
MGKVKVGVNGFGRIGRLVTRAAFNSGKVDI VAINDPFIDLNYMVYMFQYDSTHGKFHGTV
M--VKVGVNGFGRIGRLVTRAAICSGKVEI VAINDPFIDLNYMVYMFQYDSTHGKFNGTV
M--VKVGVNGFGRIGRLVTRAAFNSGKVDV VAINDPFIDLHYMVYMFQYDSTHGKFHGTV
M--VKVGVNGFGRIGRLVTRAAFSCDKVDI VAINDPFIDLNYMVYMFQYDSTHGKFNGTV
* *******************: ..**:: **********:***************:***

KAENGKLVINGNPITIFQERDPSKIKWGDA GAEYVVESTGVFTTMEKAGAHLQGGAKRVI
KAENGKLVINGKPITIFQERDPTNIKWGEA GAEYVVESTGVFTTMEKAGAHLKGGAKRVI
KAENGKLVINGKAITIFQERDPANIKWGDA GAEYVVESTGVFTTMEKAGAHLKGGAKRVI
KAENGKLVINGKPITIFQERDPANIKWGDA GAEYVVESTGVFTTMEKAGAHLKGGAKRVI
***********:.*********::****:* **********************:*******

ISAPSADAPMFVMGVNHEKYDNSLKIISNA SCTTNCLAPLAKVIHDNFGIVEGLMTTVHA
ISAPSADAPMFVMGVNHEKYDNSLKIVSNA SCTTNCLAPLAKVIHDNFGIVEGLMTTVHA
ISAPSXDAPMFVMGVNHEKYDNSLKIVSNA SCTTNCLAPLAKVIHDHFGIVEGLMTTVHA
ISAPSADAPMFVMGVNHEKYDNSLKIVSNA SCTTNCLAPLAKVIHDNFGIVEGLMTTVHA
***** ********************:*** ****************:*************

ITATQKTVDGPSGKLWRDGRGALQNIIPAS TGAAKAVGKVIPELNGKLTGMAFRVPTANV
ITATQKTVDGPSGKLWRDGRGAAQNIIPAS TGAAKAVGKVIPELNGKLTGMAFRVPTPNV
ITATQKTVDGPSGKLWRDGRGAAQNIIPAS TGAAKAVGKVIPELNGKLTGMAFRVPTPNV
ITATQKTVDGPSGKLWRDGRGAAQNIIPAS TGAAKAVGKVIPELNGKLTGMAFRVPTPNV
********************** ******* ***************************.**

SVVDLTCRLEKPAKYDDIKKVVKQASEGPL KGILGYTEHQVVSSDFNSDTHSSTFDAGAG
SVVDLTCRLEKPAKYDDIKKVVKQASEGPL KGILGYTEDQVVSCDFNSNSHSSTFDAGAG
SVVDLTCRLEKAAKYDDIKKVVKQASEGPL KGILGYTEDQVVSCDFNSATHSSTFDAGAG
SVVDLTCRLEKPAKYDDIKKVVKQAAEGPL KGILGYTEDQVVSCDFNSNSHSSTFDAGAG
***********.*************:**** ********.****.**** :**********

IALNDHFVKLISWYDNEFGYSNRVVDLMAH MASKE
IALNDNFVKLISWYDNEYGYSNRVVDLMAY MASKE
IALNDHFVKLISWYDNEFGYSNRVVDLMVH MASKE
IALNDNFVKLISWYDNEYGYSNRVVDLMAY MASKE
*****:***********:**********.: *****
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Supplementary Fig. S1
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