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Table S1. Number of embryo expression profiles used for data quantification, per gene and per time class. (*) c13
and c14A t1 til/tIf embryos can only be distinguished from heterozygous or wild-type embryos through lack of TIl expression.
Since not all embryos in our data set were stained for TII, the t/° numbers for c13 and t1 below represent a mix of mutant
and wild-type embryos. Comparing embryos without Tl staining with wild-type embryos (last 2 columns) shows that there are
only very subtle differences in Eve expression in tI[/tIl versus wild-type at this stage (see Figure 4).

tr° wt tr wt tr wt tur wt ti° wt tr wt tr wt tr wt tr wt
63 171 20 98 8 47 1 9 12 49 24 28 29 2 11 21 11 22
192 182 36 58 27 28 36 21 51 62 83 36 64 15 44 25 18 28
69 112 15 30 13 15 24 20 23 30 15 37 19 14 12 24 13 13
57 162 15 38 7 21 14 23 19 43 11 36 14 16 11 34 14 19
62 149 14 28 7 17 17 24 22 28 17 29 17 12 16 36 13 14
76 180 24 25 13 14 21 27 32 44 15 34 24 22 17 54 16 16
51 170 19 29 3 18 16 21 29 47 11 34 21 20 20 52 15 18
49 157 20 15 6 13 20 23 15 33 10 16 16 20 12 48 7 12
31 144 7 12 3 12 8 25 10 33 3 13 13 17 13 38 6 17



Table S2. Average positions of Eve domain peaks in wild-type and t/° mutant embryos. Average positions (in % along
the A—P axis, where 0% is the anterior pole) are shown for the point of maximum intensity of each visible Eve stripe from t3
to t8. Moreover, we show Bonferroni-corrected p-values resulting from Student’s t-tests for equality of the mean. Shaded
boxes highlight p-values indicating significant differences in stripe positions in wild-type compared to mutants (p<0.005). See
Materials and Methods for details on measurements and statistical tests.

wt‘tllg‘p wt‘tlf"p‘wttllg‘p‘wt‘tlf’ p‘wt‘tllg‘p wt‘tlf"p‘wttllg‘p

32.38 31.33 203.552 42.66 4261 114.943 50.84 51.62 0.242 59.41 59.95 6.685 - 69.25 - - 81.91 - 83.68
31.94 31.65 158.843 42.40 43.06 7.183 50.87 52.10 0.037 58.18 59.92 9e-05 ‘ 66.12 69.33 ‘ 6e-12 72.94 81.75 ‘ 5e-37 84.08
31.65 30.66 203.964 41.68 41.57 139.019 50.05 50.28 29.702 57.34 58.15 0.030 65.12 67.60 2e-14 72.45 80.12 3e-37 82.75
31.56 30.62 203.659 41.35 40.92 193.095 49.74 49.79 84.960 57.11 57.82 1.156 64.77 67.22

3e-06 72.28 79.81 3e-19 81.84

31.69 31.37 173.173 40.82 41.19 21.202 49.14 49.89 0.549 56.47 57.60 0.004 ‘ 63.75 66.39 4e-11 71.11 78.87 5e-29 80.26

31.89 30.54 203.556 40.77 40.19 185.095 48.90 48.88 105.582 55.99 56.35 27.182 62.91 65.00 ‘ 5e-05 70.32 77.60 ‘ 5e-13 79.32 87.37 5e-11

Table S3. Temporal shifts of Eve domain peaks in wild-type and t/F mutant embryos. This table shows differences
between peak positions (in % egg length, EL) at t3 and t8 from Table S2.

wt 0.49 1.89 1.94 3.42 3.21 2.62 4.36

tr 0.79 242 2.74 3.59 4.34 4.16 -



Table S4. Widths of Eve stripes in wild-type compared to t/F mutant embryos. Average domain widths (in %EL) are
shown for each detectable Eve stripe from t5 to t8. We also show Bonferroni-corrected p-values resulting from Student’s t-
tests for equality of the mean domain size. Shaded boxes highlight those p-values indicating significant differences in
domain width between wild-type and mutant embryos (p<0.005).

