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Supplementary	  Table	  1

A
Marker Alu File Name Chr From To Intron Gene Homo Chimp Orang Baboon Rhesus Marmoset Tarsuius Bushbaby Mouse lemur Tree shrew Mouse Guinea pig Dog Horse

1 A40 FLAM_A link40-GC 1 85425503 85425834 intron MCOLN2 + + + + + + + - - ? ? ? - -
2 A02 AluSx chr2_15395-GC 2 227644729 227645219 intron IRS1 + + + + + + + - - ? - - - -
3 A51 AluSx link51-GC 3 186462009 186462748 downstream KNG1 + + + + + + + - - ? ? - - -
4 A64 FLAM_A link64-GC 5 149390430 149390749 intron HMGXB3 + + + + + + + - - - - - - -
5 A78 FAM link78-GC 7 116945630 116945990 intron WNT2 + + + + + + + - - d ? - - -
6 A80 FLAM_A link80-GC 8 42056706 42057148 intron PLAT1 + + + + + + Ins + - - ? ? ? - d
7 A82 FLAM_A link82-GC 8 100490117 100490437 intron VPS13B + + + + + d + - - - ? ? - -
8 A10 FLAM_C chr10_80089-GC 10 116318982 116319321 intron ABLIM1 + + + + + + + - - - ? - - -
9 A04 FAM link4-GC 11 20659017 20659401 intron SLC6A5 + + + + + + + - - - - - - -
10 A08 FLAM_A link8-GC 11 128763149 128763492 intron KCNJ5 + + + + + + + - - - - - ? ?
11 A26 FLAM_A link26-GC 12 27844129 27844452 intron PPFIBP1 + + + + + + + - - - - - - -
12 A14 FLAM_A link14-GC 12 52040757 52041082 intron SCN8A + + + + + + + - - ? - ? - -
13 A15 FLAM_A link15-GC 12 52138299 52138609 intron SCN8A + + + + + + + - - - ? ? - -
14 A17 FLAM_A link17-GC 12 99835883 99836207 intron ANKS1B + + + + + + + - - ? - - - -
15 A19 FRAM link19.NNN-GC 13 44909151 44909472 + + + + + + + - - - - - - -
16 A20 FLAM_A link20-GC 13 48569115 48569407 intron SUCLA2 + + + + + Ins + + - - - ? ? ? ?
17 A21 FLAM_A link21-GC 14 37734831 37735102 intron MIROL1 + + + + + + + - - - - - - -
18 A16 AluJb chr16_26298-GC 16 48009727 48010240 intron? NSCAN:chr16.559 + + + + ? + + - - ? ? ? - -
19 A29 AluSx link29-GC 17 40401035 40401512 intron STAT5B + + + + ns + + - - - ? ? - ?

OutgroupsHuman genome (hg19)

intergenic

Presence/absence	  state	  (+/-‐)	  of	  phylogene<cally	  informa<ve	  retroposon	  inser<ons	  and	  genome-‐coordinates	  for	  human	  (hg19)	  for	  Alu	  SINEs	  (A),	  LINEs	  (B)	  and	  LTR	  (C)	  elements.	  The	  subfamily	  affilia/on	  of	  elements	  is	  given	  in	  the	  third	  column.	  
Among	  the	  new	  19	  diagnos/c	  Alu	  inser/ons	  were	  3	  dimeric	  Alu	  elements	  	  of	  the	  subfamily	  Sx,	  1	  of	  the	  subfamily	  Jb,	  and	  15	  monomeric	  elements	  (12X	  FLAMs	  or	  SP-‐D;	  1X	  FRAM;	  2X	  FAM	  or	  PB1).	  	  
Diagnos/c	  LINES	  were	  from	  the	  subfamily	  L1PB4,	  diagnos/c	  LTRs	  divide	  in	  62	  MSTB	  and	  one	  MSTC	  elements.	  Alu/LINE/LTR	  =	  element	  subfamily,	  Marker	  =	  name	  of	  sequence,	  Chr	  =	  chromosome,	  	  d	  =	  dele/on,	  
?	  =	  no	  alignable	  sequence	  informa/on,	  +Ins	  =	  additonal	  inser/on,	  ns	  =	  no	  sequence	  available.	  Alignments	  of	  all	  loci	  are	  a\ached.	  

