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Ab LLLAIQSACNKHGVRIPWVEVALMMGSSITDGAIIQHLAKLRVRMVELGQDVPP
Aca LLLCIQSACNTKSIKLPWETIAELMGGSISDGAITQHLTKLRARLEKEGEQVPP
Acl LLLTVQSVCNKNNIKIPWAEVATTMGHNVSEGAIVQHLAKVRLRRLEAGKDVPP
Ad LLLCIQSACSAKGIKLPWEAVAELMGGSISDGAITQHLTKLRAKLEKEGEHVPP
Af LLLTVQSVCNNQSIKIPWSEVASTMKNNVTEGAIVQHLAKLRTRRVDAGKEVPP
Ag LLLAIQSACNKCNIRIPWIEVALMMGSNITDGAIIQHLAKLRIRMVELGQDVPP
An LLLTVQSVCNTKSIKIPWAEVANTMGHNVTEGAIVQHLAKLRSRRVSADKAVPP
Aor LLLTVQSVCNNQSIKIPWSEVASTMKNNVTEGAIVQHLAKLRTRRVDAGKEVPP
Aot LLLAIQSACNKHGVRVPWGEVANMMQNNITDGAIVQHLAKLRTRMVEAGMEVPP
At LLLTIQSVCNKNSVKIPWAEVAKTMGHNVTEGAIVQHLAKLRSRRVQSDKAVPP
Bf FILNMVYEFRRSEITIPWDKIAHRQRPGSSGAAAMQHVNKLREILITEGHLVPP
Cg LLLNMQYELVQAGVEIPYDRIAHRLRPGSSGSAISQFLGRTRERLVAEGHLVPP
Ch ILLNLMYEASIKGIKLPMDAVAHRTHCGASGQSLIQWLARERKNMLKQGRMCPP
Ci LLLSIQYACNAAGIKIPWGNVATLMGNNITEGAIVQHLAKLRARMEEEGIRVPP
Cm LLLHLHYECTRHKIVLPWDSIAHRLHPGSSGAAVVQHLNRVRKELIREGHLVPP
Cp LLLSIQYACNAAGIKIPWGNVATLMGNNITEGAIVQHLAKLRARMEEEGIRVPP
Gg LLLNTLYQASIQGHKLSMDAIAHRTHCGASGQSLIQHLARERRKILKRGRMAPP
Gl LMLHVQYECQRQGVQIPWDKVVHRLSPGSSGATAQQHLNKIRDILVGEGHMVPP
Mac LLLHIHYECSRHKLQLPWDAIAHRFHPGSSGAAIIQHINRLRREVLVEGHLVPP
Man LLLHIHYECSRHKLQLPWDAIAHRFHPGSSGAAIIQHINRLRREVLVEGHLVPP
Mo VMMHLQYECSRHKIELPWDAIAHRLHPGSTGGAVVQHLGRLRSQLIVEGHLVPP
Nc LLLHIQYECSRYRVDIPWDSIAHRLHPGSTGSAIHQHLNRLRSHLIAEGHLVPP
Nd LLLHIQYECSRYRVDIPWDSIAHRLHPGSTGSAIHQHLNRLRSHLIAEGHLVPP
Nf LLLTIQSVCNTKNVKIPWADVASTMGHNVTDGAIVQHLSKLRSRRVEGGKVVPP
Nh LLQVLVYECNRAKIRLPWDQVAHRLNPGSSGSSIIQWLGRNRNDLIAEGHIVPP
Nt LLLHIQYECSRYRVDIPWDSIAHRLHPGSTGSAIHQHLNRLRSHLIAEGHLVPP
Pb LLLSIQSACNSLAIKLPWQEIAALMGGSISDSAIVQHLTKLRARMEESGASVPP
Pd LLLAIQYACNKSSVKIPWKEVAEVMGEKFTEGAIVQHLSKLRTKREEQDKPNPP
Pm LLLTIQSVCNKEGVRLPWAEVAKSMGNNVTDGAIIQHLAKLRIRRVEKNKQVPP
Sm LLLHIQYECSRYRVDIPWDSIAHRLHPGSTGSAIHQHLNRLRGHLIAEGHLVPP
Ss LILHIVFECRRADINLPWDKIAHRLCPGSSGAAAQQYINKMRDVLITEGHLVPP
Tre VLHCLIYEMELMDMRVSWDNIAHRLRPGTSGSSLKQYIHRSRNGLVSEGHVVAP
Tru LLLSIQSACNKCGVRIPWIEVALMMGSNITDGAIIQHLAKLRVRMVELGQDVPP
Ts LLLTIQSVCNREGVKIPWAEVAKSMGNNVTEGAIIQHLAKLRVRRVEKNKQVPP
Tve LLLAIQSACNKCGVRIPWVEVALMMGSSITDGAIIQHLAKLRVRMVELGQDVPP
Tvi LLLHIHYECARHKVNVPWDAIAHRLHPGSSGQAVLQHVNRLRKELLSEGHMVPP
Ur LLLSIQSACNSAGIRIPWAQVAEIMGEKITEGAIVQHLAKLRSRMEGDGIPVPP
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Figure	  S1	  	  	  Conserved	  region	  in	  SAD-‐4	  homologs.	  	  Positions	  are	  relative	  to	  N.	  crassa	  SAD-‐4.	  	  Strain	  names	  and	  sequence	  

accession	  numbers	  are	  listed	  in	  Table	  S2.	  

 


