Supplemental Fig. 3
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Tran&;:sti !IE}{A'HY 24p3-I-fwt Sequence Alignments Sequence Length
mmu-mir-362 3.39 AACACACCUGUUCAAGGAUUCA  X6819108-6818172 () 72
rmL-rrir-21 3.04 USCUAUGCCAACALUAUUGECAUC 4 BESSS451-BESSA56E (-) 73
rmL-rrir-1958 213 UAGGAAAGUGGAAGCAGLAAGU  4-4B225001-4B226087 (-) 2
mimu-rmir-1936 204 UAACUGACCUSCUGUGAACUGGEES  12:103923133-103823230 (-) 23
mimu=-mir-363 1.83 AALLGCACEEUALCCALCUGUA X 3009487 0-50054544 (-) 22
mimu-mir-423 1,65 UGAGGGGCAGAGAGCGAGACUUL 11 TBA91566-TERS1ETS () 73
mm-mir-483 172 AAGACGGGAGAAGAGAAGGGAG  7:149B4DB25-149840001 (-) 2
mmu-mir-18a 0.58 ACUGCCCUAAGUGCUCCUUCUG  14:115443073-115443168 (+) 72
mru-mir-678 0.54 GEAUGACACCACACUGGGUAGA  X:64054683-64054760 (-) o)
mimu-rmir-1903 D45 COULCUUCUUC LS CLGEAGEATA . 130BE3141-13D6B3220 (+) 22
Fimu-rir-1966 D.43 AACEEAGCUGECUCAGGAGAGAGUC 3 10DB130385- 106130473 (+) 23
FmL-rir-GE5E 0.49 AGUUUUGUGUGCAUGUGCAUGY  2.10369417-10389513 (+) 22
mmu-mir-335 0.58 UUUUUCAUUAUUGCUCCUGACS  6:30691265-30681306 (+) 72 Eo99>c000
mmu-mir-654 0.3 UAUGUCUGCUGACCAUCACCUU  12:110861428-110961511 (+) 72 g E£Ess3525§S
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