2



B
№ Marker LINE File Name Chr From To Intron Gene Homo Chimp Orang Baboon Rhesus Marmoset Tarsuius Bushbaby Mouse lemur Tree shrew Mouse Guinea pig Dog Horse
1 L06 L1PB4 06_L1PB4-JS-GC 1-rc 182523983 182524650 intron RGSL1 + + + + + + + - - - ? ? - -
2 L36 L1PB4 36_L1PB4-JS-GC 4 148410120 148410633 intron EDNRA + + + + + + + - - ? ? ? d -
3 L39 L1PB4 39_L1PB4-JS-GC 5 85738933 85739326 + + + + + + + - - - ? - ? -
4 L41 L1PB4 41_L1PB4-JS-GC 5 117422698 117423070 + + + + + + + - - - ? - - -
5 L43 L1PB4 43_L1PB4-JS-GC 5 144208914 144209472 + + + + + + + - - - ? ? - d
6 L70 L1PB4 70_L1PB4_Low_C-JS-GC 8 110725747 110726430 + + + + + + + - - ? - - - -
7 L77 L1PB4 77_L1PB4_Short-JS-GC 9 118511092 118511429 + + + + ns + + - - - - ? - -
8 L79 L1PB4 79_L1PB4_Long-JS-GC 10 53068949 53070094 intron PRKG1 + + + + ? + + - - - ? ? - -
9 L84 L1PB4 84_L1PB4_Short-JS-GC 11 48268829 48269271 intron? OLFR pseudo + + + + + ? + - - - ? ? ? -
10 L85 L1PB4 85_L1PB4-JS-GC 11 82496018 82496816 + + + + + + + - - ? ? ? - -
11 L87 L1PB4 87_L1PB4_DRs-JS-GC 11-rc 101357895 101358459 intron TRPC6 + + + + + + + - - - ? - - -
12 L90 L1PB4 90_L1PB4-JS-GC 12 15691874 15692397 intron PTPRO + + + + + + + - - ? ? ? - -
13 L96 L1PB4 96_L1PB4_DRs-JS-GC 13 94791280 94791771 intron GPC6 + + + + + + + - - ? ? - - -
14 L99 L1PB4 99_L1PB4_GC 13 106955531 106956238 + + + + + + + - - ? ? - ? ?
15 L101 L1PB4 101_L1PB4-JS-GC 14-rc 70591827 70592562 intron SLC8A3 + + + + + + + - - - - - ? ?
16 L106 L1PB4 106_L1PB4-JS-GC 15 91729725 91730285 intron SV2B + + + + + ? + - - ? - - - ?
17 L109 L1PB4 109_L1PB4-JS-GC 16 53813451 53813717 intron FTO + + + + + + + - - - - - - -
18 L111 L1PB4 111_L1PB4-JS-GC 16 79033507 79033899 intron WWOX + + + + + + + - - - ? ? - ?
19 L112 L1PB4 112_L1PB4-JS-GC 17 52302908 52303320 + + + + + + + - - - - - - -
20 L113 L1PB4 113_L1PB4-JS-GC 17 67108495 67109272 intron ABCA6 + + + + + + + - - ? - ? - -
21 L114 L1PB4 114_L1PB4-JS-GC 17 69850664 69851041 + + + + + + + - - d ? - - -
22 L122 L1PB4 122_L1PB4_GC 18-rc 70570246 70570892 + + + + + + + - - - ? - - -

intergenic
intergenic

intergenic

intergenic

Outgroups

intergenic

intergenic

Human genome (hg19)

intergenic

intergenic
intergenic
intergenic
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C
Marker LTR File Name Chr From To Intron Gene Homo Chimp Orang Baboon Rhesus Marmoset Tarsuius Bushbaby Mouse Lemur Tree shrew Mouse Guinea pig Dog Horse

