
SUPPLEMENTARY FIG. S4. NKX2-1 promoter and putative SMAD binding elements (SBEs). This region contains 1599 bp,
from - 1595 to + 4 relative to the transcription start site of NKX2-1. Bold: transcription start site. Red letters for mutated
nucleotide residues. Putative SBEs, including a consensus sequence [C]AGAC in capitals.




