCATTTGCGCTCAGGCAGGTGCT
TGCCTCAACAGCAGTTCTTGGGCCGATCTTAATCCTGATCGGACTCTGCTACTTCCTCTTTAACCAAAGCAGAAGA
AGCGTGACCTTATACATAGGCACGGGGTTGATTCTGACCGTCATAGGAGTCACCTGTTTGTACTCCGAACTTCGAA
GCGAAGATTCGCGGGCTCACCATGAAGCAGCCATCGAACAGGTCGAAGTCATCGCGGAGGAAGCTGTTCGGAAGTA
GCTTCTGAATTGCTTGGTCCGTTTTGGCGCGGGGATTTGCTGGCGAACTTGGCCAGTCCCAGCGCTACGGGGGACG
CCGTCCGGGCTCAGTTGTCGTTCGGCCCGCCGGGCCGAATGCGCGCCATCCAGGCGCCGACAAAGCCCCCTTCGCG
CTGGCACTGTCCAAGCTCACCAGCAAACTTGCGTTGTCCCAATCAATTCAGAAACAACTTCCGAAAATCCCATCAC

AAAGACATCGGTTCCAAAGGGCATCGTCGTGCACCTGCGCAGTTAAGAACACATTGATAGTTATTAGCTATTTCCG
ACTGGAACAATTTGGATGGGGACTTGAGGGAGCCCGACGCAGCGGTC
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>APsRNA7
GTGTGACCATTAGGACTCAGTGTGGAGGCAAGTATGTTGAATAGAGGTAGTTTTAGTTTCGTAGCGATGCTGGTAA

TCAATCCCGTCGTGATACTGTTTTATCAAAACTGCTCGATGGCGCCGGTAAGCCACGCCAAAAACTCCACACCAAT
CCCTGTGATCACCCGCCAAGTGGCTTCCGAGTCACAGCCGGTGGTTGCCGATATCAAACCGGTCTGCCACGACGAA
AAGAAAGAATGCCCACGTAAGGAATAATATTCTTTACGTGCATATCT