1 M02 MSTB1 02_MSTB1-JS-GC 1 72001799 72002429 intron NEGR1 + + + + + + + - - ? ? ? - -
2 M11 MSTB1 11_MSTB1-JS-GC 2 12467887 12468925 + + + + + + + - - - ? ? ? ?
3 M12 MSTB 12_MSTB-JS-GC 2 23888260 23888910 intron KLHL29 + + + + Ins + Ins ? + - - - ? ? ? ?
4 M14 MSTB1 14_MSTB1-JS-GC 2 41988161 41989329 + + + + + + + - - ? - - - -
5 M15 MSTB1 15_MSTB1-JS-GC 2 70986163 70987267 intron ADD2 + + + + + + + - - ? ? ? - -
6 M16 MSTB1 16_MSTB1-JS-GC 2 76496842 76497880 + + + + + + + - - ? ? ? - ?
7 M17 MSTB1 17_MSTB1-JS-GC 2 79406790 79407641 + + + + + ns + - - - ? ? - ?
8 M18 MSTB 18_MSTB-JS-GC 2 79524907 79526021 + + + + + + + - - ? ? ? - ?
9 M20 MSTB1 20_MSTB1-JS-GC 2 143049616 143050310 + + + + + + + - - - ? ? - -
10 M21 MSTB1 21_MSTB1-JS-GC 2 163323392 163324502 intron KCNH7 + + + + + + + - - ? ? ? - -
11 M23 MSTB1 23_MSTB1-JS-GC 2 204609047 204609821 + + + + + + + - - d - ? - -
12 M24 MSTB1 24_MSTB1-JS-GC 2 204881327 204882441 intron? NSCAN:chr2.5.057 + + + d d + + - - ? ? ? - -
13 M25 MSTB1 25_MSTB1-JS-GC 3 5516648 5517583 + + + + + + + - - ? - - - -
14 M27 MSTB1 27_MSTB1-JS-GC 3 97667409 97668461 intron MINA + + + + + + + - - - - ? ? ?
15 M28 MSTB1 28_MSTB1-JS-GC 3 100298096 100298916 + + + + + + + - - ? - ? ? ?
16 M29 MSTB1 29_MSTB1-JS-GC 3 135023873 135024791 + + + + + + + - - ? - - - -
17 M30 MSTB1 30_MSTB1-JS-GC 3 139417287 139418030 + + + + + + + - - - - - ? -
18 M34 MSTB1 34_MSTB1-JS-GC 4 137719968 137720579 + + + + + + + - - ? - - - -
19 M35 MSTB1 35_MSTB1-JS-GC 4 143741132 143741909 intron INPP4B + + + + + + + - - ? - ? - -
20 M37 MSTB1 37_MSTB1-JS-GC 5 57569487 57570347 + + + + + + + - - - - - - -
21 M38 MSTB1 38_MSTB1-JS-GC 5 71725831 71726590 + + + + + + + - - - ? - - ?
22 M40 MSTB 40_MSTB-JS-GC 5 103023126 103023778 + + + + + + + - - ? ? ? - -
23 M42 MSTB1 42_MSTB1-JS-GC 5 142864785 142865447 + + + + + + + - - ? - ? - -
24 M45 MSTB1 45_MSTB1-JS-GC 5 156950158 156950967 intron ADAM19 + + + + + + + - - - ? - ? ?
25 M47 MSTB 47_MSTB-JS-GC 6 11469344 11469903 intron BC030116 + + + + + + + - - ? ? ? ? -
26 M48 MSTB 48_MSTB-JS-GC 6 11833730 11834681 + + + + + + + - - ? - ? - -
27 M51 MSTB1 51_MSTB1-JS-GC 6 62913631 62914174 intron KHDRBS2 + + + + + + + - - - ? ? ? ?
28 M52 MSTB1 52_MSTB1-JS-GC 6 96573823 96574496 intron FUT9 + + + + + + + - - - ? ? - -
29 M53 MSTB 53_MSTB-JS-GC 6 93143652 93144311 + + + + + + + - - ? - ? - -
30 M56 MSTB1 56_MSTB1-JS-GC 6 140228311 140229201 + + + + + + + - - - - - - -
31 M58 MSTB1 58_MSTB1-JS-GC 7 17313454 17314625 + + + + + + + - - - ? - - -
32 M62 MSTB1 62_MSTB1-JS-GC 7 54574702 54575494 + ? + + + + + - - ? ? ? -
