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Supplemental figure 9
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Wild Type HSF1
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a)!.

ribosomal protein S14 || Rpsl4 || BG074105

heat shock protein, 70 kDa 2 || Hsp70-2 || AA066030

RIKEN cDNA 1810045K07 gene || 1810045K07Rik || BG063656

heat shock protein, 84 kDa 1 || Hsp84-1 || BG067038

RIKEN cDNA 3110002K08 gene || 3110002KO08Rik || AV162446

cysteine and histidine-rich domain CHORD-containing, zinc-binding protein 1 || Chordcl || BG072062
DnaJ Hsp40 homolog, subfamily B, member 1 || Dnajbl || AV133665

heat shock protein, 105 kDa || HsplO5 || BG066973

calcyclin binding protein || Cacybp || BG069742

cDNA sequence BC032200 || BC032200 || BG075807

b)..

ESTs, Moderately similar to T17281 hypothetical protein DKFZp434I1735.1 - human fragment [H.sapiens] || || BG074361
Mus musculus, Similar to RIKEN cDNA 5730409G1l5 gene, clone IMAGE:5068816, mRNA || | BG063985

solute carrier family 28 sodium-coupled nucleoside transporter, member 2 || Slc28a2 || BG063999

CDC like kinase 4 || Clk4 BG074942

heat shock 27kD protein 3 Hspb3 || AvV088214

DnaJ Hsp40 homolog, subfamily C, member 3 || Dnajc3 || BG071035

42 kD cGMP-dependent protein kinase anchoring protein || Gkap42-pending || AV057793

cysteine rich protein 61 || Cyr6l || AV083989

| II

nucleoporin 88kDa || Nup88 || AV002464

CD48 antigen || Cd48 || AV056452

peroxiredoxin 3 || Prdx3 || BG074871

DNA methyltransferase 2 || Dnmt2 || AV094441

carboxypeptidase E || Cpe || AV004714

aconitase 2, mitochondrial || Aco2 || BG075401

MORF-related gene X || Mrgx-pending || BG069673

heterogeneous nuclear ribonucleoprotein A2/Bl || Hnrpa2bl || BG074835
synaptosomal-associated protein, 23kD || Snap23 || BG070125
chaperonin subunit 4 delta || Cct4 BG065133

heat shock 70kD protein 8 || Hspa8 BG064886

heat shock protein, 60 kDa || Hsp60 || BG073067
peptidylprolyl isomerase D cyclophilin D || Ppid ||
expressed sequence AA409370 || AR409370 || BG071200
telomerase binding protein, p23 || Tebp-pending || BG063658
heat shock protein, 74 kDa, A || Hspa9a || BG073420
nucleolar protein 5 || Nol5 || BG065522

ribosomal protein L10A || RpllOa || BG072873

BG063104

d)