wt‘tllg‘p wttlF‘p‘wttlF p‘wt‘tlf’ D wt‘tllg‘p wttlF‘p‘wttlF p

515 489 23820 555 538 22366 423 405 23642 384 390 5995 470 455 21883 502 7.01 |5e-15 6.94 - -
439 431 18.672 5.15 498 22164 4.1 3.92 23273 372 415  0.002 ‘ 406 4.69 ‘ 6e-05 456 7.37 ‘ 5e-15 6.45 - -
3.64 336 23966 446 3.95 23998 3.74 359 23275 360 385 0152 377 427 ‘ 2e-05 423 824 |b5e-15 5.63 - -

314 296 22589 3.74 3.01 24000 332 311 23136 335 347 3694 352 365 4265 386 8.68 ‘56-15 5.27 - -

Table S5. Variability in the positions of Eve stripe peaks in wild-type and t/F mutant embryos. Standard deviations (in
%EL) are shown for the point of maximum intensity of each detectable Eve stripe from t3 to t8. We also show Bonferroni-
corrected p-values resulting from Levene’s tests for equality of variances. Shaded boxes highlight those p-values indicating
significant differences in variability between wild-type and mutant embryos (p<0.005).

wt‘tllg‘p wttll"‘p‘wttllg p‘wt‘tllg p wt‘tllg‘p wttll"‘p‘wttllgp

155 244 0012 1M1 197 0.085 1.27 157 0328 1.34 1.86 0.200 - 2.21 - - 297 - 1.62 - -

148 268 0.019 133 259 | 0.001 112 243 2e-05 1.08 239 1e-04‘ 123 259 0011 127 261 | 3e-04 167 - -

1.50 2.02 3529 1.31 1.87 9.202 1.09 1.67 2753 0.99 1.70 0.007 1.08 2.03 ‘ 2e-06 123 283 ‘ 9e-11  1.68 - -
1.45 1.99 0.147 1.26 168 3.188 1.11 163 1588 1.11 180 0.131 134 259 ‘ 1e-03 149 3.51 ‘ 9e-07 1.82 - -
1.45 192 1538 1.34 1.80 2.044 1.18 162 3.737 1.16 158 18.591 1.23 187 0.052 140 237 0.085 157 - -

160 228 17921 140 222 3361 1.17 1.88 0.106 1.14 164 2251 1.12 1.80 0.159 126 2.96 ‘8e-06 1.34 248 0.242



Table S6. Variability in widths of Eve stripes in wt and t//° mutant embryos. Standard deviations (in %EL) are shown for
the width of each detectable Eve stripe from t5 to t8. We also show Bonferroni-corrected p-values resulting from Levene’s
tests for equality of variances. Shaded boxes highlight those p-values indicating significant differences in width variability
between wild-type and mutant embryos (p<0.005).

wt‘tllg‘p wt tlF‘p‘wttlF p‘wt‘tllg p wt‘tllg‘p wt tlF‘ ‘wttlF p

069 075 8671 0.60 0.81 0.144 041 0.64 | 0.002 048 064 0344 0.78 072 12950 0.70 1.63 ‘ 9e-09 0.64 - -
050 0.73 0.119 046 0.80 ‘ 1e-05 039 067 0.045 036 0.73 6e-07 ‘ 046  0.86 ‘ 0.001 048 1.59 ‘ 3e-13  0.73 - -
047 054 3900 054 081 0807 036 050 0572 034 066 0016 039 060 0.095 040 1.61 ‘ 1e-13 0.57 - -

048 057 1274 058 057 9730 038 058 0001 049 058 0539 048 070 0135 048 156 ‘4e-07 0.57 - -

Table S7. Average positions of peaks and boundary positions of gap domains in wild-type and t/° mutant embryos.
Average positions (in % along the A—P axis, where 0% is the anterior pole) are shown for the position of the anterior
boundary, the maximum intensity peak, and the posterior boundary of the central Kr, the posterior Kni, and posterior Gt
domain from t3 to t8. See Materials and Methods for details on measurements of boundary and peak positions.