33 M63 MSTB 63_MSTB-JS-GC 7 112196075 112196908 + + ? + + ? + - - ? ? ? - -
34 M66 MSTB1 66_MSTB1-JS-GC 8 33900254 33901030 + + + + + + + - - ? ? - - ?
35 M68 MSTB1 68_MSTB1-JS-GC 8 59081201 59081987 + + + + + + + - - ? ? ? ? -
36 M71 MSTB1 71_MSTB1-JS-GC 9 9888236 9888896 intron PTPRD + + + + + + + - - ? ? ? - -
37 M72 MSTB1 72_MSTB1-JS-GC 9 16165094 16166044 intron? NSCAN:chr9.088 + + + ? + ? + - - ? - - - -
38 M73 MSTB1 73_MSTB1-JS-GC 9 75390342 75391364 intron TMC1 + + + + + ? + - - ? - - ? -
39 M74 MSTB1 74_MSTB1-JS-GC 9 78197092 78197776 intron MIR548H3 + + + + d + + - - ? - - - -
40 M75 MSTB2 75_MSTB2_Low_C-JS-GC 9 82381408 82382075 + + + + + + + - - ? - - ? -
41 M76 MSTB1 76_MSTB1-JS-GC 9 114021689 114022444 + + + + + + Ins + - - - ? ? ? -
42 M78 MSTB1 78_MSTB1-JS-GC 10 28155304 28155975 intron ARMC4 + + + + ? + + - - ? ? - - -
43 M80 MSTB1 80_MSTB1-JS-GC 10 68222809 68223411 intron STNNA3 + + + + + + + - - ? - ? ? -
44 M81 MSTB1 81_MSTB1-JS-GC 10 72729661 72730274 intron? NSCAN:chr10.460 + + + + + + + - - - ? - - -
45 M82 MSTB1 82_MSTB1-JS-GC 11 28840715 28841512 + + + + + + + - - - - ? - -
46 M93 MSTB1 93_MSTB1-JS-GC 13 34914513 34915139 + + + + + + + - - ? ? ? - -
47 M94 MSTB1 94_MSTB1-JS-GC 13 43115060 43115947 + ns + + + + + - - ? ? - - -
48 M95 MSTB1 95_MSTB1-JS-GC 13 66961365 66961983 intron PCDH9 + + + + + + + - - - - - - -
49 M100 MSTB1 100_MSTB1-JS-GC 14 66177307 66178076 intron FUT8 + + + + + ? + - - ? - ? - -
50 M102 MSTB1 102_MSTB1-JS-GC 14 77133078 77133709 intron? NSCAN:chr14.512 + + + + + + Ins + - - ? - ? - -
51 M290 MSTC 290_MSTC-GC 14 81387413 81388014 intron SEP128 + + + + + + + - - - - ? ? ?
52 M107 MSTB1 107_MSTB1-JS-GC 15 92069407 92070337 + + + + + + + - - ? ? ? ? -
53 M116 MSTB1 116_MSTB1-JS-GC 18 7386247 7386856 + + + + ns + + - - ? - ? - ?
54 M120 MSTB1 120_MSTB1-JS-GC 18 47430213 47430927 intron MYO5B + + + + + + Ins + - - - ? - ? ?
55 M121 MSTB1 121_MSTB1-JS-GC 18 59209781 59210372 intron CDH20 + + ns + + + + - - ? - ? ? -
56 M124 MSTB1 124_MSTB1-JS-GC 20 20820219 20820851 + + + + + + + - - - - ? ? -
57 M130 MSTB1 130_MSTB1-JS-GC X 14910154 14910807 intron MOSPD2 + + + + + + + - - - ? ? - -
58 M131 MSTB1 131_MSTB1-JS-GC X 16448996 16449549 + + + + + + + - - ? - ? - -
59 M132 MSTB1 132_MSTB1-JS-GC X 27688615 27689220 + + + + + ? + - - - ? ? - ?
60 M133 MSTB1 133_MSTB1-JS-GC X 38444759 38445363 intron TSPAN7 + + + + + + + - - ? ? ? ? -
61 M135 MSTB1 135_MSTB1-JS-GC X 63056146 63056802 + + + + + + + - - ? ? ? - -
62 M137 MSTB1 137_MSTB1-JS-GC X 111682658 111683367 intron ZCCHC16 + + + + + + + - - - ? ? - -
63 M138 MSTB2 138_MSTB1-JS-GC X 112654566 112655210 + + + + + + + - - - ? ? ? -

