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Supplementary Figure 1 
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Supplemental Figure 1. Expression levels of ZBTB4 in tumor or non-tumor 

tissues of patients (A and B) and prognostic activity of ZBTB4 (C) were obtained 

from available data bases (32-36).  (D)  Distribution of ZBTB4 mRNA levels in 

patients for determining survival curves (C) (36).  Significant differences are 

indicated in the Figure. 