A boundary Peak P boundary A boundary ‘ Peak ‘ P boundary ‘ A boundary Peak P boundary

wt tiF wt tIP wt tIe wt tIP ‘ wt ‘ tie ‘ wt ‘ tiF ‘ wt ‘ tie wt tIP wt tie
4439 46.21 5215 53.06 60.16 6111 59.01 6139 6480 66.71 7068 7404 69.33 7312 75.00 8336 8226 91.70
4422 4742 5213 55.05 60.11 6278 5882 6225 64.03 67.32 6982 7483 6867 7371 7414 80.96 79.77 89.65
4391 4534 5162 5242 5956 61.16 58.39 60.70 63.81 66.05 69.38 7233 68.01 7417 73.00 80.37 7848 87.38
4361 4540 5115 5181 5919 6080 5839 5962 6357 6567 6899 7166 67.32 7250 7222 7810 7751 8512
43.22 4461 50.18 5057 5787 57.86 57.85 59.38 63.06 6508 6834 71.03 66.82 7232 7135 7845 76.36 84.61
4328 4485 49.89 4996 57.16 56.05 57.14 7.33 62.60 63.14 67.65 69.03 66.29 70.03 70.66 77.44 7548 84.4



Table S8. Temporal shifts of gap domain peaks in wild-type and t/F mutant embryos. The values shown in this table
represent differences between peak positions (in %EL) at t3 and t8 from Table S7.

wt tIe wt ‘ tIe wt tIe

2.26 3.10 2.21 3.57 4.34 5.92

Table S9. Widths of gap domains in wild-type and t/I° mutant embryos. Average domain widths (in %EL) are shown for
the central Kr, the posterior Kni, and the posterior Gt domain from t3 to t8.

wt tr wt tur wt tr
15.77 14.89 11.67 12.65 12.92 18.58
15.89 15.37 11.00 12.58 11.09 15.94
15.65 15.82 10.98 11.63 10.47 13.21
15.57 15.39 10.61 12.04 10.19 12.62
14.64 13.25 10.50 11.65 9.54 12.29
13.88 11.20 10.52 11.70 9.19 14.46



Table S10. Variability in the position of gap domain peaks and boundaries in wild-type and t/°F mutant embryos.
Standard deviations (in %EL) are shown for the position of the anterior boundary, the peak of maximum intensity, and the
posterior boundary of the central Kr, the posterior Kni, and posterior Gt domain from t3 to t8.

A boundary ‘ Peak ‘ P boundary ‘ A boundary ‘ Peak ‘ P boundary ‘ A boundary ‘ Peak ‘ P boundary

wt tIP ‘ wt tIP ‘ wt tIP ‘ wt tIP ‘ wt tIP ‘ wt tIP ‘ wt tIP ‘ wt tIP ‘ wt tIP
139 152 130 122 125 135 096 227 097 246 102 367 103 255 099 566 179 6.5
124 193 114 212 120 242 105 256 080 28 088 272 116 133 147 162 181 296
103 165 100 224 105 222 100 236 095 305 118 261 097 101 124 162 148 207
112 162 093 175 119 230 089 204 080 216 106 269 094 234 109 109 133 147
120 202 122 180 143 246 089 168 105 157 104 166 094 243 115 282 107 350

1.09 1.91 0.95 2.01 1.42 1.20 0.78 1.35 0.92 1.45 1.01 2.03 1.08 2.46 1.16 1.73 1.22 2.98



Table S11. Variability in widths of gap domains in wild-type and t/F mutant embryos. Standard deviations (in %EL) are
shown for the width of the central Kr, the posterior Kni, and posterior Gt domain from t3 to t8.

wt 7/id wt tiF wt 7/id
1.10 2.25 1.08 2.99 2.07 4.66
1.04 1.95 0.79 1.77 1.02 2.82
0.91 1.93 0.78 2.19 1.16 1.93
1.15 2.44 0.80 2.02 0.83 1.97
1.42 1.03 0.51 0.63 0.48 2.01
1.29 1.05 0.83 1.64 0.54 4.28