intergenic
intergenic

intergenic

intergenic
intergenic

intergenic

intergenic

intergenic

intergenic
intergenic
intergenic

intergenic
intergenic
intergenic

intergenic

intergenic
intergenic
intergenic
intergenic

intergenic
intergenic

intergenic

intergenic

intergenic

intergenic
intergenic

intergenic

intergenic

intergenic
intergenic

intergenic

intergenic

intergenic
intergenic

OutgroupsHuman genome (hg19)

intergenic

intergenic
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Marker A40

>FLAM_A
------------------------------------------------------------------------------
------------------------------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctg
aggcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaaa
aaaaaaaaaaaaaaaa--------------------------------------------------------------
----------------------------------------------
>Human
CTGTTATTTGTTGTCATTCCATGGTTCAATATGATACATCTGAACAATAATATACAAGATA-CAATTCTGAACAATTC
A--GATAAAA---CTAATGTTAATTTA---gctgggtgaggtggcctgtggctgtagtcccagctgcttgggaggccg
aggtgggaggatcacttaagcccaggagttcaaggctagccttggcaatatagcaaaacc-tgtctct-----aaaaa
aataaagtaaaatag---CTAATATTAATTTG---CATATGCAAACAACATACAGGCATACGG-TTTTTTCATGGTTT
ACATTTTTTAGCTTTTATATTTTGT----TGTTTTAAAAAATACTA
>Chimp
CTGTTATTTGTTGTCATTCCATGGTTCAATATGATACATCTGAACAATAATATACAAGATA-CAATTCTGAACAATTC
A--GATAAAA---CTAATGTTAATTTA---gctgggtgaggtggcctgtggctgtagtcccagctgcttgggaggccg
aggtgggaggatcacttaagcccaggagttcaaggctagccttggcaatatagcaagacc-tgtctct-----aaaaa
aataaagtaaaatag---CTAATATTAATTTG---CATATGCAAACAACATACAGGCATAAGG-TTTTTTCATGGTTT
ACATTTTTTAGCTTTTATATTTTGT----TGTTTTAAAAAATACTA
>Orangutan
CTGTTATTTGTTGTCATTCCATGGTTCAATATGATACATCTGAACAATAATATACAAGATA-CAATTCTGAACAATTC
A--GATAAAA---CTAATGTTAATTTA---gttgggtgaggtggcctgtggctgtagtcccagctgcttgggaggccg
aggtgggaggatcacttaagcccaggagttcaaggctagccttggcaatatagcaagacc-tgtctct-----aaaaa
aataaagtaaaatag---CTAATATTAATTTG---CATATGCAAACAACATACAGGCATAAGG-TTTTTTCATGGTTT
ACATTTTTTAGCCTTTATATTTTGT----TGTTTTAAAAAATACTA
>Baboon
CTGTTATTTGTTGTCATTCCATGGTTCAAAATGATACATCTAAACAATAATATACAAGACA-CAATTCTGAACAATTC
A--GATAAAA---CTAATGTTAATTTA---gcagggtgaggtggtctgtggctgtagtcccagctgcttgggaggccg
aggtgggaggatcgcttaagcccaggagttcaaggctagccttggcaatatagcaagacc-tgtctct-----aaaaa
aataaagcaaaatag---CTAATATTAATTTG---CATATGCAAACAACATATAGGCATAAGGTTTTTTTCATGGTTT
ACATTTTTTAGCTTTTATATTTTGT----CGTTTTAAAAAATACTA
>Rhesus
CTGTTATTTGTTGTCATTCCATGGTTCAATATGATACATCTAAACAATAATATACAAGACA-CAATTCTGAACAATTC
A--GATAAAA---CTAATGTTAATTTA---gcagggtgaggtggtctgtggctgtagtcccagctgcttgggaggccg
aggtgggaggatcacttaagcccaggagttcaaggctagccttggcaatatagcaagacc-tgtctct-----aaaaa
aataaagtaaaatag---CTAATATTAATTTG---CATATGCAAACAACATATAGGCATAAGGTTTTTTTCATGGTTT
ACATTTTTTAGCTTTTATATTTTGT----CGTTTTAAAAAATACTA
>Marmoset
CTGCTATTTGTTGTCATTCCATGGTTCAAGATGATACATCTGAACAATAACATACAAGATATCAATTCTGAACAATTC
A--GATAAAA---CTAAGGTTAATTTA---gctgggtgtggcagcctgtggctgtagtcccagttacttgggaggcca
aggtgggaggatcacctaagcccaggagttcaaggccagtcttggcaatatagcaagacc-tgtctctaaaaaaaaaa
aaaaaagtaaaatag---CTAATATTAATTTG---CATATGCAAACAACATACAGGCATAAAATTTTTTTAGTGGTTT
ATATTTTTTAACTTTTATATGTTGTCTGACTTTCTTAAAAATACTA
>Tarsier
CTGGCCTTTGTTTTCATTTCATGGCTCAATACGATACATCTGAACCATAATATACAAAACATCAATTATGATCGATTC
G--GATAAAA---TGAATGCTAATTTA---gccaggtgtggcagaatgtta--acagtcccagct------------g
aggtgggaggatcactcgagcccatgaattcaaggccagcctggacaaaatagtaagacc-catctct-----aaaat
ataaagg-------------AATGTCAATTTG---CATATGCAAA----------------------TGTCATCGTTG
TCCTTTTTTAGCTTTTGCATTTTATCTGACTTCTTAAAAAATGCTA
>Bushbaby
CTGTCATTTGTTGTCACGCCAGGGTTCAATATGCTATCTCTGAACGATAATATACAAGATGTGGATTATGAGCAATTC
A--GATAAAA--------------------------------------------------------------------
------------------------------------------------------------------------------
------------------C---TGTTAACTTA---CATACGCAAA-------CTGGCATAAGGATTTTTTAATGGTTT
ATATTTTTTAGCTTTTACATTTTGTCTGATGTTTCTTAAAAGACTA
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>Mouse_lemur
CTGTCATTTGTTGTCATTCCAAGGTTCAACATGATACCTTGGAACAATAATATACAAAATGTCAATTATAAGCAATTC
T--GATAAAA--------------------------------------------------------------------
------------------------------------------------------------------------------
------------------C---TGTTAATTTG---CATATGCAAA-------CTGGCATAAGGG-TTTTAAGTGGTTT
ATATTTTTTAGCTTTTACATTTTGTCTGAATTTTT---AAAGACTA
>Dog
CTGCTATTTGCTGTCACTCCACGGTTGGATATGAGAGA-CTGCAGGGCACTGAACCAGACATCAACTAAACGAACTTT
TCAGATGAAA--------------------------------------------------------------------
------------------------------------------------------------------------------
------------------ACACA-TTAATCTG---CATATGCAAA-------TATATATACTA-CTTTCTAGTGATTT
ATA-TTTTTAGCTT-----TCTTGTCTG-ACTTTTTGAAAAGGCTG
>Horse
CTGTTATTTGCTGTCATTCCATGGTT-AATGTGATACA-CTGCATGACGCTAAATAAGACAGCAACT-CTTCAACTTT
TCCAGTGAAA--------------------------------------------------------------------
------------------------------------------------------------------------------
------------------C-AATGTTAACAAG---CATATGCAAA-------CTTACATACTA------TAGTGATTT
ATATTTTTTAGCTTTTAAATTTCAACTG-ACTTCTTTAAAAGGCAG
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Marker A02