Ubb AV140973
Ubb AV111477
Ubb AV093586
Ubc AV093564
Ubc BG073708
ubiquitin Ubc BG073707
ubiquitin Ubc AIB840549
fragile X mental retardation gene 1, autosomal homolog || Fxrlh || BG075817
ubiquitin C Ubc || AV032177
ubigquilin 1 Ubglnl || BG067044
mitogen-activated protein kinase kinase kinase kinase 4 || Map4k4 || BG072015
histocompatibility 13 || H13 || AV020344
semaF cytoplasmic domain associated protein 2 || Semcap2-pending || AV066477
RNA binding motif protein 14 || Rbml4 || AV108732
cold shock domain protein A Csda || AA139010
RIKEN cDNA 2510010F15 gene || 2510010F15Rik || AvV054423
nuclear distribution gene C homolog Aspergillus || Nudc || BG073422
lymphocyte antigen 6 complex, locus A Ly6a AV038265
lymphocyte antigen 6 complex, locus A Ly6a BG072793
CD8 antigen, alpha chain || Cd8a || AA839138
aminolevulinate, delta-, dehydratase || Alad || AV074485
mitogen-activated protein kinase 8 interacting protein 3 || Mapk8ip3 || AvV039876
DnaJ Hsp40 homolog, subfamily A, member 1 || Dnajal || BG076229
crystallin, alpha B || Cryab || BG075084
**expressed sequence AI451606 || AI451606 || BG074151
heat shock protein, 60 kDa || Hsp60 || AW536151
ubiguitin-conjugating enzyme E2 variant 1 || Ube2vl || AV094691
crystallin, alpha B ‘ Cryab “ AV017584
crystallin, alpha B Cryab AV086857
glycosylphosphatidylinositol specific phospholipase D1 || Gpldl || AV086924
DnaJ Hsp40 homolog, subfamily A, member 1 || Dnajal || AV041579
cAMP-regulated guanine nucleotide exchange factor II || Cgef2-pending || AV029846
expressed sequence AI118514 || AI118514 || AvV029886
RIKEN cDNA 1600019D15 gene || 1600019D15Rik || AU045526
retina and anterior neural fold homeobox || Rax || AV311625
mini chromosome maintenance deficient S. cerevisiae || Mcmd || AV310994
|| || aws37151
nuclear receptor subfamily 2, group F, member 1 || Nr2fl || AV125458
serine or cysteine proteinase inhibitor, clade H, member 1 || Serpinhl || BG073716
RNA binding motif protein || Rbm8 || AV093833
ethanol induced 6 || Etohi6 || AV093739
serine or cysteine proteinase inhibitor, clade H, member 1 || Serpinhl || AA041771
heat shock protein, 84 kDa 1 || Hsp84-1 || BG066418
RIKEN cDNA 5730406I15 gene || 5730406I15Rik || AV171113
heat shock protein, 84 kDa 1 Hsp84-1 BG075461
heat shock protein, 84 kDa 1 Hsp84-1 BG075462
heat shock protein, 84 kDa 1 Hsp84-1 BG075463
heat shock protein, 84 kDa 1 Hsp84-1 AV083683
|| || aws41497
RIKEN cDNA 1110038I05 gene || 1110038I05Rik || AW537342
heat shock protein, 84 kDa 1 || Hsp84-1 AWS538216
FK506 binding protein 4 59 kDa || Fkbp4 AV108663
heat shock protein, 84 kDa 1 || Hsp84-1 BG067038
polymerase DNA directed, gamma || Polg AV029925
heat shock 70kD protein 8 “ Hspa8 ‘ BG064886
heat shock 70kD protein 8 Hspa8 AV095050
pyruvate dehydrogenase El1 alpha 1 || Pdhal || AV006327
heat shock 70kD protein 8 Hspa8 AV104309
heat shock 70kD protein 8 Hspa8 BG074803
heat shock 70kD protein 8 Hspa8 BG074333
heat shock 70kD protein 8 Hspa8 AI841358
stress-induced phosphoprotein 1 || Stipl || BG064837
cysteine-rich protein 2 || Csrp2 || AV093798
heat shock 10 kDa protein 1 chaperonin 10 ||
|| || AwW543654
heat shock protein, 86 kDa 1 Hsp86-1 BG064829
heat shock protein, 86 kDa 1 Hsp86-1 AV095159
wingless-related MMTV integration site 6 || Wnté || AV109897
heat shock protein, 86 kDa 1 Hsp86-1 AV111149
heat shock protein, 86 kDa 1 Hsp86-1 ATI841344
heat shock protein, 86 kDa 1 Hsp86-1 BG064775
heat shock protein, 86 kDa 1 Hsp86-1 BG064772
1
T

ubiquitin
ubiquitin
ubiquitin
ubiquitin
ubiquitin

NN QAWwWw

Hspel || BG063078

heat shock protein, 86 kDa Hsp86-1 BG064774
heat shock protein, 86 kDa Hsp86-1 BG074109
ribonuclease 1, pancreatic || Ribl || AV076864
DnaJ Hsp40 homolog, subfamily A, member 1 || Dnajal || AW551675
heat shock protein, 60 kDa || Hsp60 || BG065342
heat shock 10 kDa protein 1 chaperonin 10 Hspel AV055529
heat shock 10 kDa protein 1 chaperonin 10 Hspel AI325874
RIKEN cDNA 5730442K12 gene 5730442K12Rik || AV094562
heat shock protein, 60 kDa Hsp60 || AV094970
synaptojanin 2 || Synj2 || AV083725
heat shock protein, 60 kDa || Hsp60 || BG073067
|| || AwWs44592
heat shock protein, 60 kDa || Hsp60 || BG064728

BG064729

AW543756
calcyclin binding protein || Cacybp || BG075491
DnaJ Hsp40 homolog, subfamily A, member 1 Dnajal AV033372
DnaJd Hsp40 homolog, subfamily A, member 1 Dnajal BG065015
Dnad Hsp40 homolog, subfamily A, member 1 Dnajal BG064328

1

DnaJ Hsp40 homolog, subfamily A, member Dnajal AI841066

heat shock protein, 86 kDa 1 || Hsp86-1 BG063605

FK506 binding protein 4 59 kDa || Fkbp4 BG064128

|l || BG066957

microtubule-associated protein, RP/EB family, member 2 || LOC212307 || AV029918

cysteine and histidine-rich domain CHORD-containing, zinc-binding protein 1 Chordcl AV033613

cysteine and histidine-rich domain CHORD-containing, zinc-binding protein 1 Chordcl BG072062

