
Table S1  All possible 52 nucleotide string combinations descriptive of known pairwise MICA allele combinations according to IMGT/HLA release v3.7.0.   

String1,2,3 MICA Allele 1 MICA Allele 2 MICA Allele 1 MICA Allele 2
Additional Typing Needed to 
Resolve Ambiguity

GTNCNTGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055   Exon 5
GTNCNTGCTNGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*002:02        
GNNCNTGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*002:03        
GTNCNTGCTNGCCTTTCNTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*002:04        
GTTNNTNCTNNCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*004           
GTTNNTNCTNGCCTTTCGNNTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*001            MICA*005           Please see footnote 3
GTTNNTNCTNGNNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*006           
GTTCNTGCTNGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*007:01/MICA*026         MICA*018:02         MICA*040           Insufficient data available
GTTCNTGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*007:02         MICA*018:01         MICA*040           Insufficient data available
GTTCNTGCTNGCCTTTCGTNTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*007:03        
GTTCNTGCTAGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*007:04        
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*001            MICA*008:02        
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*008:03        
GTTNNTNCTNGCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*009:01/MICA*049        Exon 6
GTTNNTNCTNGCNNTTCGNNTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*009:02        
NTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*010:01/MICA*010:02        Exon 5
GTNCNTGCTNGCCTTNCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*001            MICA*011           
GTTCATGCTAGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*012:01        
GTTCATGCTAGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*001            MICA*012:02        
GTTCATGCNAGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*012:03        
GTNCNTGCTNGCCNTTCGNNTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*001            MICA*013           Please see footnote 3
GTNCNTGCTNNCCNTTCGTNTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*001            MICA*014           Please see footnote 3
GTNCNTGCTNGCCTTTCGTNTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*001            MICA*015           
GTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*001            MICA*016           
GTNCNTGCTNGCCTTTCGTNTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*001            MICA*017           
GTTCATGCTAGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*018:01        
GTTCATGCTAGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*018:02        
GTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*019           
GTNCNTGCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*022           
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*024           
NTTNNTNCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*025           
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*028           
GTTCNTGCTNGCCTTTNGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*029           
GTNCNTGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*001            MICA*030           
GTTNNTNCTNGCCTTTCGTTTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*031           
GTTNNTNCTNNCNTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*032           
GTTNNTNCTNGCNNTTCGNNNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*033           
GTNCNTGCTNGCCTTNCGTNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*034           
GTNCNTGCTNGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*035           
GTNCNTGCTNGCNNTTCGTNTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*036           
GTTCNTGCTNGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*037           
GTTCNTGCTNGCCTTTCGTNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*038           
GTTCNTGCTNGCCTTTCGTNTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*001            MICA*039           
GTTCNTGCTNGCCTTTCGTTTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*040           
GTNCNNGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*041           
GTTNNTNCTNGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*001            MICA*042           
GTTCNTGCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*001            MICA*043           
GTNCNTNCTNNCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*044           
GTTCNTGCTNGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*001            MICA*045           
GTNCNTGCTNGCCTTTCGTNTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*001            MICA*046           
GTNCNNGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*001            MICA*047           
GTNCNTGCTNGCCTTTCGTNTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*050           
GTTNNTNCTNGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*051            MICA*018:02         MICA*031           Insufficient data available
GTNCNTGCTNGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*053           

Combination 1 Combination 2



NTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*001            MICA*054           
GTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*001            MICA*056           
GTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*001            MICA*057           
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*001            MICA*058           
GTTCNNGCTNGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*001            MICA*059           
GTTCATGCTAGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*001            MICA*060           
GTTCATGCTAGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*001            MICA*061           
NTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*001            MICA*062           
GTTNNTNNTNGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*063N          
GTTNNTNCTNGCCNTTCGNNTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*001            MICA*064N          
NTTNNTNCTNGCNNTTCGNNTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*001            MICA*065           
NTTNNTNCTNGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*001            MICA*066           
GTTNNTNCTNNCNNTTCGNNTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*001            MICA*067           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*002:02        Exon 5
GNGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*002:03        Exon 5
GTGCGTGCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*002:04        Exon 5
GTNNGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*004           Exon 5
GTNNGTNCTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*005           Exon 5; Please see footnote 3
GTNNGTNCTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*006           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*007:01/MICA*026         MICA*002:02         MICA*007:02        Insufficient data available
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*007:02        Exon 5
GTNCGTGCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*007:03        Exon 5
GTNCGTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*007:04        Exon 5
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*028            MICA*035           Insufficient data available
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*008:02        Exon 5
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*008:03        Exon 5
GTNNGTNCTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*009:01/MICA*049        Exons 5 and 6
GTNNGTNCTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*009:02        Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*010:01/MICA*010:02         MICA*022            MICA*025           Insufficient data available
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*011           Exon 5
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*012:01        Exon 5
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*012:02        Exon 5
GTNCNTGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*012:03        Exon 5
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*013           Exon 5 ;Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*014           Exon 5; Please see footnote 3
GTGCGTGCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*015           Exon 5
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*016           Exon 5
GTGCGTGCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*017           Exon 5
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*018:01        Exon 5
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*018:02         MICA*002:02         MICA*018:01        Insufficient data available
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*019           Exon 5
GTGCGTGCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*022           Exon 5
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*024           Exon 5
NTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*025           Exon 5
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*028           Exon 5
GTNCGTGCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*029           Exon 5
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*030           Exon 5
GTNNGTNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*031           Exon 5
GTNNGTNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*032           Exon 5
GTNNGTNCTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*033           Exon 5
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*034           Exon 5
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*035           Exon 5
GTGCGTGCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*036           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*037            MICA*007:02         MICA*035           Insufficient data available
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*038           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*039           Exon 5
GTNCGTGCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*040           Exon 5
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*041           Exon 5
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*042           Exon 5



GTNCGTGCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*043           Exon 5
GTGCGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*044           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*045           Exon 5
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*046           Exon 5
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*047            MICA*030            MICA*041           Exon 5
GTGCGTGCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*050           Exon 5
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*051           Exon 5
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*053           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*054           Exon 5
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*056           Exon 5
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*057           Exon 5
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*058           Exon 5
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*059            MICA*041            MICA*045           Exon 5
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*060           Exon 5
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*061           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*062           Exon 5
GTNNGTNNTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*063N          Exon 5
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*064N          Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*065           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*066           Exon 5
GTNNGTNCTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*067           Exon 5
GNGCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*002:03        
GTGCGTGCTGGCCTTTCNTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*002:04        
GTNNGTNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*004           
GTNNGTNCTGGCCTTTCGNCTGCGCTTGCNCTNNANCNGGGCCNGAGGGACN  MICA*002:02         MICA*005           Please see footnote 3
GTNNGTNCTGGNNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*006           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*007:01/MICA*026        Exon 5
GTNCGTGCTGGCCTTTCGTCTGCNCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*007:03        
GTNCGTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*007:04        
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*051            MICA*053           Insufficient data available
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*002:02         MICA*008:02        
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNNNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*008:03        
GTNNGTNCTGGCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*009:01/MICA*049        Exon 6
GTNNGTNCTGGCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*009:02        
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*010:01/MICA*010:02        Exon 5
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*002:02         MICA*011           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*012:01        
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGANGGACG  MICA*002:02         MICA*012:02        
GTNCNTGCNNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*012:03        
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCNGAGGGACN  MICA*002:02         MICA*013           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*002:02         MICA*014           Please see footnote 3
GTGCGTGCTGGCCTTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*002:02         MICA*015           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*002:02         MICA*016           
GTGCGTGCTGGCCTTTCGTCTGCGCTNGCNCTTGATCGGGGCCAGAGGGACN  MICA*002:02         MICA*017           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*018:02        
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*019            MICA*022            MICA*051           Insufficient data available
GTGCGTGCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*022           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*024           
NTNNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*025           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*028           
GTNCGTGCTGGCCTTTNGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*029           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*002:02         MICA*030           
GTNNGTNCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*031           
GTNNGTNCTGNCNTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*032           
GTNNGTNCTGGCNNTTCGNCNGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*033           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*034           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*035           
GTGCGTGCTGGCNNTTCGTCTGCGNTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*036           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*037            MICA*007:01/MICA*026         MICA*035           Insufficient data available



GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*038           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*002:02         MICA*039           
GTNCGTGCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*040           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*041           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*002:02         MICA*042           
GTNCGTGCTGGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGNGACG  MICA*002:02         MICA*043           
GTGCGTNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*044           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*002:02         MICA*045           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGNTCGGGGCCAGAGGGACG  MICA*002:02         MICA*046           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*002:02         MICA*047           
GTGCGTGCTGGCCTTTCGTCTGCGCTTNCNCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*050           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*051           
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*053           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGNCG  MICA*002:02         MICA*054           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGNGCCNGAGGGACG  MICA*002:02         MICA*056           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCAGAGGGACG  MICA*002:02         MICA*057           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*002:02         MICA*058           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*002:02         MICA*059           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGNACG  MICA*002:02         MICA*060           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCANAGGGACG  MICA*002:02         MICA*061           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*002:02         MICA*062           
GTNNGTNNTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*063N          
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGNCCNGAGGGACG  MICA*002:02         MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGCGCTTGNNCNNNANNNGGGCCNGAGGGACG  MICA*002:02         MICA*065           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGNGGGACG  MICA*002:02         MICA*066           
GTNNGTNCTGNCNNTTCGNCTNCGCNTGCNCNNNANCNGGGCCAGAGGGACG  MICA*002:02         MICA*067           
GNGCGTGCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*002:04        
GNNNGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*004           
GNNNGTNCTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*002:03         MICA*005           Please see footnote 3
GNNNGTNCTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*006           
GNNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*007:01/MICA*026        Exon 5
GNNCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*007:02        
GNNCGTGCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*007:03        
GNNCGTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*007:04        
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*002:03         MICA*008:02        
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*008:03        
GNNNGTNCTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*009:01/MICA*049        Exon 6
GNNNGTNCTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*009:02        
NNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*010:01/MICA*010:02        Exon 5
GNGCGTGCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:03         MICA*011           
GNNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*012:01        
GNNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*002:03         MICA*012:02        
GNNCNTGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*012:03        
GNGCGTGCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*002:03         MICA*013           Please see footnote 3
GNGCGTGCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:03         MICA*014           Please see footnote 3
GNGCGTGCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:03         MICA*015           
GNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*002:03         MICA*016           
GNGCGTGCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:03         MICA*017           
GNNCNTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*018:01        
GNNCNTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*018:02        
GNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*019           
GNGCGTGCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*022           
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*024           
NNNNGTNCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*025           
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*028           
GNNCGTGCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*029           
GNGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:03         MICA*030           
GNNNGTNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*031           



GNNNGTNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*032           
GNNNGTNCTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*033           
GNGCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*034           
GNGCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*035           
GNGCGTGCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*036           
GNNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*037           
GNNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*038           
GNNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*002:03         MICA*039           
GNNCGTGCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*040           
GNGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*041           
GNNNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*002:03         MICA*042           
GNNCGTGCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*002:03         MICA*043           
GNGCGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*044           
GNNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*002:03         MICA*045           
GNGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*002:03         MICA*046           
GNGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:03         MICA*047           
GNGCGTGCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*050           
GNNNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*051           
GNGCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*053           
NNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*002:03         MICA*054           
GNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*002:03         MICA*056           
GNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*002:03         MICA*057           
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*002:03         MICA*058           
GNNCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*002:03         MICA*059           
GNNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*002:03         MICA*060           
GNNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*002:03         MICA*061           
NNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*002:03         MICA*062           
GNNNGTNNTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*063N          
GNNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*002:03         MICA*064N          
NNNNGTNCTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*002:03         MICA*065           
NNNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*002:03         MICA*066           
GNNNGTNCTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:03         MICA*067           
GTNNGTNCTGNCNNTTCNNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*004           
GTNNGTNCTGGCCTTTCNNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*002:04         MICA*005           Please see footnote 3
GTNNGTNCTGGNNNTTCNNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*006           
GTNCGTGCTGGCCTTTCNTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*007:01/MICA*026        Exon 5
GTNCGTGCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*007:02        
GTNCGTGCTGGCCTTTCNTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*007:03        
GTNCGTGCTNGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*007:04        
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*002:04         MICA*008:02        
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*008:03        
GTNNGTNCTGGCNNTTCNNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*009:01/MICA*049        Exon 6
GTNNGTNCTGGCNNTTCNNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*009:02        
NTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*010:01/MICA*010:02        Exon 5
GTGCGTGCTGGCCTTNCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:04         MICA*011           
GTNCNTGCTNGCCTNTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*012:01        
GTNCNTGCTNGCCTNTCNTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*002:04         MICA*012:02        
GTNCNTGCNNGCCTNTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*012:03        
GTGCGTGCTGGCCNTTCNNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*002:04         MICA*013           Please see footnote 3
GTGCGTGCTGNCCNTTCNTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:04         MICA*014           Please see footnote 3
GTGCGTGCTGGCCTTTCNTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:04         MICA*015           
GTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*002:04         MICA*016           
GTGCGTGCTGGCCTTTCNTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*002:04         MICA*017           
GTNCNTGCTNGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*018:01        
GTNCNTGCTNGCCTTTCNTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*018:02        
GTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*019           
GTGCGTGCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*022           
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*024           



NTNNGTNCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*025           
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*028           
GTNCGTGCTGGCCTTTNNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*029           
GTGCGTGCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:04         MICA*030           
GTNNGTNCTGGCCTTTCNTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*031           
GTNNGTNCTGNCNTNTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*032           
GTNNGTNCTGGCNNTTCNNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*033           
GTGCGTGCTGGCCTTNCNTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*034           
GTGCGTGCTGGCCTTTCNTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*035           
GTGCGTGCTGGCNNTTCNTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*036           
GTNCGTGCTGGCCTTTCNTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*037           
GTNCGTGCTGGCCTTTCNTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*038           
GTNCGTGCTGGCCTTTCNTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*002:04         MICA*039           
GTNCGTGCTGGCCTTTCNTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*040           
GTGCGNGCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*041           
GTNNGTNCTGGCCTTTCNTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*002:04         MICA*042           
GTNCGTGCTGGCCTNTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*002:04         MICA*043           
GTGCGTNCTGNCNNTTCNNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*044           
GTNCGTGCTGGCCTTTCNTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*002:04         MICA*045           
GTGCGTGCTGGCCTTTCNTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*002:04         MICA*046           
GTGCGNGCTGGCCTTTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*002:04         MICA*047           
GTGCGTGCTGGCCTTTCNTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*050           
GTNNGTNCTGGCCTTTCNTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*051           
GTGCGTGCTGGCCNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*053           
NTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*002:04         MICA*054           
GTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*002:04         MICA*056           
GTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*002:04         MICA*057           
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*002:04         MICA*058           
GTNCGNGCTGGCCTTTCNTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*002:04         MICA*059           
GTNCNTGCTNGCCTNTCNTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*002:04         MICA*060           
GTNCNTGCTNGCCTNTCNTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*002:04         MICA*061           
NTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*002:04         MICA*062           
GTNNGTNNTGGCCNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*063N          
GTNNGTNCTGGCCNTTCNNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*002:04         MICA*064N          
NTNNGTNCTGGCNNTTCNNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*002:04         MICA*065           
NTNNGTNCTGGCNNTTCNNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*002:04         MICA*066           
GTNNGTNCTGNCNNTTCNNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*002:04         MICA*067           
GTTTGTACTGNCNNTTCGCCTNCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*004            MICA*005           Please see footnote 3
GTTTGTACTGNNTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*006           
GTTNGTNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*007:01/MICA*026        Exon 5
GTTNGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*007:02        
GTTNGTNCTGNCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*007:03        
GTTNGTNCTNNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*007:04        
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*004            MICA*008:02        
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*008:03        
GTTTGTACTGNCTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*009:01/MICA*049        Exon 6
GTTTGTACTGNCTCTTCGCCTCCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*009:02        
NTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*010:01/MICA*010:02        Exon 5
GTNNGTNCTGNCNNTNCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*004            MICA*011           
GTTNNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*012:01        
GTTNNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*004            MICA*012:02        
GTTNNTNCNNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*012:03        
GTNNGTNCTGNCNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*004            MICA*013           Please see footnote 3
GTNNGTNCTGCCNCTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*004            MICA*014           Please see footnote 3
GTNNGTNCTGNCNNTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*004            MICA*015           
GTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*004            MICA*016           
GTNNGTNCTGNCNNTTCGNCTNCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*004            MICA*017           
GTTNNTNCTNNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*018:01        



GTTNNTNCTNNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*018:02        
GTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*019           
GTNNGTNCTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*022           
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*024           
NTTTGTACTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*025           
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*028           
GTTNGTNCTGNCNNTTNGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*029           
GTNNGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*004            MICA*030           
GTTTGTACTGNCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*031           
GTTTGTACTGCCTNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*032           
GTTTGTACTGNCTCTTCGCCNNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*033           
GTNNGTNCTGNCNNTNCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*034           
GTNNGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*035           
GTNNGTNCTGNCTCTTCGNCTNCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*036           
GTTNGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*037           
GTTNGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*038           
GTTNGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*004            MICA*039           
GTTNGTNCTGNCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*040           
GTNNGNNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*041           
GTTTGTACTGNCNNTTCGNCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*004            MICA*042           
GTTNGTNCTGNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*004            MICA*043           
GTNNGTACTGCCTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*044           
GTTNGTNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*004            MICA*045           
GTNNGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*004            MICA*046           
GTNNGNNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*004            MICA*047           
GTNNGTNCTGNCNNTTCGNCTNCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*050           
GTTTGTACTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*004            MICA*051           
GTNNGTNCTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*053           
NTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*004            MICA*054           
GTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*004            MICA*056           
GTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*004            MICA*057           
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*004            MICA*058           
GTTNGNNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*004            MICA*059           
GTTNNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*004            MICA*060           
GTTNNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*004            MICA*061           
NTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*004            MICA*062           
GTTTGTANTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*063N          
GTTTGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*004            MICA*064N          
NTTTGTACTGNCTCTTCGCCTNCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*004            MICA*065           
NTTTGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*004            MICA*066           
GTTTGTACTGCCTCTTCGCCTCCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*067           
GTTTGTACTGGNNNTTCGCCTNCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*006           Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCGCTTGCNCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*007:01/MICA*026        Exon 5;Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*007:02        Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCNCTTGCNCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*007:03        Please see footnote 3
GTTNGTNCTNGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*007:04        Please see footnote 3
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCCNCAACNCGGGNCGGAGGGACN  MICA*005            MICA*008:02        Please see footnote 3
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCNNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*008:03        Please see footnote 3
GTTTGTACTGGCNNTTCGCCTNCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*009:01/MICA*049        Exon 6; Please see footnote 3
GTTTGTACTGGCNNTTCGCCTNCNCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*009:02        Please see footnote 3
NTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*010:01/MICA*010:02        Exon 5; Please see footnote 3
GTNNGTNCTGGCCTTNCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGANN  MICA*005            MICA*011           Please see footnote 3
GTTNNTNCTNGCCTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*012:01        Please see footnote 3
GTTNNTNCTNGCCTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNGANGGACN  MICA*005            MICA*012:02        Please see footnote 3
GTTNNTNCNNGCCTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*012:03        Please see footnote 3
GTNNGTNCTGGCCNTTCGCCTGCGCTTGCCCTNNANCNGGGCCGGAGGGAC*  MICA*005            MICA*013           Please see footnote 3
GTNNGTNCTGNCCNTTCGNCTGNGCTTGCCCTNNANCNGGGCCNGAGGGAC*  MICA*005            MICA*014           Please see footnote 3
GTNNGTNCTGGCCTTTCGNCTGNGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*015           Please see footnote 3



GTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCNGGCCGGAGGGACN  MICA*005            MICA*016           Please see footnote 3
GTNNGTNCTGGCCTTTCGNCTGCGCTNGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*017           Please see footnote 3
GTTNNTNCTNGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*018:01        Please see footnote 3
GTTNNTNCTNGCCTTTCGNCTGCGCTTGCNCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*018:02        Please see footnote 3
GTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*019           Please see footnote 3
GTNNGTNCTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*022           Please see footnote 3
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*024           Please see footnote 3
NTTTGTACTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*025           Please see footnote 3
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*028           Please see footnote 3
GTTNGTNCTGGCCTTTNGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*029           Please see footnote 3
GTNNGTNCTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGANN  MICA*005            MICA*030           Please see footnote 3
GTTTGTACTGGCCTTTCGNNTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*031           Please see footnote 3
GTTTGTACTGNCNTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*032           Please see footnote 3
GTTTGTACTGGCNNTTCGCCNGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*033           Please see footnote 3
GTNNGTNCTGGCCTTNCGNCTGCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*034           Please see footnote 3
GTNNGTNCTGGCCTTTCGNCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*035           Please see footnote 3
GTNNGTNCTGGCNNTTCGNCTGCGNTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*036           Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*037           Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*038           Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCGCTTGCCCNCAACNCNGGCCGGAGGGACN  MICA*005            MICA*039           Please see footnote 3
GTTNGTNCTGGCCTTTCGNNTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*040           Please see footnote 3
GTNNGNNCTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*041           Please see footnote 3
GTTTGTACTGGCCTTTCGNCTGCGCTTGCCCNCAACNCGGGNCGGAGGGACN  MICA*005            MICA*042           Please see footnote 3
GTTNGTNCTGGCCTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGNGACN  MICA*005            MICA*043           Please see footnote 3
GTNNGTACTGNCNNTTCGCCTNCGCTTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*044           Please see footnote 3
GTTNGTNCTGGCCTTTCGNCTGCGCTTGCNCTNNANCNGGGCNNGAGGGACN  MICA*005            MICA*045           Please see footnote 3
GTNNGTNCTGGCCTTTCGNCTGCGCTTGCCCTNNNNCNGGGCCNGAGGGACN  MICA*005            MICA*046           Please see footnote 3
GTNNGNNCTGGCCTTTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGGANN  MICA*005            MICA*047           Please see footnote 3
GTNNGTNCTGGCCTTTCGNCTGCGCTTNCCCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*050           Please see footnote 3
GTTTGTACTGGCCTTTCGNCTGCGCTTGCNCTNNANCNGGGCCNGAGGGACN  MICA*005            MICA*051           Please see footnote 3
GTNNGTNCTGGCCNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*053           Please see footnote 3
NTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGNCN  MICA*005            MICA*054           Please see footnote 3
GTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGNGCCGGAGGGACN  MICA*005            MICA*056           Please see footnote 3
GTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCNGAGGGACN  MICA*005            MICA*057           Please see footnote 3
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGNACN  MICA*005            MICA*058           Please see footnote 3
GTTNGNNCTGGCCTTTCGNCTGCGCTTGCNCTNNANCNGGGCNNGAGGGACN  MICA*005            MICA*059           Please see footnote 3
GTTNNTNCTNGCCTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNGAGGNACN  MICA*005            MICA*060           Please see footnote 3
GTTNNTNCTNGCCTNTCGNCTGCGCTTGCCCTNNANCNGGGCCNNAGGGACN  MICA*005            MICA*061           Please see footnote 3
NTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGNACN  MICA*005            MICA*062           Please see footnote 3
GTTTGTANTGGCCNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*063N          Please see footnote 3
GTTTGTACTGGCCNTTCGCCTGCGCTTGCCCNCAACNCGGNCCGGAGGGACN  MICA*005            MICA*064N          Please see footnote 3
NTTTGTACTGGCNNTTCGCCTGCGCTTGNCCNCAACNCGGGCCGGAGGGACN  MICA*005            MICA*065           Please see footnote 3
NTTTGTACTGGCNNTTCGCCTGCGCTTGCCCNCAACNCGGGCCGGNGGGACN  MICA*005            MICA*066           Please see footnote 3
GTTTGTACTGNCNNTTCGCCTNCGCNTGCCCNCAACCCGGGCCNGAGGGACN  MICA*005            MICA*067           Please see footnote 3
GTTNGTNCTGGNNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*007:01/MICA*026        Exon 5
GTTNGTNCTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*007:02        
GTTNGTNCTGGNNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*007:03        
GTTNGTNCTNGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*007:04        
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*006            MICA*008:02        
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*008:03        
GTTTGTACTGGNTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*009:01/MICA*049        Exon 6
GTTTGTACTGGNTCTTCGCCTCCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*009:02        
NTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*010:01/MICA*010:02        Exon 5
GTNNGTNCTGGNNNTNCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*006            MICA*011           
GTTNNTNCTNGNNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*012:01        
GTTNNTNCTNGNNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*006            MICA*012:02        
GTTNNTNCNNGNNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*012:03        
GTNNGTNCTGGNNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*006            MICA*013           Please see footnote 3



GTNNGTNCTGNNNCTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*006            MICA*014           Please see footnote 3
GTNNGTNCTGGNNNTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*006            MICA*015           
GTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*006            MICA*016           
GTNNGTNCTGGNNNTTCGNCTNCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*006            MICA*017           
GTTNNTNCTNGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*018:01        
GTTNNTNCTNGNNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*018:02        
GTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*019           
GTNNGTNCTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*022           
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*024           
NTTTGTACTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*025           
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*028           
GTTNGTNCTGGNNNTTNGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*029           
GTNNGTNCTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*006            MICA*030           
GTTTGTACTGGNNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*031           
GTTTGTACTGNNTNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*032           
GTTTGTACTGGNTCTTCGCCNNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*033           
GTNNGTNCTGGNNNTNCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*034           
GTNNGTNCTGGNNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*035           
GTNNGTNCTGGNTCTTCGNCTNCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*036           
GTTNGTNCTGGNNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*037           
GTTNGTNCTGGNNNTTCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*038           
GTTNGTNCTGGNNNTTCGNCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*006            MICA*039           
GTTNGTNCTGGNNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*040           
GTNNGNNCTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*041           
GTTTGTACTGGNNNTTCGNCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*006            MICA*042           
GTTNGTNCTGGNNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*006            MICA*043           
GTNNGTACTGNNTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*044           
GTTNGTNCTGGNNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*006            MICA*045           
GTNNGTNCTGGNNNTTCGNCTNCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*006            MICA*046           
GTNNGNNCTGGNNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*006            MICA*047           
GTNNGTNCTGGNNNTTCGNCTNCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*050           
GTTTGTACTGGNNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*006            MICA*051           
GTNNGTNCTGGNNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*053           
NTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*006            MICA*054           
GTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*006            MICA*056           
GTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*006            MICA*057           
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*006            MICA*058           
GTTNGNNCTGGNNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*006            MICA*059           
GTTNNTNCTNGNNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*006            MICA*060           
GTTNNTNCTNGNNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*006            MICA*061           
NTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*006            MICA*062           
GTTTGTANTGGNNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*063N          
GTTTGTACTGGNNCTTCGCCTNCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*006            MICA*064N          
NTTTGTACTGGNTCTTCGCCTNCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*006            MICA*065           
NTTTGTACTGGNTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*006            MICA*066           
GTTTGTACTGNNTCTTCGCCTCCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*067           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*007:02        Exon 5
GTTCGTGCTGGCCTTTCGTCTGCNCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*007:03        Exon 5
GTTCGTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*007:04        Exon 5
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*007:01/MICA*026         MICA*008:02        Exon 5
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNNNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*008:03        Exon 5
GTTNGTNCTGGCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*009:01/MICA*049        Exons 5 and 6
GTTNGTNCTGGCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*009:02         MICA*007:03         MICA*009:01/MICA*049        Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*010:01/MICA*010:02        exon 5
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*007:01/MICA*026         MICA*011           Exon 5
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*012:01        Exon 5
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGANGGACG  MICA*007:01/MICA*026         MICA*012:02        Exon 5
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*012:03        Exon 5



GTNCGTGCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCNGAGGGACN  MICA*007:01/MICA*026         MICA*013           Exon 5; Please see footnote 3
GTNCGTGCTGNCCNTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*007:01/MICA*026         MICA*014           Exon 5; Please see footnote 3
GTNCGTGCTGGCCTTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*007:01/MICA*026         MICA*015           Exon 5
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*016           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTNGCNCTTGATCGGGGCCAGAGGGACN  MICA*007:01/MICA*026         MICA*017           Exon 5
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*018:01         MICA*007:02         MICA*018:02        Insufficient data available
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*018:02        Exon 5
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*019           Exon 5
GTNCGTGCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*022           Exon 5
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*024           Exon 5
NTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*025           Exon 5
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*028           Exon 5
GTTCGTGCTGGCCTTTNGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*029           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*007:01/MICA*026         MICA*030           Exon 5
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*031            MICA*040            MICA*051           Insufficient data available
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*032           Exon 5
GTTNGTNCTGGCNNTTCGNCNGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*033           Exon 5
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*034           Exon 5
GTNCGTGCTGGCNNTTCGTCTGCGNTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*036           Exon 5
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*037           Exon 5
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*038           Exon 5
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*039           Exon 5
GTTCGTGCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*040           Exon 5
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*041           Exon 5
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*007:01/MICA*026         MICA*042           Exon 5
GTTCGTGCTGGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGNGACG  MICA*007:01/MICA*026         MICA*043           Exon 5
GTNCGTNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*044           Exon 5
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*007:01/MICA*026         MICA*045           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGNTCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*046           Exon 5
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*007:01/MICA*026         MICA*047           Exon 5
GTNCGTGCTGGCCTTTCGTCTGCGCTTNCNCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*050           Exon 5
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*051           Exon 5
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*053           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGNCG  MICA*007:01/MICA*026         MICA*054           Exon 5
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGNGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*056           Exon 5
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*057           Exon 5
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*007:01/MICA*026         MICA*058           Exon 5
GTTCGNGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*007:01/MICA*026         MICA*059           Exon 5
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGNACG  MICA*007:01/MICA*026         MICA*060           Exon 5
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCANAGGGACG  MICA*007:01/MICA*026         MICA*061           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*007:01/MICA*026         MICA*062           Exon 5
GTTNGTNNTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*063N          Exon 5
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGNCCNGAGGGACG  MICA*007:01/MICA*026         MICA*064N          Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGNNCNNNANNNGGGCCNGAGGGACG  MICA*007:01/MICA*026         MICA*065           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGNGGGACG  MICA*007:01/MICA*026         MICA*066           Exon 5
GTTNGTNCTGNCNNTTCGNCTNCGCNTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*067           Exon 5
GTTCGTGCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*007:03        
GTTCGTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*007:04        
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*028            MICA*037           Insufficient data available
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*007:02         MICA*008:02        
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*008:03        
GTTNGTNCTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*009:01/MICA*049        Exon 6
GTTNGTNCTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*009:02        
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*010:01/MICA*010:02        Exon 5
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*007:02         MICA*011           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*012:01        
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*007:02         MICA*012:02        
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*012:03        
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*007:02         MICA*013           Please see footnote 3



GTNCGTGCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*007:02         MICA*014           Please see footnote 3
GTNCGTGCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*007:02         MICA*015           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*007:02         MICA*016           
GTNCGTGCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*007:02         MICA*017           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*018:01        
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*019           
GTNCGTGCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*022           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*024            MICA*028            MICA*038           Insufficient data available
NTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*025           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*028           
GTTCGTGCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*029           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*007:02         MICA*030           
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*031           
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*032           
GTTNGTNCTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*033           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*034           
GTNCGTGCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*036           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*037           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*038           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*007:02         MICA*039           
GTTCGTGCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*040           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*041           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*007:02         MICA*042           
GTTCGTGCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*007:02         MICA*043           
GTNCGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*044           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*007:02         MICA*045           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*007:02         MICA*046           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*007:02         MICA*047           
GTNCGTGCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*050           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*051           
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*053           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*007:02         MICA*054           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*007:02         MICA*056           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*007:02         MICA*057           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*007:02         MICA*058           
GTTCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*007:02         MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*007:02         MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*007:02         MICA*061           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*007:02         MICA*062           
GTTNGTNNTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*063N          
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*007:02         MICA*064N          
NTTNGTNCTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*007:02         MICA*065           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*007:02         MICA*066           
GTTNGTNCTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:02         MICA*067           
GTTCGTGCTNGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*007:04        
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*007:03         MICA*008:02        
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNNNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*008:03        
GTTNGTNCTGGCNNTTCGNCTNCACTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:03         MICA*009:02        
NTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*010:01/MICA*010:02        Exon 5
GTNCGTGCTGGCCTTNCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*007:03         MICA*011           
GTTCNTGCTNGCCTNTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*012:01        
GTTCNTGCTNGCCTNTCGTCTGCNCTTGCNCTTGATCGGGGCCAGANGGACG  MICA*007:03         MICA*012:02        
GTTCNTGCNNGCCTNTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*012:03        
GTNCGTGCTGGCCNTTCGNCTGCNCTTGCNCTTGATCGGGGCCNGAGGGACN  MICA*007:03         MICA*013           Please see footnote 3
GTNCGTGCTGNCCNTTCGTCTGNNCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*007:03         MICA*014           Please see footnote 3
GTNCGTGCTGGCCTTTCGTCTGNNCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*007:03         MICA*015           
GTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*007:03         MICA*016           
GTNCGTGCTGGCCTTTCGTCTGCNCTNGCNCTTGATCGGGGCCAGAGGGACN  MICA*007:03         MICA*017           



GTTCNTGCTNGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*018:01        
GTTCNTGCTNGCCTTTCGTCTGCNCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*018:02        
GTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*019           
GTNCGTGCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*022           
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:03         MICA*024           
NTTNGTNCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*025           
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*028           
GTTCGTGCTGGCCTTTNGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*029           
GTNCGTGCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*007:03         MICA*030           
GTTNGTNCTGGCCTTTCGTNTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*031           
GTTNGTNCTGNCNTNTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*032           
GTTNGTNCTGGCNNTTCGNCNGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*033           
GTNCGTGCTGGCCTTNCGTCTGCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:03         MICA*034           
GTNCGTGCTGGCCTTTCGTCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*035           
GTNCGTGCTGGCNNTTCGTCTGCNNTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*036           
GTTCGTGCTGGCCTTTCGTCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*037           
GTTCGTGCTGGCCTTTCGTCTGCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:03         MICA*038           
GTTCGTGCTGGCCTTTCGTCTGCNCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*007:03         MICA*039           
GTTCGTGCTGGCCTTTCGTNTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*040           
GTNCGNGCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*041           
GTTNGTNCTGGCCTTTCGTCTGCNCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*007:03         MICA*042           
GTTCGTGCTGGCCTNTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGNGACG  MICA*007:03         MICA*043           
GTNCGTNCTGNCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:03         MICA*044           
GTTCGTGCTGGCCTTTCGTCTGCNCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*007:03         MICA*045           
GTNCGTGCTGGCCTTTCGTCTGCNCTTGCNCTTGNTCGGGGCCAGAGGGACG  MICA*007:03         MICA*046           
GTNCGNGCTGGCCTTTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*007:03         MICA*047           
GTNCGTGCTGGCCTTTCGTCTGCNCTTNCNCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*050           
GTTNGTNCTGGCCTTTCGTCTGCNCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*051           
GTNCGTGCTGGCCNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*053           
NTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGNCG  MICA*007:03         MICA*054           
GTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGNGCCNGAGGGACG  MICA*007:03         MICA*056           
GTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCAGAGGGACG  MICA*007:03         MICA*057           
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*007:03         MICA*058           
GTTCGNGCTGGCCTTTCGTCTGCNCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*007:03         MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCNCTTGCNCTTGATCGGGGCCAGAGGNACG  MICA*007:03         MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCNCTTGCNCTTGATCGGGGCCANAGGGACG  MICA*007:03         MICA*061           
NTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*007:03         MICA*062           
GTTNGTNNTGGCCNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*063N          
GTTNGTNCTGGCCNTTCGNCTGCNCTTGCNCNNNANNNGGNCCNGAGGGACG  MICA*007:03         MICA*064N          
NTTNGTNCTGGCNNTTCGNCTGCNCTTGNNCNNNANNNGGGCCNGAGGGACG  MICA*007:03         MICA*065           
NTTNGTNCTGGCNNTTCGNCTGCNCTTGCNCNNNANNNGGGCCNGNGGGACG  MICA*007:03         MICA*066           
GTTNGTNCTGNCNNTTCGNCTNCNCNTGCNCNNNANCNGGGCCAGAGGGACG  MICA*007:03         MICA*067           
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*007:04         MICA*008:02        
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*008:03        
GTTNGTNCTNGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*009:01/MICA*049        Exon 6
GTTNGTNCTNGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*009:02        
NTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*010:01/MICA*010:02        Exon 5
GTNCGTGCTNGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*007:04         MICA*011           
GTTCNTGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*012:01        
GTTCNTGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*007:04         MICA*012:02        
GTTCNTGCNAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*012:03        
GTNCGTGCTNGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*007:04         MICA*013           Please see footnote 3
GTNCGTGCTNNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*007:04         MICA*014           Please see footnote 3
GTNCGTGCTNGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*007:04         MICA*015           
GTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*007:04         MICA*016           
GTNCGTGCTNGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*007:04         MICA*017           
GTTCNTGCTAGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*018:01        
GTTCNTGCTAGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*018:02        



GTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*019           
GTNCGTGCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*022           
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*024           
NTTNGTNCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*025           
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*028           
GTTCGTGCTNGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*029           
GTNCGTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*007:04         MICA*030           
GTTNGTNCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*031           
GTTNGTNCTNNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*032           
GTTNGTNCTNGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*033           
GTNCGTGCTNGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*034           
GTNCGTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*035           
GTNCGTGCTNGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*036           
GTTCGTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*037           
GTTCGTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*038           
GTTCGTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*007:04         MICA*039           
GTTCGTGCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*040           
GTNCGNGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*041           
GTTNGTNCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*007:04         MICA*042           
GTTCGTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*007:04         MICA*043           
GTNCGTNCTNNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*044           
GTTCGTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*007:04         MICA*045           
GTNCGTGCTNGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*007:04         MICA*046           
GTNCGNGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*007:04         MICA*047           
GTNCGTGCTNGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*050           
GTTNGTNCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*051           
GTNCGTGCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*053           
NTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*007:04         MICA*054           
GTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*007:04         MICA*056           
GTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*007:04         MICA*057           
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*007:04         MICA*058           
GTTCGNGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*007:04         MICA*059           
GTTCNTGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*007:04         MICA*060           
GTTCNTGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*007:04         MICA*061           
NTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*007:04         MICA*062           
GTTNGTNNTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*063N          
GTTNGTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*007:04         MICA*064N          
NTTNGTNCTNGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*007:04         MICA*065           
NTTNGTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*007:04         MICA*066           
GTTNGTNCTNNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*007:04         MICA*067           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*008:02        Exons 1 and 5 and intron 1
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*008:03        Exons 1 and 5 and intron 1
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*009:01/MICA*049        Exons 1, 5 and 6, and intron 1
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*009:02        Exons 1 and 5 and intron 1
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*010:01/MICA*010:02        Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*011           Exons 1 and 5 and intron 1
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*012:01        Exons 1 and 5 and intron 1
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*012:02        Exons 1 and 5 and intron 1
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*012:03        Exons 1 and 5 and intron 1

GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*013           
Exons 1 and 5 and intron 1; 
Please see footnote 3

GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*014           
Exons 1 and 5 and intron 1; 
Please see footnote 3

GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*015           Exons 1 and 5 and intron 1
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*016           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*017           Exons 1 and 5 and intron 1
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*018:01        Exons 1 and 5 and intron 1
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*018:02        Exons 1 and 5 and intron 1
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*019           Exons 1 and 5 and intron 1
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*022            MICA*019            MICA*053           Insufficient data available



GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*024           Exons 1 and 5 and intron 1
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*025           Exons 1 and 5 and intron 1
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*028           Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*029           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*030           Exons 1 and 5 and intron 1
GTTTGTACTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*031           Exons 1 and 5 and intron 1
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*032           Exons 1 and 5 and intron 1
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*033           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*034           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*035           Exons 1 and 5 and intron 1
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*036           Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*037           Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*038            MICA*024            MICA*037           Insufficient data available
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*039           Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*040           Exons 1 and 5 and intron 1
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*041           Exons 1 and 5 and intron 1
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*042           Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*043           Exons 1 and 5 and intron 1
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*044           Exons 1 and 5 and intron 1
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*045           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*046           Exons 1 and 5 and intron 1
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*047           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*050           Exons 1 and 5 and intron 1
GTTTGTACTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*051           Exons 1 and 5 and intron 1
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*053           Exons 1 and 5 and intron 1
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*054           Exons 1 and 5 and intron 1
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*056           Exons 1 and 5 and intron 1
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*057           Exons 1 and 5 and intron 1
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*058           Exons 1 and 5 and intron 1
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*059           Exons 1 and 5 and intron 1
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*060            MICA*012:01         MICA*058           Insufficient data available
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*061           Exons 1 and 5 and intron 1
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*062            MICA*010:01/MICA*010:02         MICA*058           Insufficient data available
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*063N          Exons 1 and 5 and intron 1
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*064N          Exons 1 and 5 and intron 1
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*065           Exons 1 and 5 and intron 1
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*066           Exons 1 and 5 and intron 1
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*067           Exons 1 and 5 and intron 1
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCNCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*008:03        
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*009:01/MICA*049        Exon 6
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*009:02        
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*010:01/MICA*010:02        Exon 5
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGANG  MICA*008:02         MICA*011           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*012:01        
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNGANGGACG  MICA*008:02         MICA*012:02        
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*012:03        
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGNCGGAGGGACN  MICA*008:02         MICA*013           Please see footnote 3
GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCCNNNANNNGGGNCNGAGGGACN  MICA*008:02         MICA*014           Please see footnote 3
GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCCNNNANNNGGGNCNGAGGGACN  MICA*008:02         MICA*015           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCNGGNCGGAGGGACG  MICA*008:02         MICA*016           
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCCNNNANNNGGGNCNGAGGGACN  MICA*008:02         MICA*017           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*018:01        
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*018:02        
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*019           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*022           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*024           
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*025           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*028           
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*029           



GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGANG  MICA*008:02         MICA*030           
GTTTGTACTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*031           
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*032           
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*033           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*034           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*035            MICA*042            MICA*053           Insufficient data available
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*036           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*037           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*038           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCNGGNCGGAGGGACG  MICA*008:02         MICA*039           
GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*040           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*041           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGTCGGAGGGACG  MICA*008:02         MICA*042           
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGNGACG  MICA*008:02         MICA*043           
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*044           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGNNNGAGGGACG  MICA*008:02         MICA*045           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNNNNNGGGNCNGAGGGACG  MICA*008:02         MICA*046           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGANG  MICA*008:02         MICA*047           
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*050           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*008:02         MICA*051           
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*053           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGNCG  MICA*008:02         MICA*054           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGNGNCGGAGGGACG  MICA*008:02         MICA*056           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCNGAGGGACG  MICA*008:02         MICA*057           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGNACG  MICA*008:02         MICA*058           
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGNNNGAGGGACG  MICA*008:02         MICA*059           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGNACG  MICA*008:02         MICA*060           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGNCNNAGGGACG  MICA*008:02         MICA*061           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGNACG  MICA*008:02         MICA*062           
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*063N          
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGNNCGGAGGGACG  MICA*008:02         MICA*064N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCCCCAACTCGGGNCGGAGGGACG  MICA*008:02         MICA*065           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGNCGGNGGGACG  MICA*008:02         MICA*066           
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCCCCAACNCGGGNCNGAGGGACG  MICA*008:02         MICA*067           
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*009:01/MICA*049        Exon 6
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*009:02        
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*010:01/MICA*010:02        Exon 5
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGANG  MICA*008:03         MICA*011           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*012:01        
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNGANGGACG  MICA*008:03         MICA*012:02        
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*012:03        
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCNNNNANNNGGGCCGGAGGGACN  MICA*008:03         MICA*013           Please see footnote 3
GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCNNNNANNNGGGCCNGAGGGACN  MICA*008:03         MICA*014           Please see footnote 3
GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCNNNNANNNGGGCCNGAGGGACN  MICA*008:03         MICA*015           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCNGGCCGGAGGGACG  MICA*008:03         MICA*016           
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCNNNNANNNGGGCCNGAGGGACN  MICA*008:03         MICA*017           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*018:01        
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*018:02        
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*019           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*022           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*024           
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*025           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*028           
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*029           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGANG  MICA*008:03         MICA*030           
GTTTGTACTGGCCNTTCGNNTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*031           
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*032           
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*033           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*034           



GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*035           
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*036           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*037           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*038           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCNCCAACTCNGGCCGGAGGGACG  MICA*008:03         MICA*039           
GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*040           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*041           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCNCCAACTCGGGNCGGAGGGACG  MICA*008:03         MICA*042           
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGNGACG  MICA*008:03         MICA*043           
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*044           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNNNNNANNNGGGCNNGAGGGACG  MICA*008:03         MICA*045           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCNNNNNNNNGGGCCNGAGGGACG  MICA*008:03         MICA*046           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGGANG  MICA*008:03         MICA*047           
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*050           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCNNNNNANNNGGGCCNGAGGGACG  MICA*008:03         MICA*051           
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*053           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGNCG  MICA*008:03         MICA*054           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGNGCCGGAGGGACG  MICA*008:03         MICA*056           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCNGAGGGACG  MICA*008:03         MICA*057           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGNACG  MICA*008:03         MICA*058           
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNNNNNANNNGGGCNNGAGGGACG  MICA*008:03         MICA*059           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNGAGGNACG  MICA*008:03         MICA*060           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCNNNNANNNGGGCCNNAGGGACG  MICA*008:03         MICA*061           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGNACG  MICA*008:03         MICA*062           
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*063N          
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCNCCAACTCGGNCCGGAGGGACG  MICA*008:03         MICA*064N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCNCCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*065           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCNCCAACTCGGGCCGGNGGGACG  MICA*008:03         MICA*066           
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCNCCAACNCGGGCCNGAGGGACG  MICA*008:03         MICA*067           
GTTTGTACTGGCTCTTCGCCTCCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*009:02        Exon 6
NTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*010:01/MICA*010:02        exons 5 and 6
GTNNGTNCTGGCNNTNCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*009:01/MICA*049         MICA*011           Exon 6
GTTNNTNCTNGCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*012:01        Exon 6
GTTNNTNCTNGCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*009:01/MICA*049         MICA*012:02        Exon 6
GTTNNTNCNNGCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*012:03        Exon 6
GTNNGTNCTGGCNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*009:01/MICA*049         MICA*013           Exon 6; Please see footnote 3
GTNNGTNCTGNCNCTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*009:01/MICA*049         MICA*014           Exon 6; Please see footnote 3
GTNNGTNCTGGCNNTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*009:01/MICA*049         MICA*015           Exon 6
GTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*016           Exon 6
GTNNGTNCTGGCNNTTCGNCTNCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*009:01/MICA*049         MICA*017           Exon 6
GTTNNTNCTNGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*018:01        Exon 6
GTTNNTNCTNGCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*018:02        Exon 6
GTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*019           Exon 6
GTNNGTNCTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*022           Exon 6
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*024           Exon 6
NTTTGTACTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*025           Exon 6
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*028           Exon 6
GTTNGTNCTGGCNNTTNGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*029           Exon 6
GTNNGTNCTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*009:01/MICA*049         MICA*030           Exon 6
GTTTGTACTGGCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*031           Exon 6
GTTTGTACTGNCTNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*032           Exon 6
GTTTGTACTGGCTCTTCGCCNNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*033           Exon 6
GTNNGTNCTGGCNNTNCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*034           Exon 6
GTNNGTNCTGGCNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*035           Exon 6
GTNNGTNCTGGCTCTTCGNCTNCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*036           Exon 6
GTTNGTNCTGGCNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*037           Exon 6
GTTNGTNCTGGCNNTTCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*038           Exon 6
GTTNGTNCTGGCNNTTCGNCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*039           Exon 6
GTTNGTNCTGGCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*040           Exon 6



GTNNGNNCTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*041           Exon 6
GTTTGTACTGGCNNTTCGNCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*009:01/MICA*049         MICA*042           Exon 6
GTTNGTNCTGGCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*009:01/MICA*049         MICA*043           Exon 6
GTNNGTACTGNCTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*044           Exon 6
GTTNGTNCTGGCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*009:01/MICA*049         MICA*045           Exon 6
GTNNGTNCTGGCNNTTCGNCTNCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*046           Exon 6
GTNNGNNCTGGCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*009:01/MICA*049         MICA*047           Exon 6
GTNNGTNCTGGCNNTTCGNCTNCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*050           Exon 6
GTTTGTACTGGCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*051           Exon 6
GTNNGTNCTGGCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*053           Exon 6
NTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*009:01/MICA*049         MICA*054           Exon 6
GTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*056           Exon 6
GTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*057           Exon 6
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*009:01/MICA*049         MICA*058           Exon 6
GTTNGNNCTGGCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*009:01/MICA*049         MICA*059           Exon 6
GTTNNTNCTNGCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*009:01/MICA*049         MICA*060           Exon 6
GTTNNTNCTNGCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*009:01/MICA*049         MICA*061           Exon 6
NTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*009:01/MICA*049         MICA*062           Exon 6
GTTTGTANTGGCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*063N          Exon 6
GTTTGTACTGGCNCTTCGCCTNCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*009:01/MICA*049         MICA*064N          Exon 6
NTTTGTACTGGCTCTTCGCCTNCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*009:01/MICA*049         MICA*065           Exon 6
NTTTGTACTGGCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*009:01/MICA*049         MICA*066           Exon 6
GTTTGTACTGNCTCTTCGCCTCCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*067           Exon 6
NTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*010:01/MICA*010:02        Exon 5
GTNNGTNCTGGCNNTNCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*009:02         MICA*011           
GTTNNTNCTNGCNNNTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*012:01        
GTTNNTNCTNGCNNNTCGNCTNCNCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*009:02         MICA*012:02        
GTTNNTNCNNGCNNNTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*012:03        
GTNNGTNCTGGCNCTTCGCCTNCNCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*009:02         MICA*013           Please see footnote 3
GTNNGTNCTGNCNCTTCGNCTNNNCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*009:02         MICA*014           Please see footnote 3
GTNNGTNCTGGCNNTTCGNCTNNNCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*009:02         MICA*015           
GTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*009:02         MICA*016           
GTNNGTNCTGGCNNTTCGNCTNCNCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*009:02         MICA*017           
GTTNNTNCTNGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*018:01        
GTTNNTNCTNGCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*018:02        
GTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*019           
GTNNGTNCTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*022           
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:02         MICA*024           
NTTTGTACTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*025           
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*028           
GTTNGTNCTGGCNNTTNGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*029           
GTNNGTNCTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*009:02         MICA*030           
GTTTGTACTGGCNNTTCGNNTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*031           
GTTTGTACTGNCTNNTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*032           
GTTTGTACTGGCTCTTCGCCNNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*033           
GTNNGTNCTGGCNNTNCGNCTNCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:02         MICA*034           
GTNNGTNCTGGCNNTTCGNCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*035           
GTNNGTNCTGGCTCTTCGNCTNCNNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*036           
GTTNGTNCTGGCNNTTCGNCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*037           
GTTNGTNCTGGCNNTTCGNCTNCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:02         MICA*038           
GTTNGTNCTGGCNNTTCGNCTNCNCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*009:02         MICA*039           
GTTNGTNCTGGCNNTTCGNNTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*040           
GTNNGNNCTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*041           
GTTTGTACTGGCNNTTCGNCTNCNCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*009:02         MICA*042           
GTTNGTNCTGGCNNNTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*009:02         MICA*043           
GTNNGTACTGNCTCTTCGCCTCCNCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:02         MICA*044           
GTTNGTNCTGGCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*009:02         MICA*045           
GTNNGTNCTGGCNNTTCGNCTNCNCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*009:02         MICA*046           
GTNNGNNCTGGCNNTTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*009:02         MICA*047           



GTNNGTNCTGGCNNTTCGNCTNCNCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*050           
GTTTGTACTGGCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*009:02         MICA*051           
GTNNGTNCTGGCNCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*053           
NTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*009:02         MICA*054           
GTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*009:02         MICA*056           
GTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*009:02         MICA*057           
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*009:02         MICA*058           
GTTNGNNCTGGCNNTTCGNCTNCNCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*009:02         MICA*059           
GTTNNTNCTNGCNNNTCGNCTNCNCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*009:02         MICA*060           
GTTNNTNCTNGCNNNTCGNCTNCNCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*009:02         MICA*061           
NTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*009:02         MICA*062           
GTTTGTANTGGCNCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*063N          
GTTTGTACTGGCNCTTCGCCTNCNCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*009:02         MICA*064N          
NTTTGTACTGGCTCTTCGCCTNCNCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*009:02         MICA*065           
NTTTGTACTGGCTCTTCGCCTNCNCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*009:02         MICA*066           
GTTTGTACTGNCTCTTCGCCTCCNCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:02         MICA*067           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*010:01/MICA*010:02         MICA*011           Exon 5
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*012:01        Exon 5
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*010:01/MICA*010:02         MICA*012:02        Exon 5
NTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*012:03        Exon 5
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*010:01/MICA*010:02         MICA*013           Exon 5; Please see footnote 3
NTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*010:01/MICA*010:02         MICA*014           Exon 5; Please see footnote 3
NTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*010:01/MICA*010:02         MICA*015           Exon 5
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*016           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*010:01/MICA*010:02         MICA*017           Exon 5
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*018:01        Exon 5
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*018:02        Exon 5
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*019           Exon 5
NTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*022           Exon 5
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*024           Exon 5
CTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*025           Exon 5
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*028           Exon 5
NTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*029           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*010:01/MICA*010:02         MICA*030           Exon 5
NTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*031           Exon 5
NTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*032           Exon 5
NTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*033           Exon 5
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*034           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*035           Exon 5
NTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*036           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*037           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*038           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*039           Exon 5
NTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*040           Exon 5
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*041           Exon 5
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*042           Exon 5
NTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*010:01/MICA*010:02         MICA*043           Exon 5
NTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*044           Exon 5
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*010:01/MICA*010:02         MICA*045           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*046           Exon 5
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*010:01/MICA*010:02         MICA*047           Exon 5
NTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*050           Exon 5
NTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*051           Exon 5
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*053           Exon 5
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*010:01/MICA*010:02         MICA*054           Exon 5
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*056           Exon 5
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*057           Exon 5
NTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*010:01/MICA*010:02         MICA*059           Exon 5
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*010:01/MICA*010:02         MICA*060            MICA*012:01         MICA*062           Insufficient data available



NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*010:01/MICA*010:02         MICA*061           Exon 5
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*010:01/MICA*010:02         MICA*062           Exon 5
NTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*063N          Exon 5
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*064N          Exon 5
CTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*065           Exon 5
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*010:01/MICA*010:02         MICA*066           Exon 5
NTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*010:01/MICA*010:02         MICA*067           Exon 5
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*012:01        
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGANG  MICA*011            MICA*012:02        
GTNCNTGCNNGCCTNNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*012:03        
GTGCGTGCTGGCCNTNCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGANN  MICA*011            MICA*013           Please see footnote 3
GTGCGTGCTGNCCNTNCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGANN  MICA*011            MICA*014           Please see footnote 3
GTGCGTGCTGGCCTTNCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGANN  MICA*011            MICA*015           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGANG  MICA*011            MICA*016           
GTGCGTGCTGGCCTTNCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGANN  MICA*011            MICA*017           
GTNCNTGCTNGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*018:01        
GTNCNTGCTNGCCTTNCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*018:02        
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*019           
GTGCGTGCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*022           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*011            MICA*024           
NTNNGTNCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*025           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*028           
GTNCGTGCTGGCCTTNNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*029           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGAGG  MICA*011            MICA*030           
GTNNGTNCTGGCCTTNCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*031           
GTNNGTNCTGNCNTNNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*032           
GTNNGTNCTGGCNNTNCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*033           
GTGCGTGCTGGCCTTCCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*011            MICA*034           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*035           
GTGCGTGCTGGCNNTNCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*036           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*037           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*011            MICA*038           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGANG  MICA*011            MICA*039           
GTNCGTGCTGGCCTTNCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*040           
GTGCGNGCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*041           
GTNNGTNCTGGCCTTNCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGANG  MICA*011            MICA*042           
GTNCGTGCTGGCCTNNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGANG  MICA*011            MICA*043           
GTGCGTNCTGNCNNTNCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*011            MICA*044           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGANG  MICA*011            MICA*045           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGANG  MICA*011            MICA*046           
GTGCGNGCTGGCCTTNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGAGG  MICA*011            MICA*047           
GTGCGTGCTGGCCTTNCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*050           
GTNNGTNCTGGCCTTNCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*011            MICA*051           
GTGCGTGCTGGCCNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*053           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNNG  MICA*011            MICA*054           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGANG  MICA*011            MICA*056           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGANG  MICA*011            MICA*057           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNANG  MICA*011            MICA*058           
GTNCGNGCTGGCCTTNCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGANG  MICA*011            MICA*059           
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNANG  MICA*011            MICA*060           
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGANG  MICA*011            MICA*061           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNANG  MICA*011            MICA*062           
GTNNGTNNTGGCCNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*063N          
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGANG  MICA*011            MICA*064N          
NTNNGTNCTGGCNNTNCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGANG  MICA*011            MICA*065           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGANG  MICA*011            MICA*066           
GTNNGTNCTGNCNNTNCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGANG  MICA*011            MICA*067           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:01         MICA*012:02        
GTTCATGCNAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*012:03        



GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*012:01         MICA*013           Please see footnote 3
GTNCNTGCTNNCCNNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*012:01         MICA*014           Please see footnote 3
GTNCNTGCTNGCCTNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*012:01         MICA*015           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*012:01         MICA*016           
GTNCNTGCTNGCCTNTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*012:01         MICA*017           
GTTCATGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*018:01        
GTTCATGCTAGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*018:02        
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*019           
GTNCNTGCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*022           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:01         MICA*024           
NTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*025           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*028           
GTTCNTGCTNGCCTNTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*029           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*012:01         MICA*030           
GTTNNTNCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*031           
GTTNNTNCTNNCNTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*032           
GTTNNTNCTNGCNNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*033           
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:01         MICA*034           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*035           
GTNCNTGCTNGCNNNTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*036           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*037           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:01         MICA*038           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*012:01         MICA*039           
GTTCNTGCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*040           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*041           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*012:01         MICA*042           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*012:01         MICA*043            MICA*018:01         MICA*043           Please see footnote 2
GTNCNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:01         MICA*044           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*012:01         MICA*045           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*012:01         MICA*046           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*012:01         MICA*047           
GTNCNTGCTNGCCTNTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*050           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*051           
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*053           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*012:01         MICA*054           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*012:01         MICA*056           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*012:01         MICA*057           
GTTCNNGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*012:01         MICA*059           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*012:01         MICA*060           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*012:01         MICA*061           
GTTNNTNNTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*063N          
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*012:01         MICA*064N          
NTTNNTNCTNGCNNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*012:01         MICA*065           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*012:01         MICA*066           
GTTNNTNCTNNCNNNTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:01         MICA*067           
GTTCATGCNAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*012:03        
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNGANGGACN  MICA*012:02         MICA*013           Please see footnote 3
GTNCNTGCTNNCCNNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGANGGACN  MICA*012:02         MICA*014           Please see footnote 3
GTNCNTGCTNGCCTNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGANGGACN  MICA*012:02         MICA*015           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNGANGGACG  MICA*012:02         MICA*016           
GTNCNTGCTNGCCTNTCGTCTGCGCTNGCCCTTGATCGGGGCCAGANGGACN  MICA*012:02         MICA*017           
GTTCATGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*018:01        
GTTCATGCTAGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*018:02        
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*019           
GTNCNTGCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*022           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*012:02         MICA*024           
NTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*025           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*028           
GTTCNTGCTNGCCTNTNGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*029           



GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGANG  MICA*012:02         MICA*030           
GTTNNTNCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*031           
GTTNNTNCTNNCNTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*032           
GTTNNTNCTNGCNNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*033           
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*012:02         MICA*034           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*035           
GTNCNTGCTNGCNNNTCGTCTGCGNTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*036           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*037           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*012:02         MICA*038           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNGANGGACG  MICA*012:02         MICA*039           
GTTCNTGCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*040           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*041           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNGANGGACG  MICA*012:02         MICA*042           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANNGACG  MICA*012:02         MICA*043           
GTNCNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGANGGACG  MICA*012:02         MICA*044           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGANGGACG  MICA*012:02         MICA*045           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGANGGACG  MICA*012:02         MICA*046           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGGANG  MICA*012:02         MICA*047           
GTNCNTGCTNGCCTNTCGTCTGCGCTTNCCCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*050           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGANGGACG  MICA*012:02         MICA*051           
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*053           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGNCG  MICA*012:02         MICA*054           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNGANGGACG  MICA*012:02         MICA*056           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCAGANGGACG  MICA*012:02         MICA*057           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGNACG  MICA*012:02         MICA*058           
GTTCNNGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGANGGACG  MICA*012:02         MICA*059           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGANGNACG  MICA*012:02         MICA*060           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCANANGGACG  MICA*012:02         MICA*061           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGNACG  MICA*012:02         MICA*062           
GTTNNTNNTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*063N          
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNGANGGACG  MICA*012:02         MICA*064N          
NTTNNTNCTNGCNNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNGANGGACG  MICA*012:02         MICA*065           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNNGGACG  MICA*012:02         MICA*066           
GTTNNTNCTNNCNNNTCGNCTNCGCNTGCCCNNNANCNGGGCCAGANGGACG  MICA*012:02         MICA*067           
GTNCNTGCNNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*012:03         MICA*013           Please see footnote 3
GTNCNTGCNNNCCNNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*012:03         MICA*014           Please see footnote 3
GTNCNTGCNNGCCTNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*012:03         MICA*015           
GTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*012:03         MICA*016           
GTNCNTGCNNGCCTNTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*012:03         MICA*017           
GTTCATGCNAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*018:01        
GTTCATGCNAGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*018:02        
GTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*019           
GTNCNTGCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*022           
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:03         MICA*024           
NTTNNTNCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*025           
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*028           
GTTCNTGCNNGCCTNTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*029           
GTNCNTGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*012:03         MICA*030           
GTTNNTNCNNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*031           
GTTNNTNCNNNCNTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*032           
GTTNNTNCNNGCNNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*033           
GTNCNTGCNNGCCTNNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:03         MICA*034           
GTNCNTGCNNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*035           
GTNCNTGCNNGCNNNTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*036           
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*037           
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:03         MICA*038           
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*012:03         MICA*039           
GTTCNTGCNNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*040           
GTNCNNGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*041           



GTTNNTNCNNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*012:03         MICA*042           
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*012:03         MICA*043           
GTNCNTNCNNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:03         MICA*044           
GTTCNTGCNNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*012:03         MICA*045           
GTNCNTGCNNGCCTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*012:03         MICA*046           
GTNCNNGCNNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*012:03         MICA*047           
GTNCNTGCNNGCCTNTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*050           
GTTNNTNCNNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*051           
GTNCNTGCNNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*053           
NTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*012:03         MICA*054           
GTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*012:03         MICA*056           
GTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*012:03         MICA*057           
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*012:03         MICA*058           
GTTCNNGCNNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*012:03         MICA*059           
GTTCATGCNAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*012:03         MICA*060           
GTTCATGCNAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*012:03         MICA*061           
NTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*012:03         MICA*062           
GTTNNTNNNNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*063N          
GTTNNTNCNNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*012:03         MICA*064N          
NTTNNTNCNNGCNNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*012:03         MICA*065           
NTTNNTNCNNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*012:03         MICA*066           
GTTNNTNCNNNCNNNTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*012:03         MICA*067           
GTGCGTGCTGNCCCTTCGNCTGNGCTTGCCCTTGATCGGGGCCNGAGGGAC*  MICA*013            MICA*014           Please see footnote 3
GTGCGTGCTGGCCNTTCGNCTGNGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*015           Please see footnote 3
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNNGGCCGGAGGGACN  MICA*013            MICA*016           Please see footnote 3
GTGCGTGCTGGCCNTTCGNCTGCGCTNGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*017           Please see footnote 3
GTNCNTGCTNGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*018:01        Please see footnote 3
GTNCNTGCTNGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*018:02        Please see footnote 3
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*019           Please see footnote 3
GTGCGTGCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*022           Please see footnote 3
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*013            MICA*024           Please see footnote 3
NTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*025           Please see footnote 3
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*028           Please see footnote 3
GTNCGTGCTGGCCNTTNGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*029           Please see footnote 3
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGANN  MICA*013            MICA*030           Please see footnote 3
GTNNGTNCTGGCCNTTCGNNTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*031           Please see footnote 3
GTNNGTNCTGNCNNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*032           Please see footnote 3
GTNNGTNCTGGCNCTTCGCCNGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*033           Please see footnote 3
GTGCGTGCTGGCCNTNCGNCTGCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*013            MICA*034           Please see footnote 3
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*035           Please see footnote 3
GTGCGTGCTGGCNCTTCGNCTGCGNTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*036           Please see footnote 3
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*037           Please see footnote 3
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*013            MICA*038           Please see footnote 3
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNNGGCCGGAGGGACN  MICA*013            MICA*039           Please see footnote 3
GTNCGTGCTGGCCNTTCGNNTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*040           Please see footnote 3
GTGCGNGCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*041           Please see footnote 3
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCGGAGGGACN  MICA*013            MICA*042           Please see footnote 3
GTNCGTGCTGGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGNGACN  MICA*013            MICA*043           Please see footnote 3
GTGCGTNCTGNCNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCNGAGGGACN  MICA*013            MICA*044           Please see footnote 3
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCNNGAGGGACN  MICA*013            MICA*045           Please see footnote 3
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCTTGNTCGGGGCCNGAGGGACN  MICA*013            MICA*046           Please see footnote 3
GTGCGNGCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGGANN  MICA*013            MICA*047           Please see footnote 3
GTGCGTGCTGGCCNTTCGNCTGCGCTTNCCCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*050           Please see footnote 3
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCNGAGGGACN  MICA*013            MICA*051           Please see footnote 3
GTGCGTGCTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*053           Please see footnote 3
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGNCN  MICA*013            MICA*054           Please see footnote 3
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGNGCCGGAGGGACN  MICA*013            MICA*056           Please see footnote 3
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*013            MICA*057           Please see footnote 3
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGNACN  MICA*013            MICA*058           Please see footnote 3



GTNCGNGCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCNNGAGGGACN  MICA*013            MICA*059           Please see footnote 3
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNGAGGNACN  MICA*013            MICA*060           Please see footnote 3
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCNNAGGGACN  MICA*013            MICA*061           Please see footnote 3
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGNACN  MICA*013            MICA*062           Please see footnote 3
GTNNGTNNTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*063N          Please see footnote 3
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGNCCGGAGGGACN  MICA*013            MICA*064N          Please see footnote 3
NTNNGTNCTGGCNCTTCGCCTGCGCTTGNCCNNNANNNGGGCCGGAGGGACN  MICA*013            MICA*065           Please see footnote 3
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCGGNGGGACN  MICA*013            MICA*066           Please see footnote 3
GTNNGTNCTGNCNCTTCGCCTNCGCNTGCCCNNNANCNGGGCCNGAGGGACN  MICA*013            MICA*067           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGTGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*015           Please see footnote 3
GTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNNGGCCNGAGGGACN  MICA*014            MICA*016           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*017           Please see footnote 3
GTNCNTGCTNNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*018:01        Please see footnote 3
GTNCNTGCTNNCCNTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*018:02        Please see footnote 3
GTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*019           Please see footnote 3
GTGCGTGCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*022           Please see footnote 3
GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*014            MICA*024           Please see footnote 3
NTNNGTNCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*025           Please see footnote 3
GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*028           Please see footnote 3
GTNCGTGCTGNCCNTTNGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*029           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGANN  MICA*014            MICA*030           Please see footnote 3
GTNNGTNCTGNCCNTTCGTNTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*031           Please see footnote 3
GTNNGTNCTGCCNNNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*032           Please see footnote 3
GTNNGTNCTGNCNCTTCGNCNGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*033           Please see footnote 3
GTGCGTGCTGNCCNTNCGTCTGNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*014            MICA*034           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*035           Please see footnote 3
GTGCGTGCTGNCNCTTCGTCTGNGNTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*036           Please see footnote 3
GTNCGTGCTGNCCNTTCGTCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*037           Please see footnote 3
GTNCGTGCTGNCCNTTCGTCTGNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*014            MICA*038           Please see footnote 3
GTNCGTGCTGNCCNTTCGTCTGNGCTTGCCCNNNANNNNGGCCNGAGGGACN  MICA*014            MICA*039           Please see footnote 3
GTNCGTGCTGNCCNTTCGTNTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*040           Please see footnote 3
GTGCGNGCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*041           Please see footnote 3
GTNNGTNCTGNCCNTTCGTCTGNGCTTGCCCNNNANNNGGGNCNGAGGGACN  MICA*014            MICA*042           Please see footnote 3
GTNCGTGCTGNCCNNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGNGACN  MICA*014            MICA*043           Please see footnote 3
GTGCGTNCTGCCNCTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*014            MICA*044           Please see footnote 3
GTNCGTGCTGNCCNTTCGTCTGNGCTTGCNCTTGATCGGGGCNAGAGGGACN  MICA*014            MICA*045           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTTGCCCTTGNTCGGGGCCAGAGGGACN  MICA*014            MICA*046           Please see footnote 3
GTGCGNGCTGNCCNTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGANN  MICA*014            MICA*047           Please see footnote 3
GTGCGTGCTGNCCNTTCGTCTGNGCTTNCCCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*050           Please see footnote 3
GTNNGTNCTGNCCNTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*014            MICA*051           Please see footnote 3
GTGCGTGCTGNCCCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*053           Please see footnote 3
NTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGNCN  MICA*014            MICA*054           Please see footnote 3
GTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGNGCCNGAGGGACN  MICA*014            MICA*056           Please see footnote 3
GTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCAGAGGGACN  MICA*014            MICA*057           Please see footnote 3
GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGNACN  MICA*014            MICA*058           Please see footnote 3
GTNCGNGCTGNCCNTTCGTCTGNGCTTGCNCTTGATCGGGGCNAGAGGGACN  MICA*014            MICA*059           Please see footnote 3
GTNCNTGCTNNCCNNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGNACN  MICA*014            MICA*060           Please see footnote 3
GTNCNTGCTNNCCNNTCGTCTGNGCTTGCCCTTGATCGGGGCCANAGGGACN  MICA*014            MICA*061           Please see footnote 3
NTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGNACN  MICA*014            MICA*062           Please see footnote 3
GTNNGTNNTGNCCCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*063N          Please see footnote 3
GTNNGTNCTGNCCCTTCGNCTGNGCTTGCCCNNNANNNGGNCCNGAGGGACN  MICA*014            MICA*064N          Please see footnote 3
NTNNGTNCTGNCNCTTCGNCTGNGCTTGNCCNNNANNNGGGCCNGAGGGACN  MICA*014            MICA*065           Please see footnote 3
NTNNGTNCTGNCNCTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGNGGGACN  MICA*014            MICA*066           Please see footnote 3
GTNNGTNCTGCCNCTTCGNCTNNGCNTGCCCNNNANCNGGGCCAGAGGGACN  MICA*014            MICA*067           Please see footnote 3
GTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNNGGCCNGAGGGACN  MICA*015            MICA*016           
GTGCGTGCTGGCCTTTCGTCTGNGCTNGCCCTTGATCGGGGCCAGAGGGAC.  MICA*015            MICA*017           
GTNCNTGCTNGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*018:01        
GTNCNTGCTNGCCTTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*018:02        
GTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*019           



GTGCGTGCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*022           
GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*015            MICA*024           
NTNNGTNCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*025           
GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*028           
GTNCGTGCTGGCCTTTNGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*029           
GTGCGTGCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGANN  MICA*015            MICA*030           
GTNNGTNCTGGCCTTTCGTNTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*031           
GTNNGTNCTGNCNTNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*032           
GTNNGTNCTGGCNNTTCGNCNGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*033           
GTGCGTGCTGGCCTTNCGTCTGNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*015            MICA*034           
GTGCGTGCTGGCCTTTCGTCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*035           
GTGCGTGCTGGCNNTTCGTCTGNGNTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*036           
GTNCGTGCTGGCCTTTCGTCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*037           
GTNCGTGCTGGCCTTTCGTCTGNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*015            MICA*038           
GTNCGTGCTGGCCTTTCGTCTGNGCTTGCCCNNNANNNNGGCCNGAGGGACN  MICA*015            MICA*039           
GTNCGTGCTGGCCTTTCGTNTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*040           
GTGCGNGCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*041           
GTNNGTNCTGGCCTTTCGTCTGNGCTTGCCCNNNANNNGGGNCNGAGGGACN  MICA*015            MICA*042           
GTNCGTGCTGGCCTNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGNGACN  MICA*015            MICA*043           
GTGCGTNCTGNCNNTTCGNCTNNGCTTGCCCNNNANCNGGGCCAGAGGGACN  MICA*015            MICA*044           
GTNCGTGCTGGCCTTTCGTCTGNGCTTGCNCTTGATCGGGGCNAGAGGGACN  MICA*015            MICA*045           
GTGCGTGCTGGCCTTTCGTCTGNGCTTGCCCTTGNTCGGGGCCAGAGGGACN  MICA*015            MICA*046           
GTGCGNGCTGGCCTTTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGGANN  MICA*015            MICA*047           
GTGCGTGCTGGCCTTTCGTCTGNGCTTNCCCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*050           
GTNNGTNCTGGCCTTTCGTCTGNGCTTGCNCTTGATCGGGGCCAGAGGGACN  MICA*015            MICA*051           
GTGCGTGCTGGCCNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*053           
NTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGNCN  MICA*015            MICA*054           
GTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGNGCCNGAGGGACN  MICA*015            MICA*056           
GTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCAGAGGGACN  MICA*015            MICA*057           
GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGNACN  MICA*015            MICA*058           
GTNCGNGCTGGCCTTTCGTCTGNGCTTGCNCTTGATCGGGGCNAGAGGGACN  MICA*015            MICA*059           
GTNCNTGCTNGCCTNTCGTCTGNGCTTGCCCTTGATCGGGGCCAGAGGNACN  MICA*015            MICA*060           
GTNCNTGCTNGCCTNTCGTCTGNGCTTGCCCTTGATCGGGGCCANAGGGACN  MICA*015            MICA*061           
NTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGNACN  MICA*015            MICA*062           
GTNNGTNNTGGCCNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*063N          
GTNNGTNCTGGCCNTTCGNCTGNGCTTGCCCNNNANNNGGNCCNGAGGGACN  MICA*015            MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGNGCTTGNCCNNNANNNGGGCCNGAGGGACN  MICA*015            MICA*065           
NTNNGTNCTGGCNNTTCGNCTGNGCTTGCCCNNNANNNGGGCCNGNGGGACN  MICA*015            MICA*066           
GTNNGTNCTGNCNNTTCGNCTNNGCNTGCCCNNNANCNGGGCCAGAGGGACN  MICA*015            MICA*067           
GTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNNGGCCNGAGGGACN  MICA*016            MICA*017           
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*018:01        
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*018:02        
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*019           
GTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*022           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*016            MICA*024           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*025           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*028           
GTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*029           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGANG  MICA*016            MICA*030           
GTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*031           
GTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*032           
GTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*033           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*016            MICA*034           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*035           
GTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*036           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*037            MICA*019            MICA*039           Insufficient data available
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*016            MICA*038           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCCGGCCGGAGGGACG  MICA*016            MICA*039           
GTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*040           



GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*041           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGNCGGAGGGACG  MICA*016            MICA*042           
GTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGNGACG  MICA*016            MICA*043           
GTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*016            MICA*044           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNNGGCNNGAGGGACG  MICA*016            MICA*045           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNNGGCCNGAGGGACG  MICA*016            MICA*046           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGANG  MICA*016            MICA*047           
GTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*050           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*016            MICA*051           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*053           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGNCG  MICA*016            MICA*054           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNNGCCGGAGGGACG  MICA*016            MICA*056           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCNGAGGGACG  MICA*016            MICA*057           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGNACG  MICA*016            MICA*058           
GTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNNGGCNNGAGGGACG  MICA*016            MICA*059           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGNACG  MICA*016            MICA*060           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNNGGCCNNAGGGACG  MICA*016            MICA*061           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGNACG  MICA*016            MICA*062           
GTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*063N          
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCNGNCCGGAGGGACG  MICA*016            MICA*064N          
NTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCNGGCCGGAGGGACG  MICA*016            MICA*065           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCNGGCCGGNGGGACG  MICA*016            MICA*066           
GTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCNGGCCNGAGGGACG  MICA*016            MICA*067           
GTNCNTGCTNGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*018:01        
GTNCNTGCTNGCCTTTCGTCTGCGCTNGCNCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*018:02        
GTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*019           
GTGCGTGCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*022           
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*017            MICA*024           
NTNNGTNCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*025           
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*028           
GTNCGTGCTGGCCTTTNGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*029           
GTGCGTGCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGANN  MICA*017            MICA*030           
GTNNGTNCTGGCCTTTCGTNTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*031           
GTNNGTNCTGNCNTNTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*032           
GTNNGTNCTGGCNNTTCGNCNGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*033           
GTGCGTGCTGGCCTTNCGTCTGCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*017            MICA*034           
GTGCGTGCTGGCCTTTCGTCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*035           
GTGCGTGCTGGCNNTTCGTCTGCGNTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*036           
GTNCGTGCTGGCCTTTCGTCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*037           
GTNCGTGCTGGCCTTTCGTCTGCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*017            MICA*038           
GTNCGTGCTGGCCTTTCGTCTGCGCTNGCCCNNNANNNNGGCCNGAGGGACN  MICA*017            MICA*039           
GTNCGTGCTGGCCTTTCGTNTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*040           
GTGCGNGCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*041           
GTNNGTNCTGGCCTTTCGTCTGCGCTNGCCCNNNANNNGGGNCNGAGGGACN  MICA*017            MICA*042           
GTNCGTGCTGGCCTNTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGNGACN  MICA*017            MICA*043           
GTGCGTNCTGNCNNTTCGNCTNCGCTNGCCCNNNANCNGGGCCAGAGGGACN  MICA*017            MICA*044           
GTNCGTGCTGGCCTTTCGTCTGCGCTNGCNCTTGATCGGGGCNAGAGGGACN  MICA*017            MICA*045           
GTGCGTGCTGGCCTTTCGTCTGCGCTNGCCCTTGNTCGGGGCCAGAGGGACN  MICA*017            MICA*046           
GTGCGNGCTGGCCTTTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGGANN  MICA*017            MICA*047           
GTGCGTGCTGGCCTTTCGTCTGCGCTNNCCCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*050           
GTNNGTNCTGGCCTTTCGTCTGCGCTNGCNCTTGATCGGGGCCAGAGGGACN  MICA*017            MICA*051           
GTGCGTGCTGGCCNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*053           
NTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGNCN  MICA*017            MICA*054           
GTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGNGCCNGAGGGACN  MICA*017            MICA*056           
GTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCAGAGGGACN  MICA*017            MICA*057           
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGNACN  MICA*017            MICA*058           
GTNCGNGCTGGCCTTTCGTCTGCGCTNGCNCTTGATCGGGGCNAGAGGGACN  MICA*017            MICA*059           
GTNCNTGCTNGCCTNTCGTCTGCGCTNGCCCTTGATCGGGGCCAGAGGNACN  MICA*017            MICA*060           
GTNCNTGCTNGCCTNTCGTCTGCGCTNGCCCTTGATCGGGGCCANAGGGACN  MICA*017            MICA*061           



NTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGNACN  MICA*017            MICA*062           
GTNNGTNNTGGCCNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*063N          
GTNNGTNCTGGCCNTTCGNCTGCGCTNGCCCNNNANNNGGNCCNGAGGGACN  MICA*017            MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGCGCTNGNCCNNNANNNGGGCCNGAGGGACN  MICA*017            MICA*065           
NTNNGTNCTGGCNNTTCGNCTGCGCTNGCCCNNNANNNGGGCCNGNGGGACN  MICA*017            MICA*066           
GTNNGTNCTGNCNNTTCGNCTNCGCNNGCCCNNNANCNGGGCCAGAGGGACN  MICA*017            MICA*067           
GTTCATGCTAGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*018:02        
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*019           
GTNCNTGCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*022           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*018:01         MICA*024           
NTTNNTNCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*025           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*028           
GTTCNTGCTNGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*029           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*018:01         MICA*030           
GTTNNTNCTNGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*031           
GTTNNTNCTNNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*032           
GTTNNTNCTNGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*033           
GTNCNTGCTNGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*018:01         MICA*034           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*035           
GTNCNTGCTNGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*036           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*037           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*018:01         MICA*038           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*018:01         MICA*039           
GTNCNNGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*041           
GTTNNTNCTNGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*018:01         MICA*042           
GTNCNTNCTNNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*018:01         MICA*044           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*018:01         MICA*045           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*018:01         MICA*046           
GTNCNNGCTNGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*018:01         MICA*047           
GTNCNTGCTNGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*050           
GTTNNTNCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*051           
GTNCNTGCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*053           
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*018:01         MICA*054           
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*018:01         MICA*056           
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*018:01         MICA*057           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*018:01         MICA*058           
GTTCNNGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*018:01         MICA*059           
GTTCATGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*018:01         MICA*060           
GTTCATGCTAGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*018:01         MICA*061           
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*018:01         MICA*062           
GTTNNTNNTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*063N          
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*018:01         MICA*064N          
NTTNNTNCTNGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*018:01         MICA*065           
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*018:01         MICA*066           
GTTNNTNCTNNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*018:01         MICA*067           
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*019           
GTNCNTGCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*022           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*018:02         MICA*024           
NTTNNTNCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*025           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*028           
GTTCNTGCTNGCCTTTNGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*029           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*018:02         MICA*030           
GTTNNTNCTNNCNTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*032           
GTTNNTNCTNGCNNTTCGNCNGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*033           
GTNCNTGCTNGCCTTNCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*018:02         MICA*034           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*035           
GTNCNTGCTNGCNNTTCGTCTGCGNTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*036           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*037           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*018:02         MICA*038           



GTTCNTGCTNGCCTTTCGTCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*018:02         MICA*039           
GTNCNNGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*041           
GTTNNTNCTNGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*018:02         MICA*042           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGNGACG  MICA*018:02         MICA*043           
GTNCNTNCTNNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*018:02         MICA*044           
GTTCNTGCTNGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*018:02         MICA*045           
GTNCNTGCTNGCCTTTCGTCTGCGCTTGCNCTTGNTCGGGGCCAGAGGGACG  MICA*018:02         MICA*046           
GTNCNNGCTNGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*018:02         MICA*047           
GTNCNTGCTNGCCTTTCGTCTGCGCTTNCNCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*050           
GTTNNTNCTNGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*051           
GTNCNTGCTNGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*053           
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGNCG  MICA*018:02         MICA*054           
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGNGCCNGAGGGACG  MICA*018:02         MICA*056           
GTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCAGAGGGACG  MICA*018:02         MICA*057           
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*018:02         MICA*058           
GTTCNNGCTNGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*018:02         MICA*059           
GTTCATGCTAGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGNACG  MICA*018:02         MICA*060           
GTTCATGCTAGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCANAGGGACG  MICA*018:02         MICA*061           
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*018:02         MICA*062           
GTTNNTNNTNGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*063N          
GTTNNTNCTNGCCNTTCGNCTGCGCTTGCNCNNNANNNGGNCCNGAGGGACG  MICA*018:02         MICA*064N          
NTTNNTNCTNGCNNTTCGNCTGCGCTTGNNCNNNANNNGGGCCNGAGGGACG  MICA*018:02         MICA*065           
NTTNNTNCTNGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGNGGGACG  MICA*018:02         MICA*066           
GTTNNTNCTNNCNNTTCGNCTNCGCNTGCNCNNNANCNGGGCCAGAGGGACG  MICA*018:02         MICA*067           
GTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*022           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*019            MICA*024           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*025           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*028           
GTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*029           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*019            MICA*030           
GTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*031           
GTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*032           
GTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*033           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*019            MICA*034           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*035           
GTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*036           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*037           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*019            MICA*038           
GTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*040           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*041           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*019            MICA*042           
GTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*019            MICA*043           
GTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*019            MICA*044           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*019            MICA*045           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*019            MICA*046           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*019            MICA*047           
GTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*050           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*019            MICA*051           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*019            MICA*054           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*019            MICA*056           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*019            MICA*057           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*019            MICA*058           
GTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*019            MICA*059           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*019            MICA*060           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*019            MICA*061           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*019            MICA*062           
GTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*063N          
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*019            MICA*064N          
NTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*065           



NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*019            MICA*066           
GTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*019            MICA*067           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*022            MICA*024           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*028           Please see footnote 3
GTNCGTGCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*029           
GTGCGTGCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*022            MICA*030           
GTNNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*031           
GTNNGTNCTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*032           
GTNNGTNCTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*033           
GTGCGTGCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*022            MICA*034           
GTGCGTGCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*035           
GTGCGTGCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*036           
GTNCGTGCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*037           
GTNCGTGCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*022            MICA*038           
GTNCGTGCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*022            MICA*039           
GTNCGTGCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*040           
GTGCGNGCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*041           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*022            MICA*042           
GTNCGTGCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*022            MICA*043           
GTGCGTNCTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*022            MICA*044           
GTNCGTGCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*022            MICA*045           
GTGCGTGCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*022            MICA*046           
GTGCGNGCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*022            MICA*047           
GTGCGTGCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*022            MICA*050           
GTGCGTGCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*053           
NTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*022            MICA*054           
GTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*022            MICA*056           
GTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*022            MICA*057           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*022            MICA*058           
GTNCGNGCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*022            MICA*059           
GTNCNTGCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*022            MICA*060           
GTNCNTGCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*022            MICA*061           
NTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*022            MICA*062           
GTNNGTNNTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*063N          
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*022            MICA*064N          
NTNNGTNCTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*065           
NTNNGTNCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*022            MICA*066           
GTNNGTNCTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*022            MICA*067           
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*025           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*028           
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*029           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*024            MICA*030           
GTTTGTACTGGCCNTTCGNNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*031           
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*032           
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*024            MICA*033           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*024            MICA*034           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*024            MICA*035           
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*036           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*024            MICA*038           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*024            MICA*039           
GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*040           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*041           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*024            MICA*042           
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*024            MICA*043           
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*024            MICA*044           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*024            MICA*045           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*024            MICA*046           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*024            MICA*047           
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*050           



GTTTGTACTGGCCNTTCGNCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*024            MICA*051           
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*024            MICA*053           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*024            MICA*054           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*024            MICA*056           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*024            MICA*057           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*024            MICA*058           
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*024            MICA*059           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*024            MICA*060           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*024            MICA*061           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*024            MICA*062           
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*024            MICA*063N          
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*024            MICA*064N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*024            MICA*065           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*024            MICA*066           
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*024            MICA*067           
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*028           
NTTNGTNCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*029           
NTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*025            MICA*030           
NTTTGTACTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*031           
NTTTGTACTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*032           
NTTTGTACTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*025            MICA*033           
NTNNGTNCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*025            MICA*034           
NTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*025            MICA*035           
NTNNGTNCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*036           
NTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*025            MICA*037           
NTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*025            MICA*038           
NTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*025            MICA*039           
NTTNGTNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*040           
NTNNGNNCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*041           
NTTTGTACTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*025            MICA*042           
NTTNGTNCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*025            MICA*043           
NTNNGTACTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*025            MICA*044           
NTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*025            MICA*045           
NTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*025            MICA*046           
NTNNGNNCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*025            MICA*047           
NTNNGTNCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*050           
NTTTGTACTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*051           
NTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*025            MICA*053           
CTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*025            MICA*054           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*025            MICA*056           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*025            MICA*057           
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*025            MICA*058           
NTTNGNNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*025            MICA*059           
NTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*025            MICA*060           
NTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*025            MICA*061           
CTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*025            MICA*062           
NTTTGTANTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*025            MICA*063N          
NTTTGTACTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*025            MICA*064N          
CTTTGTACTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*025            MICA*065           
CTTTGTACTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*025            MICA*066           
NTTTGTACTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*025            MICA*067           
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*029           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*028            MICA*030           
GTTTGTACTGGCCNTTCGNNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*031           
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*032           
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*028            MICA*033           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*028            MICA*034           
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*036           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*028            MICA*039           



GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*040           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*041           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*028            MICA*042           
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*028            MICA*043           
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*028            MICA*044           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*028            MICA*045           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*028            MICA*046           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*028            MICA*047           
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*050           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*051           
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*028            MICA*053           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*028            MICA*054           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*028            MICA*056           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*028            MICA*057           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*028            MICA*058           
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*028            MICA*059           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*028            MICA*060           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*028            MICA*061           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*028            MICA*062           
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*028            MICA*063N          
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*028            MICA*064N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*028            MICA*065           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*028            MICA*066           
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*028            MICA*067           
GTNCGTGCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*029            MICA*030           
GTTNGTNCTGGCCTTTNGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*031           
GTTNGTNCTGNCNTNTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*032           
GTTNGTNCTGGCNNTTNGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*029            MICA*033           
GTNCGTGCTGGCCTTNNGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*029            MICA*034           
GTNCGTGCTGGCCTTTNGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*029            MICA*035           
GTNCGTGCTGGCNNTTNGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*036           
GTTCGTGCTGGCCTTTNGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*029            MICA*037           
GTTCGTGCTGGCCTTTNGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*029            MICA*038           
GTTCGTGCTGGCCTTTNGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*029            MICA*039           
GTTCGTGCTGGCCTTTNGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*040           
GTNCGNGCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*041           
GTTNGTNCTGGCCTTTNGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*029            MICA*042           
GTTCGTGCTGGCCTNTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*029            MICA*043           
GTNCGTNCTGNCNNTTNGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*029            MICA*044           
GTTCGTGCTGGCCTTTNGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*029            MICA*045           
GTNCGTGCTGGCCTTTNGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*029            MICA*046           
GTNCGNGCTGGCCTTTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*029            MICA*047           
GTNCGTGCTGGCCTTTNGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*050           
GTTNGTNCTGGCCTTTNGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*051           
GTNCGTGCTGGCCNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*029            MICA*053           
NTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*029            MICA*054           
GTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*029            MICA*056           
GTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*029            MICA*057           
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*029            MICA*058           
GTTCGNGCTGGCCTTTNGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*029            MICA*059           
GTTCNTGCTNGCCTNTNGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*029            MICA*060           
GTTCNTGCTNGCCTNTNGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*029            MICA*061           
NTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*029            MICA*062           
GTTNGTNNTGGCCNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*029            MICA*063N          
GTTNGTNCTGGCCNTTNGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*029            MICA*064N          
NTTNGTNCTGGCNNTTNGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*029            MICA*065           
NTTNGTNCTGGCNNTTNGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*029            MICA*066           
GTTNGTNCTGNCNNTTNGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*029            MICA*067           
GTNNGTNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*030            MICA*031           



GTNNGTNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*030            MICA*032           
GTNNGTNCTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*030            MICA*033           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*030            MICA*034           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*030            MICA*035           
GTGCGTGCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*030            MICA*036           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*030            MICA*037           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*030            MICA*038           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGANG  MICA*030            MICA*039           
GTNCGTGCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*030            MICA*040           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGANG  MICA*030            MICA*042           
GTNCGTGCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGANG  MICA*030            MICA*043           
GTGCGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*030            MICA*044           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGANG  MICA*030            MICA*045           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGANG  MICA*030            MICA*046           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGAGG  MICA*030            MICA*047           
GTGCGTGCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGANG  MICA*030            MICA*050           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*030            MICA*051           
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*030            MICA*053           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNNG  MICA*030            MICA*054           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGANG  MICA*030            MICA*056           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGANG  MICA*030            MICA*057           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNANG  MICA*030            MICA*058           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGANG  MICA*030            MICA*059            MICA*045            MICA*047           Insufficient data available
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNANG  MICA*030            MICA*060           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGANG  MICA*030            MICA*061           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNANG  MICA*030            MICA*062           
GTNNGTNNTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*030            MICA*063N          
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGANG  MICA*030            MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGANG  MICA*030            MICA*065           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGANG  MICA*030            MICA*066           
GTNNGTNCTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGANG  MICA*030            MICA*067           
GTTTGTACTGNCNTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*032           
GTTTGTACTGGCNNTTCGNNNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*031            MICA*033           
GTNNGTNCTGGCCTTNCGTNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*031            MICA*034           
GTNNGTNCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*031            MICA*035           
GTNNGTNCTGGCNNTTCGTNTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*036           
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*031            MICA*037           
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*031            MICA*038           
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*031            MICA*039           
GTTNGTNCTGGCCTTTCGTTTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*040           
GTNNGNNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*041           
GTTTGTACTGGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*031            MICA*042           
GTTNGTNCTGGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*031            MICA*043           
GTNNGTACTGNCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*031            MICA*044           
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*031            MICA*045           
GTNNGTNCTGGCCTTTCGTNTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*031            MICA*046           
GTNNGNNCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*031            MICA*047           
GTNNGTNCTGGCCTTTCGTNTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*050           
GTTTGTACTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*051           
GTNNGTNCTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*031            MICA*053           
NTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*031            MICA*054           
GTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*031            MICA*056           
GTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*031            MICA*057           
GTTTGTACTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*031            MICA*058           
GTTNGNNCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*031            MICA*059           
GTTNNTNCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*031            MICA*060           
GTTNNTNCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*031            MICA*061           
NTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*031            MICA*062           
GTTTGTANTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*031            MICA*063N          



GTTTGTACTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*031            MICA*064N          
NTTTGTACTGGCNNTTCGNNTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*031            MICA*065           
NTTTGTACTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*031            MICA*066           
GTTTGTACTGNCNNTTCGNNTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*031            MICA*067           
GTTTGTACTGNCTNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*032            MICA*033           
GTNNGTNCTGNCNTNNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*032            MICA*034           
GTNNGTNCTGNCNTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*032            MICA*035           
GTNNGTNCTGNCTNNTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*032            MICA*036           
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*032            MICA*037           
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*032            MICA*038           
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*032            MICA*039           
GTTNGTNCTGNCNTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*032            MICA*040           
GTNNGNNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*032            MICA*041           
GTTTGTACTGNCNTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*032            MICA*042           
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*032            MICA*043           
GTNNGTACTGCCTNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*032            MICA*044           
GTTNGTNCTGNCNTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*032            MICA*045           
GTNNGTNCTGNCNTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*032            MICA*046           
GTNNGNNCTGNCNTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*032            MICA*047           
GTNNGTNCTGNCNTNTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*032            MICA*050           
GTTTGTACTGNCNTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*032            MICA*051           
GTNNGTNCTGNCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*032            MICA*053           
NTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*032            MICA*054           
GTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*032            MICA*056           
GTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*032            MICA*057           
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*032            MICA*058           
GTTNGNNCTGNCNTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*032            MICA*059           
GTTNNTNCTNNCNTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*032            MICA*060           
GTTNNTNCTNNCNTATCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*032            MICA*061           
NTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*032            MICA*062           
GTTTGTANTGNCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*032            MICA*063N          
GTTTGTACTGNCNNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*032            MICA*064N          
NTTTGTACTGNCTNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*032            MICA*065           
NTTTGTACTGNCTNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*032            MICA*066           
GTTTGTACTGCCTNNTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*032            MICA*067           
GTNNGTNCTGGCNNTNCGNCNGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*033            MICA*034           
GTNNGTNCTGGCNNTTCGNCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*033            MICA*035           
GTNNGTNCTGGCTCTTCGNCNGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*033            MICA*036           
GTTNGTNCTGGCNNTTCGNCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*033            MICA*037           
GTTNGTNCTGGCNNTTCGNCNGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*033            MICA*038           
GTTNGTNCTGGCNNTTCGNCNGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*033            MICA*039           
GTTNGTNCTGGCNNTTCGNNNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*033            MICA*040           
GTNNGNNCTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*033            MICA*041           
GTTTGTACTGGCNNTTCGNCNGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*033            MICA*042           
GTTNGTNCTGGCNNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*033            MICA*043           
GTNNGTACTGNCTCTTCGCCNNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*033            MICA*044           
GTTNGTNCTGGCNNTTCGNCNGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*033            MICA*045           
GTNNGTNCTGGCNNTTCGNCNGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*033            MICA*046           
GTNNGNNCTGGCNNTTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*033            MICA*047           
GTNNGTNCTGGCNNTTCGNCNGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*033            MICA*050           
GTTTGTACTGGCNNTTCGNCNGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*033            MICA*051           
GTNNGTNCTGGCNCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*033            MICA*053           
NTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*033            MICA*054           
GTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*033            MICA*056           
GTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*033            MICA*057           
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*033            MICA*058           
GTTNGNNCTGGCNNTTCGNCNGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*033            MICA*059           
GTTNNTNCTNGCNNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*033            MICA*060           
GTTNNTNCTNGCNNNTCGNCNGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*033            MICA*061           



NTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*033            MICA*062           
GTTTGTANTGGCNCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*033            MICA*063N          
GTTTGTACTGGCNCTTCGCCNGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*033            MICA*064N          
NTTTGTACTGGCTCTTCGCCNGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*033            MICA*065           
NTTTGTACTGGCTCTTCGCCNGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*033            MICA*066           
GTTTGTACTGNCTCTTCGCCNNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*033            MICA*067           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*034            MICA*035           
GTGCGTGCTGGCNNTNCGTCTGCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*034            MICA*036           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*034            MICA*037           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*034            MICA*038           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*034            MICA*039           
GTNCGTGCTGGCCTTNCGTNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*034            MICA*040           
GTGCGNGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*034            MICA*041           
GTNNGTNCTGGCCTTNCGTCTGCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*034            MICA*042           
GTNCGTGCTGGCCTNNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*034            MICA*043           
GTGCGTNCTGNCNNTNCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*034            MICA*044           
GTNCGTGCTGGCCTTNCGTCTGCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*034            MICA*045           
GTGCGTGCTGGCCTTNCGTCTGCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*034            MICA*046           
GTGCGNGCTGGCCTTNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*034            MICA*047           
GTGCGTGCTGGCCTTNCGTCTGCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*034            MICA*050           
GTNNGTNCTGGCCTTNCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*034            MICA*051           
GTGCGTGCTGGCCNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*034            MICA*053           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*034            MICA*054           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*034            MICA*056           
GTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*034            MICA*057           
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*034            MICA*058           
GTNCGNGCTGGCCTTNCGTCTGCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*034            MICA*059           
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*034            MICA*060           
GTNCNTGCTNGCCTNNCGTCTGCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*034            MICA*061           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*034            MICA*062           
GTNNGTNNTGGCCNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*034            MICA*063N          
GTNNGTNCTGGCCNTNCGNCTGCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*034            MICA*064N          
NTNNGTNCTGGCNNTNCGNCTGCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*034            MICA*065           
NTNNGTNCTGGCNNTNCGNCTGCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*034            MICA*066           
GTNNGTNCTGNCNNTNCGNCTNCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*034            MICA*067           
GTGCGTGCTGGCNNTTCGTCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*035            MICA*036           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*035            MICA*037           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*035            MICA*038           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*035            MICA*039           
GTNCGTGCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*035            MICA*040           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*035            MICA*041           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*035            MICA*042           
GTNCGTGCTGGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*035            MICA*043           
GTGCGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*035            MICA*044           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*035            MICA*045           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*035            MICA*046           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*035            MICA*047           
GTGCGTGCTGGCCTTTCGTCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*035            MICA*050           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*035            MICA*051           
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*035            MICA*053           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*035            MICA*054           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*035            MICA*056           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*035            MICA*057           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*035            MICA*058           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*035            MICA*059           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*035            MICA*060           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*035            MICA*061           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*035            MICA*062           
GTNNGTNNTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*035            MICA*063N          



GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*035            MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*035            MICA*065           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*035            MICA*066           
GTNNGTNCTGNCNNTTCGNCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*035            MICA*067           
GTNCGTGCTGGCNNTTCGTCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*036            MICA*037           
GTNCGTGCTGGCNNTTCGTCTGCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*036            MICA*038           
GTNCGTGCTGGCNNTTCGTCTGCGNTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*036            MICA*039           
GTNCGTGCTGGCNNTTCGTNTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*036            MICA*040           
GTGCGNGCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*036            MICA*041           
GTNNGTNCTGGCNNTTCGTCTGCGNTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*036            MICA*042           
GTNCGTGCTGGCNNNTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*036            MICA*043           
GTGCGTNCTGNCTCTTCGNCTNCGNTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*036            MICA*044           
GTNCGTGCTGGCNNTTCGTCTGCGNTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*036            MICA*045           
GTGCGTGCTGGCNNTTCGTCTGCGNTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*036            MICA*046           
GTGCGNGCTGGCNNTTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*036            MICA*047           
GTGCGTGCTGGCNNTTCGTCTGCGNTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*036            MICA*050           
GTNNGTNCTGGCNNTTCGTCTGCGNTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*036            MICA*051           
GTGCGTGCTGGCNCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*036            MICA*053           
NTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*036            MICA*054           
GTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*036            MICA*056           
GTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*036            MICA*057           
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*036            MICA*058           
GTNCGNGCTGGCNNTTCGTCTGCGNTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*036            MICA*059           
GTNCNTGCTNGCNNNTCGTCTGCGNTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*036            MICA*060           
GTNCNTGCTNGCNNNTCGTCTGCGNTTGCCCTTGATCGGGGCCANAGGGACG  MICA*036            MICA*061           
NTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*036            MICA*062           
GTNNGTNNTGGCNCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*036            MICA*063N          
GTNNGTNCTGGCNCTTCGNCTGCGNTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*036            MICA*064N          
NTNNGTNCTGGCTCTTCGNCTGCGNTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*036            MICA*065           
NTNNGTNCTGGCTCTTCGNCTGCGNTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*036            MICA*066           
GTNNGTNCTGNCTCTTCGNCTNCGNNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*036            MICA*067           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*037            MICA*038           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*037            MICA*039           
GTTCGTGCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*037            MICA*040           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*037            MICA*041           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*037            MICA*042           
GTTCGTGCTGGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*037            MICA*043           
GTNCGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*037            MICA*044           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*037            MICA*045           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*037            MICA*046           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*037            MICA*047           
GTNCGTGCTGGCCTTTCGTCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*037            MICA*050           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*037            MICA*051           
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*037            MICA*053           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*037            MICA*054           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*037            MICA*056           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*037            MICA*057           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*037            MICA*058           
GTTCGNGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*037            MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*037            MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*037            MICA*061           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*037            MICA*062           
GTTNGTNNTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*037            MICA*063N          
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*037            MICA*064N          
NTTNGTNCTGGCNNTTCGNCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*037            MICA*065           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*037            MICA*066           
GTTNGTNCTGNCNNTTCGNCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*037            MICA*067           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*038            MICA*039           
GTTCGTGCTGGCCTTTCGTNTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*038            MICA*040           



GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*038            MICA*041           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*038            MICA*042           
GTTCGTGCTGGCCTNTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*038            MICA*043           
GTNCGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*038            MICA*044           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*038            MICA*045           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*038            MICA*046           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*038            MICA*047           
GTNCGTGCTGGCCTTTCGTCTGCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*038            MICA*050           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*038            MICA*051           
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*038            MICA*053           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*038            MICA*054           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*038            MICA*056           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*038            MICA*057           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*038            MICA*058           
GTTCGNGCTGGCCTTTCGTCTGCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*038            MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*038            MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*038            MICA*061           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*038            MICA*062           
GTTNGTNNTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*038            MICA*063N          
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*038            MICA*064N          
NTTNGTNCTGGCNNTTCGNCTGCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*038            MICA*065           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*038            MICA*066           
GTTNGTNCTGNCNNTTCGNCTNCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*038            MICA*067           
GTTCGTGCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*039            MICA*040           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGACG  MICA*039            MICA*041           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCNGGNCGGAGGGACG  MICA*039            MICA*042           
GTTCGTGCTGGCCTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGNGACG  MICA*039            MICA*043           
GTNCGTNCTGNCNNTTCGNCTNCGCTTGCCCCCAACNCNGGCCNGAGGGACG  MICA*039            MICA*044           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNNGGCNNGAGGGACG  MICA*039            MICA*045           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCCCNNNNNNNNGGCCNGAGGGACG  MICA*039            MICA*046           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGGANG  MICA*039            MICA*047           
GTNCGTGCTGGCCTTTCGTCTGCGCTTNCCCNNNANNNNGGCCNGAGGGACG  MICA*039            MICA*050           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNNGGCCNGAGGGACG  MICA*039            MICA*051           
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*039            MICA*053           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGNCG  MICA*039            MICA*054           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNNGCCGGAGGGACG  MICA*039            MICA*056           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCNGAGGGACG  MICA*039            MICA*057           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGNACG  MICA*039            MICA*058           
GTTCGNGCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNNGGCNNGAGGGACG  MICA*039            MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNGAGGNACG  MICA*039            MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNNGGCCNNAGGGACG  MICA*039            MICA*061           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGNACG  MICA*039            MICA*062           
GTTNGTNNTGGCCNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGAGGGACG  MICA*039            MICA*063N          
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCCCCCAACTCNGNCCGGAGGGACG  MICA*039            MICA*064N          
NTTNGTNCTGGCNNTTCGNCTGCGCTTGNCCCCAACTCNGGCCGGAGGGACG  MICA*039            MICA*065           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCCCCCAACTCNGGCCGGNGGGACG  MICA*039            MICA*066           
GTTNGTNCTGNCNNTTCGNCTNCGCNTGCCCCCAACNCNGGCCNGAGGGACG  MICA*039            MICA*067           
GTNCGNGCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*040            MICA*041           
GTTNGTNCTGGCCTTTCGTNTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*040            MICA*042           
GTTCGTGCTGGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*040            MICA*043           
GTNCGTNCTGNCNNTTCGNNTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*040            MICA*044           
GTTCGTGCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*040            MICA*045           
GTNCGTGCTGGCCTTTCGTNTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*040            MICA*046           
GTNCGNGCTGGCCTTTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*040            MICA*047           
GTNCGTGCTGGCCTTTCGTNTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*040            MICA*050           
GTNCGTGCTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*040            MICA*053           
NTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*040            MICA*054           
GTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*040            MICA*056           
GTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*040            MICA*057           



GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*040            MICA*058           
GTTCGNGCTGGCCTTTCGTNTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*040            MICA*059           
GTTCNTGCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*040            MICA*060           
GTTCNTGCTNGCCTNTCGTNTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*040            MICA*061           
NTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*040            MICA*062           
GTTNGTNNTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*040            MICA*063N          
GTTNGTNCTGGCCNTTCGNNTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*040            MICA*064N          
NTTNGTNCTGGCNNTTCGNNTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*040            MICA*065           
NTTNGTNCTGGCNNTTCGNNTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*040            MICA*066           
GTTNGTNCTGNCNNTTCGNNTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*040            MICA*067           
GTNNGNNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGACG  MICA*041            MICA*042           
GTNCGNGCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGACG  MICA*041            MICA*043           
GTGCGNNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGACG  MICA*041            MICA*044           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGACG  MICA*041            MICA*046           
GTGCGGGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGANG  MICA*041            MICA*047           
GTGCGNGCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGACG  MICA*041            MICA*050           
GTNNGNNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGACG  MICA*041            MICA*051           
GTGCGNGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*041            MICA*053           
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNCG  MICA*041            MICA*054           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGACG  MICA*041            MICA*056           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGACG  MICA*041            MICA*057           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*041            MICA*058           
GTNCGGGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGACG  MICA*041            MICA*059           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNACG  MICA*041            MICA*060           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGACG  MICA*041            MICA*061           
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*041            MICA*062           
GTNNGNNNTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGACG  MICA*041            MICA*063N          
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGACG  MICA*041            MICA*064N          
NTNNGNNCTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGACG  MICA*041            MICA*065           
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGACG  MICA*041            MICA*066           
GTNNGNNCTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGACG  MICA*041            MICA*067           
GTTNGTNCTGGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGNGACG  MICA*042            MICA*043           
GTNNGTACTGNCNNTTCGNCTNCGCTTGCCCCCAACNCGGGNCNGAGGGACG  MICA*042            MICA*044           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGNNNGAGGGACG  MICA*042            MICA*045           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCCCNNNNNNNGGGNCNGAGGGACG  MICA*042            MICA*046           
GTNNGNNCTGGCCTTTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGGANG  MICA*042            MICA*047           
GTNNGTNCTGGCCTTTCGTCTGCGCTTNCCCNNNANNNGGGNCNGAGGGACG  MICA*042            MICA*050           
GTTTGTACTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGNCNGAGGGACG  MICA*042            MICA*051           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGNCG  MICA*042            MICA*054           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGNGNCGGAGGGACG  MICA*042            MICA*056           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCNGAGGGACG  MICA*042            MICA*057           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGNACG  MICA*042            MICA*058           
GTTNGNNCTGGCCTTTCGTCTGCGCTTGCNCNNNANNNGGGNNNGAGGGACG  MICA*042            MICA*059           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNGAGGNACG  MICA*042            MICA*060           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCCCNNNANNNGGGNCNNAGGGACG  MICA*042            MICA*061           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGNACG  MICA*042            MICA*062           
GTTTGTANTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGAGGGACG  MICA*042            MICA*063N          
GTTTGTACTGGCCNTTCGNCTGCGCTTGCCCCCAACTCGGNNCGGAGGGACG  MICA*042            MICA*064N          
NTTTGTACTGGCNNTTCGNCTGCGCTTGNCCCCAACTCGGGNCGGAGGGACG  MICA*042            MICA*065           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCCCCCAACTCGGGNCGGNGGGACG  MICA*042            MICA*066           
GTTTGTACTGNCNNTTCGNCTNCGCNTGCCCCCAACNCGGGNCNGAGGGACG  MICA*042            MICA*067           
GTNCGTNCTGNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGNGACG  MICA*043            MICA*044           
GTTCGTGCTGGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGNGACG  MICA*043            MICA*045           
GTNCGTGCTGGCCTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGNGACG  MICA*043            MICA*046           
GTNCGNGCTGGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNGANG  MICA*043            MICA*047           
GTNCGTGCTGGCCTNTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGNGACG  MICA*043            MICA*050           
GTTNGTNCTGGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGNGACG  MICA*043            MICA*051           
GTNCGTGCTGGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*043            MICA*053           
NTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGNCG  MICA*043            MICA*054           



GTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGNGACG  MICA*043            MICA*056           
GTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGNGACG  MICA*043            MICA*057           
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNNACG  MICA*043            MICA*058           
GTTCGNGCTGGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGNGACG  MICA*043            MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGNNACG  MICA*043            MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGNGACG  MICA*043            MICA*061           
NTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNNACG  MICA*043            MICA*062           
GTTNGTNNTGGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGNGACG  MICA*043            MICA*063N          
GTTNGTNCTGGCCNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGNGACG  MICA*043            MICA*064N          
NTTNGTNCTGGCNNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGNGACG  MICA*043            MICA*065           
NTTNGTNCTGGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGNGACG  MICA*043            MICA*066           
GTTNGTNCTGNCNNNTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGNGACG  MICA*043            MICA*067           
GTNCGTNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*044            MICA*045           
GTGCGTNCTGNCNNTTCGNCTNCGCTTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*044            MICA*046           
GTGCGNNCTGNCNNTTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGGANG  MICA*044            MICA*047           
GTGCGTNCTGNCNNTTCGNCTNCGCTTNCCCNNNANCNGGGCCAGAGGGACG  MICA*044            MICA*050           
GTNNGTACTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCCAGAGGGACG  MICA*044            MICA*051           
GTGCGTNCTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*044            MICA*053           
NTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*044            MICA*054           
GTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGNGCCNGAGGGACG  MICA*044            MICA*056           
GTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCAGAGGGACG  MICA*044            MICA*057           
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*044            MICA*058           
GTNCGNNCTGNCNNTTCGNCTNCGCTTGCNCNNNANCNGGGCNAGAGGGACG  MICA*044            MICA*059           
GTNCNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCAGAGGNACG  MICA*044            MICA*060           
GTNCNTNCTNNCNNNTCGNCTNCGCTTGCCCNNNANCNGGGCCANAGGGACG  MICA*044            MICA*061           
NTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGNACG  MICA*044            MICA*062           
GTNNGTANTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGAGGGACG  MICA*044            MICA*063N          
GTNNGTACTGNCNCTTCGCCTNCGCTTGCCCCCAACNCGGNCCNGAGGGACG  MICA*044            MICA*064N          
NTNNGTACTGNCTCTTCGCCTNCGCTTGNCCCCAACNCGGGCCNGAGGGACG  MICA*044            MICA*065           
NTNNGTACTGNCTCTTCGCCTNCGCTTGCCCCCAACNCGGGCCNGNGGGACG  MICA*044            MICA*066           
GTNNGTACTGCCTCTTCGCCTCCGCNTGCCCCCAACCCGGGCCAGAGGGACG  MICA*044            MICA*067           
GTNCGTGCTGGCCTTTCGTCTGCGCTTGCNCTTGNTCGGGGCNAGAGGGACG  MICA*045            MICA*046           
GTNCGTGCTGGCCTTTCGTCTGCGCTTNCNCTTGATCGGGGCNAGAGGGACG  MICA*045            MICA*050           
GTTNGTNCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*045            MICA*051           
GTNCGTGCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*045            MICA*053           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGNCG  MICA*045            MICA*054           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGNGCNNGAGGGACG  MICA*045            MICA*056           
GTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNAGAGGGACG  MICA*045            MICA*057           
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGNACG  MICA*045            MICA*058           
GTTCGNGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCGAGAGGGACG  MICA*045            MICA*059           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGNACG  MICA*045            MICA*060           
GTTCNTGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNANAGGGACG  MICA*045            MICA*061           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGNACG  MICA*045            MICA*062           
GTTNGTNNTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*045            MICA*063N          
GTTNGTNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGNCNNGAGGGACG  MICA*045            MICA*064N          
NTTNGTNCTGGCNNTTCGNCTGCGCTTGNNCNNNANNNGGGCNNGAGGGACG  MICA*045            MICA*065           
NTTNGTNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGNGGGACG  MICA*045            MICA*066           
GTTNGTNCTGNCNNTTCGNCTNCGCNTGCNCNNNANCNGGGCNAGAGGGACG  MICA*045            MICA*067           
GTGCGNGCTGGCCTTTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGGANG  MICA*046            MICA*047           
GTGCGTGCTGGCCTTTCGTCTGCGCTTNCCCTTGNTCGGGGCCAGAGGGACG  MICA*046            MICA*050           
GTNNGTNCTGGCCTTTCGTCTGCGCTTGCNCTTGNTCGGGGCCAGAGGGACG  MICA*046            MICA*051           
GTGCGTGCTGGCCNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*046            MICA*053           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGNCG  MICA*046            MICA*054           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGNGCCNGAGGGACG  MICA*046            MICA*056           
GTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCAGAGGGACG  MICA*046            MICA*057           
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGNACG  MICA*046            MICA*058           
GTNCGNGCTGGCCTTTCGTCTGCGCTTGCNCTTGNTCGGGGCNAGAGGGACG  MICA*046            MICA*059           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCAGAGGNACG  MICA*046            MICA*060           
GTNCNTGCTNGCCTNTCGTCTGCGCTTGCCCTTGNTCGGGGCCANAGGGACG  MICA*046            MICA*061           



NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGNACG  MICA*046            MICA*062           
GTNNGTNNTGGCCNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGAGGGACG  MICA*046            MICA*063N          
GTNNGTNCTGGCCNTTCGNCTGCGCTTGCCCNNNNNNNGGNCCNGAGGGACG  MICA*046            MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGCGCTTGNCCNNNNNNNGGGCCNGAGGGACG  MICA*046            MICA*065           
NTNNGTNCTGGCNNTTCGNCTGCGCTTGCCCNNNNNNNGGGCCNGNGGGACG  MICA*046            MICA*066           
GTNNGTNCTGNCNNTTCGNCTNCGCNTGCCCNNNNNCNGGGCCAGAGGGACG  MICA*046            MICA*067           
GTGCGNGCTGGCCTTTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGGANG  MICA*047            MICA*050           
GTNNGNNCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGGANG  MICA*047            MICA*051           
GTGCGNGCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*047            MICA*053           
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGNNG  MICA*047            MICA*054           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGGANG  MICA*047            MICA*056           
GTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGGANG  MICA*047            MICA*057           
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNANG  MICA*047            MICA*058           
GTNCGGGCTGGCCTTTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGGANG  MICA*047            MICA*059           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGNANG  MICA*047            MICA*060           
GTNCNNGCTNGCCTNTCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGGANG  MICA*047            MICA*061           
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNANG  MICA*047            MICA*062           
GTNNGNNNTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGGANG  MICA*047            MICA*063N          
GTNNGNNCTGGCCNTTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGGANG  MICA*047            MICA*064N          
NTNNGNNCTGGCNNTTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGGANG  MICA*047            MICA*065           
NTNNGNNCTGGCNNTTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGGANG  MICA*047            MICA*066           
GTNNGNNCTGNCNNTTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGGANG  MICA*047            MICA*067           
GTNNGTNCTGGCCTTTCGTCTGCGCTTNCNCTTGATCGGGGCCAGAGGGACG  MICA*050            MICA*051           
GTGCGTGCTGGCCNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*050            MICA*053           
NTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGNCG  MICA*050            MICA*054           
GTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGNGCCNGAGGGACG  MICA*050            MICA*056           
GTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCAGAGGGACG  MICA*050            MICA*057           
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGNACG  MICA*050            MICA*058           
GTNCGNGCTGGCCTTTCGTCTGCGCTTNCNCTTGATCGGGGCNAGAGGGACG  MICA*050            MICA*059           
GTNCNTGCTNGCCTNTCGTCTGCGCTTNCCCTTGATCGGGGCCAGAGGNACG  MICA*050            MICA*060           
GTNCNTGCTNGCCTNTCGTCTGCGCTTNCCCTTGATCGGGGCCANAGGGACG  MICA*050            MICA*061           
NTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGNACG  MICA*050            MICA*062           
GTNNGTNNTGGCCNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGAGGGACG  MICA*050            MICA*063N          
GTNNGTNCTGGCCNTTCGNCTGCGCTTNCCCNNNANNNGGNCCNGAGGGACG  MICA*050            MICA*064N          
NTNNGTNCTGGCNNTTCGNCTGCGCTTNNCCNNNANNNGGGCCNGAGGGACG  MICA*050            MICA*065           
NTNNGTNCTGGCNNTTCGNCTGCGCTTNCCCNNNANNNGGGCCNGNGGGACG  MICA*050            MICA*066           
GTNNGTNCTGNCNNTTCGNCTNCGCNTNCCCNNNANCNGGGCCAGAGGGACG  MICA*050            MICA*067           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGNCG  MICA*051            MICA*054           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGNGCCNGAGGGACG  MICA*051            MICA*056           
GTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCAGAGGGACG  MICA*051            MICA*057           
GTTTGTACTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*051            MICA*058           
GTTNGNNCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCNAGAGGGACG  MICA*051            MICA*059           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCAGAGGNACG  MICA*051            MICA*060           
GTTNNTNCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCCANAGGGACG  MICA*051            MICA*061           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGNACG  MICA*051            MICA*062           
GTTTGTANTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGAGGGACG  MICA*051            MICA*063N          
GTTTGTACTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGNCCNGAGGGACG  MICA*051            MICA*064N          
NTTTGTACTGGCNNTTCGNCTGCGCTTGNNCNNNANNNGGGCCNGAGGGACG  MICA*051            MICA*065           
NTTTGTACTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCCNGNGGGACG  MICA*051            MICA*066           
GTTTGTACTGNCNNTTCGNCTNCGCNTGCNCNNNANCNGGGCCAGAGGGACG  MICA*051            MICA*067           
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*053            MICA*054           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*053            MICA*056           
GTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*053            MICA*057           
GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*053            MICA*058           
GTNCGNGCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*053            MICA*059           
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*053            MICA*060           
GTNCNTGCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*053            MICA*061           
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*053            MICA*062           
GTNNGTNNTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*053            MICA*063N          



GTNNGTNCTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*053            MICA*064N          
NTNNGTNCTGGCNCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*053            MICA*065           
NTNNGTNCTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*053            MICA*066           
GTNNGTNCTGNCNCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*053            MICA*067           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGNCG  MICA*054            MICA*056           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGNCG  MICA*054            MICA*057           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNNCG  MICA*054            MICA*058           
NTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGNCG  MICA*054            MICA*059           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNNCG  MICA*054            MICA*060           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGNCG  MICA*054            MICA*061           
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNNCG  MICA*054            MICA*062           
NTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGNCG  MICA*054            MICA*063N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGNCG  MICA*054            MICA*064N          
CTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGNCG  MICA*054            MICA*065           
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGNCG  MICA*054            MICA*066           
NTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGNCG  MICA*054            MICA*067           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCNGAGGGACG  MICA*056            MICA*057           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGNACG  MICA*056            MICA*058           
GTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGNGCNNGAGGGACG  MICA*056            MICA*059           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNGAGGNACG  MICA*056            MICA*060           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGNGCCNNAGGGACG  MICA*056            MICA*061           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGNACG  MICA*056            MICA*062           
GTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGAGGGACG  MICA*056            MICA*063N          
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGNNCCGGAGGGACG  MICA*056            MICA*064N          
NTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGNGCCGGAGGGACG  MICA*056            MICA*065           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGNGCCGGNGGGACG  MICA*056            MICA*066           
GTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGNGCCNGAGGGACG  MICA*056            MICA*067           
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGNACG  MICA*057            MICA*058           
GTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNAGAGGGACG  MICA*057            MICA*059           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCAGAGGNACG  MICA*057            MICA*060           
GTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCANAGGGACG  MICA*057            MICA*061           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGNACG  MICA*057            MICA*062           
GTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGAGGGACG  MICA*057            MICA*063N          
GTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCNGAGGGACG  MICA*057            MICA*064N          
NTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGGGCCNGAGGGACG  MICA*057            MICA*065           
NTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCNGNGGGACG  MICA*057            MICA*066           
GTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCAGAGGGACG  MICA*057            MICA*067           
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGNACG  MICA*058            MICA*059           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGAACG  MICA*058            MICA*060           
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGNACG  MICA*058            MICA*061           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGAACG  MICA*058            MICA*062           
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*058            MICA*063N          
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGNACG  MICA*058            MICA*064N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGNACG  MICA*058            MICA*065           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGNACG  MICA*058            MICA*066           
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGNACG  MICA*058            MICA*067           
GTTCNNGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNAGAGGNACG  MICA*059            MICA*060           
GTTCNNGCTNGCCTNTCGTCTGCGCTTGCNCTTGATCGGGGCNANAGGGACG  MICA*059            MICA*061           
NTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGNACG  MICA*059            MICA*062           
GTTNGNNNTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGAGGGACG  MICA*059            MICA*063N          
GTTNGNNCTGGCCNTTCGNCTGCGCTTGCNCNNNANNNGGNCNNGAGGGACG  MICA*059            MICA*064N          
NTTNGNNCTGGCNNTTCGNCTGCGCTTGNNCNNNANNNGGGCNNGAGGGACG  MICA*059            MICA*065           
NTTNGNNCTGGCNNTTCGNCTGCGCTTGCNCNNNANNNGGGCNNGNGGGACG  MICA*059            MICA*066           
GTTNGNNCTGNCNNTTCGNCTNCGCNTGCNCNNNANCNGGGCNAGAGGGACG  MICA*059            MICA*067           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCANAGGNACG  MICA*060            MICA*061           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGAACG  MICA*060            MICA*062           
GTTNNTNNTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGAGGNACG  MICA*060            MICA*063N          
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNGAGGNACG  MICA*060            MICA*064N          
NTTNNTNCTNGCNNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNGAGGNACG  MICA*060            MICA*065           



NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNGNGGNACG  MICA*060            MICA*066           
GTTNNTNCTNNCNNNTCGNCTNCGCNTGCCCNNNANCNGGGCCAGAGGNACG  MICA*060            MICA*067           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGNACG  MICA*061            MICA*062           
GTTNNTNNTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNAGGGACG  MICA*061            MICA*063N          
GTTNNTNCTNGCCNNTCGNCTGCGCTTGCCCNNNANNNGGNCCNNAGGGACG  MICA*061            MICA*064N          
NTTNNTNCTNGCNNNTCGNCTGCGCTTGNCCNNNANNNGGGCCNNAGGGACG  MICA*061            MICA*065           
NTTNNTNCTNGCNNNTCGNCTGCGCTTGCCCNNNANNNGGGCCNNNGGGACG  MICA*061            MICA*066           
GTTNNTNCTNNCNNNTCGNCTNCGCNTGCCCNNNANCNGGGCCANAGGGACG  MICA*061            MICA*067           
NTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGNACG  MICA*062            MICA*063N          
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGNACG  MICA*062            MICA*064N          
CTTTGTACTGGCTCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGNACG  MICA*062            MICA*065           
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGNACG  MICA*062            MICA*066           
NTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGNACG  MICA*062            MICA*067           
GTTTGTANTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGAGGGACG  MICA*063N           MICA*064N          
NTTTGTANTGGCNCTTCGCCTGCGCTTGNCCCCAACTCGGGCCGGAGGGACG  MICA*063N           MICA*065           
NTTTGTANTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGNGGGACG  MICA*063N           MICA*066           
GTTTGTANTGNCNCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGAGGGACG  MICA*063N           MICA*067           
NTTTGTACTGGCNCTTCGCCTGCGCTTGNCCCCAACTCGGNCCGGAGGGACG  MICA*064N           MICA*065           
NTTTGTACTGGCNCTTCGCCTGCGCTTGCCCCCAACTCGGNCCGGNGGGACG  MICA*064N           MICA*066           
GTTTGTACTGNCNCTTCGCCTNCGCNTGCCCCCAACNCGGNCCNGAGGGACG  MICA*064N           MICA*067           
GTTCATGCTAGCCTTTCGTCTGCGCTTGNCCTTGATCGGGGCCAGNGGGACG  MICA*065            MICA*066           
NTTCATGCTANCCTTTCGTCTNCGCNTGNCCTTGATNGGGGCCNGAGGGACG  MICA*065            MICA*067           
NTTTGTACTGNCTCTTCGCCTNCGCNTGCCCCCAACNCGGGCCNGNGGGACG  MICA*066            MICA*067           
GTTCATGCTAGCCTTTCGTTTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*001            MICA*001           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055    MICA*002:01/MICA*020/MICA*023/MICA*052/MICA*055   Exon 5
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*002:02         MICA*002:02        
GCGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:03         MICA*002:03        
GTGCGTGCTGGCCTTTCTTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*002:04         MICA*002:04        
GTTTGTACTGCCTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*004            MICA*004           
GTTTGTACTGGCCTTTCGCCTGCGCTTGCCCTCAACCCGGGCCGGAGGGAC*  MICA*005            MICA*005           Please see footnote 3
GTTTGTACTGGTTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*006            MICA*006           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:01/MICA*026         MICA*007:01/MICA*026        Exon 5
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:02         MICA*007:02        
GTTCGTGCTGGCCTTTCGTCTGCACTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*007:03         MICA*007:03        
GTTCGTGCTAGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*007:04         MICA*007:04        
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048      MICA*008:01:01/MICA*008:01:02/MICA*008:04/MICA*027/MICA*048     Exons 1 and 5 and intron 1
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGTCGGAGGGACG  MICA*008:02         MICA*008:02        
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCACCAACTCGGGCCGGAGGGACG  MICA*008:03         MICA*008:03        
GTTTGTACTGGCTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:01/MICA*049         MICA*009:01/MICA*049        Exon 6
GTTTGTACTGGCTCTTCGCCTCCACTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*009:02         MICA*009:02        
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*010:01/MICA*010:02         MICA*010:01/MICA*010:02        Exon 5
GTGCGTGCTGGCCTTCCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGAGG  MICA*011            MICA*011           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:01         MICA*012:01        
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAAGGACG  MICA*012:02         MICA*012:02        
GTTCATGCCAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*012:03         MICA*012:03        
GTGCGTGCTGGCCCTTCGCCTGCGCTTGCCCTTGATCGGGGCCGGAGGGAC*  MICA*013            MICA*013           Please see footnote 3
GTGCGTGCTGCCCCTTCGTCTGTGCTTGCCCTTGATCGGGGCCAGAGGGAC*  MICA*014            MICA*014           Please see footnote 3
GTGCGTGCTGGCCTTTCGTCTGTGCTTGCCCTTGATCGGGGCCAGAGGGAC.  MICA*015            MICA*015           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCCGGCCGGAGGGACG  MICA*016            MICA*016           
GTGCGTGCTGGCCTTTCGTCTGCGCTCGCCCTTGATCGGGGCCAGAGGGAC.  MICA*017            MICA*017           
GTTCATGCTAGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*018:01         MICA*018:01        
GTTCATGCTAGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*018:02         MICA*018:02        
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*019            MICA*019           
GTGCGTGCTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*022            MICA*022           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*024            MICA*024           
CTTTGTACTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*025            MICA*025           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*028            MICA*028           
GTTCGTGCTGGCCTTTTGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*029            MICA*029           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGAGG  MICA*030            MICA*030           



GTTTGTACTGGCCTTTCGTTTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*031            MICA*031           
GTTTGTACTGCCTTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*032            MICA*032           
GTTTGTACTGGCTCTTCGCCAGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*033            MICA*033           
GTGCGTGCTGGCCTTCCGTCTGCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*034            MICA*034           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*035            MICA*035           
GTGCGTGCTGGCTCTTCGTCTGCGTTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*036            MICA*036           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*037            MICA*037           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*038            MICA*038           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCCCCCAACTCCGGCCGGAGGGACG  MICA*039            MICA*039           
GTTCGTGCTGGCCTTTCGTTTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*040            MICA*040           
GTGCGGGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGACG  MICA*041            MICA*041           
GTTTGTACTGGCCTTTCGTCTGCGCTTGCCCCCAACTCGGGTCGGAGGGACG  MICA*042            MICA*042           
GTTCGTGCTGGCCTCTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGTGACG  MICA*043            MICA*043           
GTGCGTACTGCCTCTTCGCCTCCGCTTGCCCCCAACCCGGGCCAGAGGGACG  MICA*044            MICA*044           
GTTCGTGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCGAGAGGGACG  MICA*045            MICA*045           
GTGCGTGCTGGCCTTTCGTCTGCGCTTGCCCTTGGTCGGGGCCAGAGGGACG  MICA*046            MICA*046           
GTGCGGGCTGGCCTTTCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGGAGG  MICA*047            MICA*047           
GTGCGTGCTGGCCTTTCGTCTGCGCTTACCCTTGATCGGGGCCAGAGGGACG  MICA*050            MICA*050           
GTTTGTACTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCCAGAGGGACG  MICA*051            MICA*051           
GTGCGTGCTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*053            MICA*053           
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGGCG  MICA*054            MICA*054           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGCGCCGGAGGGACG  MICA*056            MICA*056           
GTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCAGAGGGACG  MICA*057            MICA*057           
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGAACG  MICA*058            MICA*058           
GTTCGGGCTGGCCTTTCGTCTGCGCTTGCTCTTGATCGGGGCGAGAGGGACG  MICA*059            MICA*059           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAGAGGAACG  MICA*060            MICA*060           
GTTCATGCTAGCCTATCGTCTGCGCTTGCCCTTGATCGGGGCCAAAGGGACG  MICA*061            MICA*061           
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGAACG  MICA*062            MICA*062           
GTTTGTATTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGAGGGACG  MICA*063N           MICA*063N          
GTTTGTACTGGCCCTTCGCCTGCGCTTGCCCCCAACTCGGACCGGAGGGACG  MICA*064N           MICA*064N          
CTTTGTACTGGCTCTTCGCCTGCGCTTGTCCCCAACTCGGGCCGGAGGGACG  MICA*065            MICA*065           
CTTTGTACTGGCTCTTCGCCTGCGCTTGCCCCCAACTCGGGCCGGCGGGACG  MICA*066            MICA*066           
GTTTGTACTGCCTCTTCGCCTCCGCCTGCCCCCAACCCGGGCCAGAGGGACG  MICA*067            MICA*067           

3MICA*005, MICA*013 and MICA*014 have insufficient data for the cDNA position 892 in exon 4. In the string, this 52nd position displays  as * or N when these alleles are present. If the string is truncated to 51 nucleotides by 
excluding nucleotide 52, the combinations listed above do not change and the only additional ambiguities are the combination of MICA*022, MIC*028 or MICA*013, MICA*057.

2 cDNA position 536 in exon 3 can encode A, C or T (in antisense strand). There are no ambiguous combinations involving this position; however, the program will provide all possible combinations as if it were ambiguous. A sample 
heterozygous for MICA*012:01, MIC*043 will have an A/C at this position. A sample heterozygous  for MICA*018:01, MICA*043 will have T/C  at this position.

1N refers to heterozygosity at that position. 
Polymorphic positions in the 52 nucleotide string are listed as sense strand for exon 2 (nucleotides 1-10), antisense strand for exon 3 (nucleotides 11-28) and sense strand for exon 4 (nucleotides 29-52) in 5'-3' direction.



Table S2 Further characterization of exon 5 for groups of alleles with identical 
sequences in exons 2, 3, and 4 (adapted from Zou et al., reference 1). Sequencing of 
exon 5 in the reverse direction provides information on the number of GTC repeats and 
four polymorphic positions shown below that can be used to delineate some of the 
ambiguous allele combinations.  
 

Group1 Alleles 
STR 
type2 

Exon 5 polymorphic 
position3 

   981 982 985 1017 
1 MICA*002:01 A9 G C A C 
 MICA*020 A10 G C A C 
 MICA*023 A5.1 A C G * 
 MICA*052 A9 G T A C 
 MICA*055 A8 G C A * 
             

2 MICA*008:01:01 A5.1 A C G C 
 MICA*008:01:02 A5.1 A C G C 
 MICA*008:04 A5.1 A C G C 
 MICA*027 A5 A C G C 
 MICA*048 A5 A C G A 
             

3 MICA*007:01 A4 A C G C 
 MICA*026 A6 A C G C 
             

4 MICA*009:01 A6 A C G C 
 MICA*049 A6 A C G C 
             

5 MICA*010:01 A5 A C G C 
 MICA*010:02 A5 A C G C 

1 Group 2 alleles MICA*008:01:01 and MICA*008:01:02 differ in intron 1. 
MICA*008:04 differs from MICA*008:01:01 and MICA*008:01:02 in exon 1 at cDNA nucleotide 
position 21.  
Group 4 alleles MICA*009:01 and MICA*049 differ in exon 6 at cDNA nucleotide position 1067. 
Group 5 alleles MICA*010:01 and MICA*010:02 differ in exon 5 at cDNA nucleotide position 933; 
this position can be read with the help of Supplementary Table 3. 
2Short tandem repeat (STR) type named according to Mizuki et al. (2).  
3Numbered according to IMGT/HLA database v.3.7.0 (http://www.ebi.ac.uk/imgt/hla/).  
Nucleotides for exon 5 positions are shown for antisense strand.  
* Unknown sequence. 
 
 
References 
1. Zou Y, Han M, Wang Z, Stastny P. MICA allele-level typing by sequence-based 
typing with computerized assignment of polymorphic sites and short tandem repeats 
within the transmembrane region. Hum Immunol 2006: 67:145-51.   
 
2. Mizuki N, Ota M, Kimura M, et al. Triplet repeat polymorphism in the transmembrane 
region of the MICA gene: a strong association of six GCT repetitions with Behçet 
disease. Proc Natl Acad Sci USA 1997: 94: 1298-303. 



Pattern number  
Combination of STR 

types1 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47 48 49 50

1 A4/A5.1 A G C A G C A G C A/C A/G C/G A/C A C/G A/C A/G A/C A/C A/G A/G A/C A C/G A A/T A/G C/G A A/T G/T G A/T A/C T

2 A5/A5.1 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A A/C A/C A/G C/G A/C A/G A/G A A A/C A/C A/T G/T G A/G A A/T G/T G/T C/T C/T

3 A5.1/A6 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A/G A/C A/C A C/G A/C A/G C/G A A/G A A/C A C/T A/G G/T A/G A/G A/T A/G T C/G T

4 A5.1/A7 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A/G A/C A/C A/G C/G A/C A C/G A A/G A/C A/C A/G A/T A/G A/G A/C A T G G/T A/C A/T

5 A5.1/A8 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A/G A/C A/C A/G C/G A/C A/G C/G A A A/C A/C A/G C/T A/G G A A A/T C/G A/T C/T G/T

6 A5.1/A9 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A/G A/C A/C A/G C/G A/C A/G C/G A A/G A/C A/C A C/T A/G G A/C A G/T A/G A/T A/C C/T

7 A5.1/A10 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A/G A/C A/C A/G C/G A/C A/G C/G A A/G A/C A/C A/G C/T A/G A/G A/C A G/T C/G A/T C/G A/T

8 A4/A5 A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G A/G A/T A/G G/T A/G A/T C/T G/T

9 A4/A6 A G C A G C A G C A G C A A/G C A G C A A/G A/C A A/G C A G/T A/G A/G A A/C A/T G/T G/T C/G A/T

10 A4/A7 A G C A G C A G C A G C A A/G C A G C A G A/C A A C A G/T C/G A/G A/G A A/T A/G C/T A/C T

11 A4/A8 A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A A/T C/G A/G A/G A/C A/T G A/T A/C A/T C/G A/C C/T A/G A/G A/T A/G A/T C/G T C T G A/C

12 A4/A9 A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A G/T C/G A/G A A/C A/T G C/T A/C G/T

13 A4/A10 A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A G/T C/G A/G A/G A/C A/T A/G C/T A/C G/T

14 A5/A6 A G C A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G A/G A/T A/G G/T A/G A/T C/T G/T

15 A5/A7 A G C A G C A G C A G C A G C A A/G C A G C A A/G A/C A A/G C A G/T A/G A/G A A/C A/T G/T G/T C/G A/T

16 A5/A8 A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A C A G/T C/G A/G A/G A A/T A/G C/T A/C

17 A5/A9 A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A A/T C/G A/G A/G A/C A/T G A/T A/C A/T

18 A5/A10 A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A G/T C/G A/G A A/C A/T G C/T A/C G/T

19 A6/A7 A G C A G C A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G A/G A/T A/G G/T A/G A/T C/T G/T

20 A6/A8 A G C A G C A G C A G C A G C A G C A A/G C A G C A A/G A/C A A/G C A G/T A/G A/G A A/C A/T G/T G/T C/G A/T

21 A6/A9 A G C A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A C A G/T C/G A/G A/G A A/T A/G C/T A/C T

Table S3. All possible pairwise sequence combinations descriptive of the heterozygous short tandem repeat (STR). To facilitate the 
reading of the exon 5 STR region in MICA heterozygous individuals, each exon 5 sequencing chromatogram is compared to the rows 
of the table starting with the first nucleotide of the first repeat. There are 35 unique heterozygous combinations (see Pattern number). 
The pink highlighted regions indicate the start of the ACG repeat; all combinations have at least three ACG repeats in this region. The 
yellow highlighted regions indicate heterozygous peaks. The grey highlighted regions indicate homozygous peaks. The green 
highlighted regions indicate the change in the pattern that is unique to MICA*010:02. For samples that are homozygous for the repeat 
region, the STR type is simply the number of repeats with the exception of A5.1 indicated by the insertion of a single C peak at 
position 948 (IMGT/HLA database v.3.7.0; http://www.ebi.ac.uk/imgt/hla/).



22 A6/A10 A G C A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A A/T C/G A/G A/G A/C A/T G A/T A/C A/T

23 A7/A8 A G C A G C A G C A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G A/G A/T A/G G/T A/G A/T C/T G/T

24 A7/A9 A G C A G C A G C A G C A G C A G C A G C A A/G C A G C A A/G A/C A A/G C A G/T A/G A/G A A/C A/T G/T G/T C/G A/T

25 A7/A10 A G C A G C A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A C A G/T C/G A/G A/G A A/T A/G C/T A/C T

26 A8/A9 A G C A G C A G C A G C A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G A/G A/T A/G G/T A/G A/T

27 A8/A10 A G C A G C A G C A G C A G C A G C A G C A G C A A/G C A G C A A/G A/C A A/G C A G/T A/G A/G A A/C A/T G/T G/T

28 A9/A10 A G C A G C A G C A G C A G C A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G A/G A/T A/G G/T A/G A/T C/T G/T

29 MICA*010:02 A5/A4 A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A A/T C/G G A/T A/G G/T A/G A/T C/T G/T

30 MICA*010:02 A5/A5.1 A G C A G C A G C A/C A/G C/G A/C A/G C/G A/C A A/C A/C A/G C/G A/C A/G A/G A A A/C C/G A/T G/T G A/G A A/T G/T G/T C/T C/T

31 MICA*010:02 A5/A6 A G C A G C A G C A G C A G C A A/G C A A/G C A G A/C A A/G A/C A/G A/T C/G A/G A/T A/G G/T A/G A/T C/T G/T

32 MICA*010:02 A5/A7 A G C A G C A G C A G C A G C A A/G C A G C A A/G A/C A A/G C A/G G/T A/G A/G A A/C A/T G/T G/T C/G A/T

33 MICA*010:02 A5/A8 A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A C A/G G/T C/G A/G A/G A A/T A/G C/T A/C T

34 MICA*010:02 A5/A9 A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A/G A/T C/G A/G A/G A/C A/T G A/T A/C A/T

35 MICA*010:02 A5/A10 A G C A G C A G C A G C A G C A A/G C A G C A G A/C A A/G C A/G G/T C/G A/G A A/C A/T G C/T A/C G/T

1 All nucleotides are shown on antisense strand in the 5’-3’ direction.  
 In addition to the STR repeat, the  MICA*010:02 allele has a polymorphic position at cDNA nucleotide position 933 which can be determined by the unique patterns (pattern numbers 29-35).
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