>AluSx
------------------------------------------------------------------------------
------------------------------------ggccgggcgcggtggctcacgcctgtaatcccagcactttgg
gaggccgaggcgggcggatcacctgaggtcaggagttcgagaccagcctggccaacatggtgaaaccccgtctctact
aaaaatacaaaaa-ttagccgggcgtggtggcgcgcgcctgtaatcccagctactcgggaggctgaggcaggagaatc
gcttgaacccgggaggcggaggttgcagtgagccgagatcgcgccactgcactccagcctgggcgacagagcgagact
ccgtctcaaaaaa-----------------------------------------------------------------
---------------------------------------------------------------------
>Human
CA--------AAGAGGAAGAAAAAGGAGGAG-CAATGGGA-CACATCAGGAGGGAAATCTATGAATCACAAACTTTCT
AACTGACCTCTTTTT---AAAAATAGAGGTAGC---agccgggtgcggtggctcatgcctgtaatcccagcactttgg
gaggccgaggcgggcgaaa--cacgagatcaggagttcaagaccagcctggccaacatggtgaaaccccatctctact
aaaaatacaaaaaattagctgggcatggtggcaggtgcctgtaatcccagctacttgggaggctgaggcaggagaatc
gcttgaacctgggaagcagaggttgcagtgagctaagatcacaccattgtactccagcctgggcaacagcatgatatt
ccatgtc--aaataaacaaatt--------------------aattaaattaaattaaattaaat---TAAAATAGAG
GTAGC---TGTGATATAATGCTTATTTTTCAAATAATTTTCTCATTGCTTTTGATATCTGAAACGTCAG
>Chimp
CA--------AAGAGGAAGAAAAAGGAGGAG-CAATGGGA-CACATCAGGAGGGAAATCTATGAATCACAAACTTTCT
AACTGACCTCTTTTT---AAAAATAGAGGTAGC---agccgggtgcggtggctcatacctgtaatcccagcactttgg
gaggccgagatgggcgaaa--catgagatcaggagttcaagaccagcctggccaacatggtgaaaccccatctctact
aaaaatacaaaaaattagctgggcatggtggcaggtgcctgtaatcccagctacttgggaggctgaggcaggagaatc
acttgaacctgggaagcagaggttgcagtgagctaagatcacaccattgtactccagcctgggcaacagcgcgagatt
ccatgtc--aaataaacaaact-------------------------aattaaattaaattaaat---TAAAATAGAG
GTAGC---TGTGATATAATGCTTATTTTTCAAATAATTTTCTCATTGTTTTTGATATCTGAAACGTCAG
>Orangutan
CA--------AAGAGGAAGAAAAAGGAGGAG-CAATGGGA-CACATCAGGAGGGAAATCTATGAATCGCAAACTTTCT
AACTGACCTCTTTTT---AAAAATAGAGGTAGC---agccgggtgcggtggctcatgcctgtaatcccagcactttgg
gaggccgaggtgggcgaat--catgagatcaggagttcaagaccagcctggccaacatggtgaaaccacatctctact
aaaagtacaaaaaattagctgggcatggtggcagccgcctgtaagaccagctacttgggaggctgaggcaggagaatc
gcttgaacccgggaagcagaggttgcagtgagctaagatcacaccactgtactccagcctgggcaacagcacgagatt
ccgtgtc--gaataaataaata--------------------aattaaattaaattaaattaaat---TAAAATAGAG
GTAGC---TGTGATATAATGCTTATTTTTCAAATAATTTTCTCATTGCATTTGATATCTGAAATGTCAG
>Baboon
CAATATTCCCAAGAGGAAGAAAAAGGAGGAG-CAATGGGA-CACACCAAGAGGGAAATCTATGAATCACAAACTTTCT
AACTGGCCTCTGTTT---AAAAATAGAGGTAGC---gactgggcgcggtggctcatgcctataatctcagcactttgc
gaggctaaggcaggtgaat--catgaagtcaggagtttgagaacagcctggccaacatggtgaaaccctgtctctact
aaaaatacaaaaaattagctgggcgtggtggcaggcgcctataataccagctactcgggaggctgaggcaggagaatc
acttgaacccggaaagcagaggttgcagtgagctgagatcgcgccactgtactctagcccaggcaatagtgcgagatt
ccatctc--aaataaataaatt----------------------------------aaataaaat---AAAATTAGAG
GTAGC---TGCGATATAATGC-TATTTTTCAAATAATTTTCTCATTGCTTTTGATATCTGAAACCTCAG
>Rhesus
CAATATTCCC-AAGAGGAAGAAAAAGGAGGAGCAATGGGA-CACATCAAGAGGGAAATCTATGAATCATAAACTTTCT
AACTGGCCTCTGTTT---AAAAATAGAGGTAGC---ggctgggcgtggtggctcatgcctgtaatctcagcactttgg
gaggctaaggcaggtgaat--catgaagtcagaggtttgagaacagcctggccaacatggtgaaaccctgtctctact