RIKEN cDNA 2010306G19 gene || 2010306G19Rik || BG067760

DnaJ Hsp40 homolog, subfamily B, member 1 “ Dnaijbl “ AV133665

DnaJ Hsp40 homolog, subfamily B, member 1 Dnajbl AV043862

heat shock protein, 70 kDa 3 Hsp70-3 AV223941

heat shock protein, 70 kDa 3 Hsp70-3 AV024945

heat shock protein, 105 kDa || Hspl05 || BG064500

osmotic stress protein 94 kDa || Osp94 || BG075154

calcyclin binding protein || Cacybp || BG069742

procollagen-proline, 2-oxoglutarate 4-dioxygenase proline 4-hydroxylase, alpha 1 polypeptide || P4hal || AR059838
LPS-induced TN factor || Litaf || AV051386

3-phosphoglycerate dehydrogenase || Phgdh || AV093719

heme oxygenase decycling 1 || Hmoxl || BG064393

solute carrier family 20, member 1 ‘ Slc20al

AI385598
BG063583
Aldhlal || AvV174188

solute carrier family 20, member 1 Slc20al
TTdehyde dehydrogenase family 1, subfamily Al
inhibitor of kappaB kinase beta || Ikbkb || AvV140187

MYB binding protein P160 la || Mybbpla || AV025391

myosin heavy chain, cardiac muscle, adult || Myhca || AV006066

serine or cysteine proteinase inhibitor, clade H, member 1 “ Serpinhil “ AV104522
serine or cysteine proteinase inhibitor, clade H, member 1 Serpinhl AV093463

DnaJ Hsp40 homolog, subfamily B, member 11 || Dnajbll || BG074252

DNA segment, Chr 2, Brigham & Women’'s Genetics 0891 expressed || D2Bwg089le || AV029112
AXL receptor tyrosine kinase || Axl AA990403

mitochondrial ribosomal protein L37 Mrpl37 || AV111369

ESTs || || AvV008299

e)IE

upregulated during skeletal muscle growth 5 Usmg5 || AV061754

signal recognition particle 54 kDa Srp54 AV300786

inhibitor of DNA binding 3 Idb3 AWS557873

inhibitor of DNA binding 3 Idb3 AV150054

ATP synthase, H+ transporting mitochondrial F1 complex, beta subunit || Atp5b || AV061729

inhibitor of DNA binding 3 || Idb3 || AV056842

acetylcholinesterase || Ache || AV223063
GATA binding protein 2 || Gata2 || BG063559

myeloid differentiation primary response gene 88 || Myd8s || Av224822
inhibitor of DNA binding 1 || Idbl || AR036390

nucleoredoxin || Nxn || BG071420

REl-silencing transcription factor Rest || AV119035

inhibitor of DNA binding Idb2 BG073126

inhibitor of DNA binding Idb2 AV087554

inhibitor of DNA binding Idb2 BG071421

inhibitor of DNA binding Idb2 AV135840

inhibitor of DNA binding Idbl BG063153

inhibitor of DNA binding Idbl AV122422

inhibitor of DNA binding Idbl AV149974

Mus musculus, clone IMAGE:4974750, mRNA, partial cds || || BG072824
cadherin 11 Cdhl1l AV014631
cadherin 11 Cdh1l1l AV020416
chemokine C-X-C motif ligand 1 “ Cxcll

RPRERENMDNDNDN

BG067198

chemokine C-X-C motif ligand 1 Cxcll AW986960

zinc finger protein 36, C3H type-like 1 Zfp361ll || AR162569

FXYD domain-containing ion transport regulator 1 || Fxydl || AV086871

expressed sequence AI427129 || AI427129 || BG070835

GTP binding protein gene overexpressed in skeletal muscle || Gem || AV023741

myeloid/lymphoid or mixed lineage-leukemia translocation to 3 homolog Drosophila || M11t3 || BG066845

suppressor of cytokine signaling 3 Socs3 BG063626
suppressor of cytokine signaling 3 Socs3 AA545513

myelin basic protein || Mbp || AV029079

FBJ osteosarcoma oncogene || Fos || AW744546

early growth response 1 Egrl AA119590

early growth response 1 Egrl BG070825

RIKEN cDNA 4833435D08 gene || 4833435D08Rik || AV063994

Jun-B oncogene Junb AV083969

Jun-B oncogene Junb AA608298

hypothetical protein LOC232314 || LOC232314 || BG071975

Ngfi-A binding protein 2 || Nab2 || AR050579

hypothetical protein LOC232314 || LOC232314 || AV050069

solute carrier family 3 activators of dibasic and neutral amino acid transport, member 2 || Slc3a2 || AA162505
hypothetical protein LOC232314 || LOC232314 || BG069649

-4 -2 0 2

Fold Induction

f)EI

4

RIKEN cDNA 9130011J04 gene || 9130011J04Rik || BG069941
[l || AW555717

E2F transcription factor 3 || E2£3 || AV296019
chemokine C-C motif ligand 2 || Ccl2 || AV126006
diphtheria toxin receptor || Dtr || AvV032861

RIKEN cDNA 2700043D08 gene 2700043D08Rik || AV009978
nuclear protein 1 || Nuprl AV087068

asparagine synthetase || Asns BG076017

**expressed sequence AI843643 AI843643 || BG076010
Mus musculus, clone IMAGE:4212199, mRNA || || AvV328577
apolipoprotein D || Apod || AV092555
methylenetetrahydrofolate dehydrogenase NAD+ dependent, methenyltetrahydrofolate cyclohydrolase ‘

AV042917
AV061285
AV050884

Mthfd2
Mthfd2

methylenetetrahydrofolate dehydrogenase NAD+ dependent, methenyltetrahydrofolate cyclohydrolase
methylenetetrahydrofolate dehydrogenase NAD+ dependent, methenyltetrahydrofolate cyclohydrolase
RIKEN cDNA 2810449K13 gene 2810449K13Rik BG076408

RIKEN cDNA 2210410E06 gene 2210410E06Rik BG071849

Kruppel-like factor 5 || K1f5 || BG069607

CCR4 carbon catabolite repression 4-like S. cerevisiae Ccrn4l BG071607

CCR4 carbon catabolite repression 4-like S. cerevisiae Ccrn4l BG071409

| 2810478G24Rik || BG072292

Mthfd2 ‘

RIKEN cDNA 2810478G24 gene
myelocytomatosis oncogene || Myc || AV068526

RIKEN cDNA 2610003B19 gene 2610003B19Rik || AV069536

proviral integration site 1 || Piml || AV066924

ESTs, Moderately similar to defensin related cryptdin 4 [Mus musculus] [M.musculus] || || AV066077
RNA, U22 small nucleolar || Rnu22 || AV140099

|| || Avo71255

ESTs, Weakly similar to A41401 mineralocorticoid receptor - rat [R.norvegicus] || || AV071175
DNA-damage inducible transcript 3 || Ddit3 || AV070098

RIKEN cDNA 1810030M08 gene || 1810030MO8Rik || AV070774

receptor-like tyrosine kinase || Ryk || AV120750

expressed sequence AI448003 || AI448003 || BG071904

RIKEN cDNA 5730403B10 gene || 5730403B10Rik || BG071544

protein tyrosine phosphatase 4al || Ptp4al || BG068173

RIKEN cDNA 4833432B22 gene || 4833432B22Rik || BG063819

parathyroid hormone receptor Pthr || AV145718

**RIKEN cDNA 9030625G08 gene 9030625G08Rik || BG066800

potassium intermediate/small conductance calcium-activated channel, subfamily N, member 4 || Kcnn4 || BG067479
ESTs || || BG063010

protein kinase C, alpha binding protein || Prkcabp || AV056986

exportin 4 || Xpo4-pending || AU022767

jagged 1 || Jagl || AU021923

MAD homolog 7 Drosophila || Madh7 || BF144521

homeo box C4 || Hoxc4 || AA245472
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Supplemental Figure 6 — Distribution of fold-induced expression measurements. This
figure shows the distribution of all the relative expression measurements made with real-

time RT-PCR in the human K562 cell line.

Supplemental Figure 7 — Distribution of HSF1 ChIP-enrichment measurements. This
figure show the distribution of all the ChIP-enrichment measurements made with real-

time RT-PCR in the human K562 cell line.

Supplemental Figure 8 — Distribution of HSE occurrence scores. This figure show the
distribution of all the occurrence scores that were calculated for 2 kb human promoter

sequences that were tested for binding of HSF1 by ChIP.

Supplemental Figure 9 — Expanded version of the clustered mouse microarray

experiments shown in Figure 4.

Supplemental Figure 10 — Same as the cluster analysis in Figure 4, except that the data
from each cell line were transformed by the zero time points. The expression changes in
both cell types are shown for A) homologs of a subset of human genes that were HSF1-
bound and induced, B) homologs that were bound by HSF1 but not heat induced, and C)
homologs that were induced but not bound by HSF1 in the human system. The mouse
microarray data was also analyzed independent of the human experiments, and these
results show D) genes induced by heat in wild type but not HSF1-/- fibroblasts, E) genes

induced in HSF1-/- fibroblasts, and F) genes induced similarly in wild type and HSF1 -/-



fibroblasts. Panel G) shows the average expression profile for spots containing repetitive
elements according to RepeatMasker and the standard error of each time point for each

cell type.

Supplemental Figure 11 — Promoter activities of 48 random human promoters before and
after heat shock. Values on the y-axis are the log (base 2) ratios of promoter activity

before and after heat shock.
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