aaaaatacaaaaaattagctgggcgtggtgccaggcgcctataatcccagctactcgggaggctgaggcaggagaatc
acttgaacccgggaagcggaggttgcagtgagctgagatcgcgccactgtactctagcccaggcaatagtgcgagatt
ccatctc--aaataaataaata----------------------------------aaataaaat---AAAATTAGAG
GTAGC---TGTGATATAATGC-TATTTTTCAAATAATTTTCTCATTGCTTTTGATATCTGAAACCTCAG
>Marmoset
CAATATTCCCAAGAGGAAGAAAAAGGAGGAG-CAATGGGA-GACATGACAAGGGAGGTCTATACATCACAAATTTTGT
AACTGGCCTC--TTT---AAAAACAGAAGTAGT---ggctgagcacagtggctcatgcctgtaatcccagcactttgg
gaggttgaggcaggtgaat--catgaggtcaggagttagagaccag-ctggccaacatgatgaaacaccatctctatt
aaaaatacaaaaaattagccgggcgtggtggtacacacctataatcccaggtacttgcgaggctgaggcaggagaatc
gcttgaacccaggaagcggaggttgtggtgagccgagattgcaccactgtactccagcccagatgaaagtgcaagact
ctgtctc---agtaagtaaat-----------------------------------------------AAAAAGAGAG
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GAAGC---TATGATATAATGTTTACTTTTCAAATGATTTTCTCATTGCTTTTGATATCTGAAACCTCAG
>Tarsier
AAGTATACCCAAGAGGAAGAAAGGGAAGGAGCCAAAGGGA-TACCTTAGGCTGGAACTCTATGAACTACAAACTTAAT
AACTGGCCTCTTTTT---AAAAATAGGGGTAGC----gccgggctcggtggctca-gcctgtaatcccgcgcctttgg
gaggctgaggtgagtggattgcccgagcccgcgggttcgagacccgcctgggcagc-----gagacctcatctttaca
ataaaatcaaaaaattagccaggcgtggtagcgcatgcctgtaattccggctacttggaaggctgaggcggaaggatc
gccagagcccagcaggtcgaggctgcggtg-gccgggagcg-gccactgtactccagtctgggtgacagagtgagact
ccaactcaaaaacaaacaaaca-------------------------aaaataataaataaaaat---AAAAATAGAG
GTAGC---TATGATAGAATACTTG-TTTTCAAATAATTTTCTTGTTGCTTTTGATATCTGAAACCTCCG
>Bushbaby
CAATATACCCCAGAGGAACAAAAAGGAGGAG-GAAAGGGA-CATAG-AAGAGGAGGATCTATGAATCACCAACTTCAT
AACTGGCCTCTTTTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------AAAAATAGAG
GTCAC---TATGACGTAGTACTTATTTTTCAAATAATTTTCTCATAGCTTTTGATATCTGAAACCTCAG
>Mouse_lemur
CAATATACCCAAGAGGAAGAAAAAGAAGGAG-CAAAGGGA-CATAT-AGGAGGAAGCTCTATGAATCACCAACTTAAT
AACCGGCCTCCTTTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------AAAAATAGAG
GTAGC---TATGACATAATACTTATTTTTCAAATCATTTTCTCATTGCTTTTGATATCTGAGACCTCAG
>Mouse
TAATATACCCAAAAGGAATGAAGCAAAATGA-CATATTAGAAGTAT----------ATTTATGAACTGCAAACTGAGT
AACTG-------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------AAAAACAGAG
GTAAC-----TGATACAACTGTTACTTCTAAAGT-----------------------------------
>Guinea_pig
-------------GGGAAATGAATGTG-----CAAAGGAA-TGTATTAG-AAGGAGATTTTATGAGTCACAAACTTAG
TAACTAGCCTCTTTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------------CAAACAGAGAG
GTAAC---TAAGATTCGGTACTTATTTTCTAGGCAATTCTCTCATTGCTTTTGATATCTTAAACCTCAG
>Horse
CAATATACCCAAGAGGAAGAAAAAG-AATGG-CATATGGA-TAAATCAGAAGAAGACTCTACGAATCACATACTTAAT
AACTGGCCTCTTTTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------AAAAAAATAGAG
GTAAC---TACGATACAATAATTATTTTTCAAATAATTTTCTCATTGCTTTTGATATCTT---------
>Dog
TCATATACTCAAGAGGAAGAAAAGGCACAAG-CATAGGGAACAAACTAGAAAGGGACTCTCCAAATCACACACTGAGT
AACTGGTCTCTTTTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------GAAAACAGAG
GTAAC---TATGATACTATAATTATTTTTCAAATCATTTTCTCATCGCTTTTGGTATCTTAAACCTCAG
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Marker A51

>AluSx
------------------------------------------------------------------------------
-------------------------------ggccgggcgcggtggctcacgcctgtaatcccagcactttgggaggc
cgaggcgggcgga-tcacctgaggtcaggagttcgagaccagcct-ggccaacatggtgaaaccccgtctctactaaa
aatacaaaaattagccgggcgtggtggcgcgcgcctgtaatcccagctactcgggaggctgaggcaggagaatcgctt
gaacccgggaggcggaggttgcagtgagccgagatcgcgccactgcactccagcctgggcgacagagcg----agact
ccgtctca----------------------------------------------------------------------
---------------------------------------------------------------
>Human
TGAAATTATCTTTCTGATCCAGGTAAAGAAGCAAATTGAAAATCAATAAAGTAAAAAGTGACGGAGATTTTAAATTTT
CTGTAAT---AAAAACA----CTTATTG---ggttgggcatggtggctcacgcctgtaatcccagcactttgggaggc
cgaggtgggtgga-tgacctggcgtcaggagttcgagaccagcct-ggcca-catggcgaaactccatgtctaataaa
aat-acaaaattagccgggcgtggtggcacgcacctgtaatcccagctactccagaggctgaggcaggagaatcactt
gagcctgagaggtggaggttgcagtgagctgagattgcaccactgcattccaggctgggtgacaaaatg-----aaat
tcagtctcaaaagaaa----------------AAAAACATTTATCG---AACACCTATTACAGCCATTTGCTATGCTA
GATAATTTACTTTTGGCATATAACTTAATCCTCACAACCACTCTAAGGCCCCCATGAACATCA
>Chimp
TGAAATTATCTTTCTGATCCAGGTAAAGAAGCAAATTGAAAATCAATAAAGTAAAAAGTGACGGAGATTTTAAATTTT
CTGTAAT---AAAAACA----CTTATTG---ggttgggcatggtggctcacgcctgtaatcccagcactttgggaggc
cgaggtgggtgga-tgacctggggtcaggagttcgagaccagcct-ggcca-catggcgaaactccacgtctaataaa
aat-acaaaattagccgggcgtggtggcacgcacctgtaatcccagctactccagaggctgaggcaggagaatcactt
gagcctgagaggtggaggttgcagtgagctgagattgcaccactgcattccaggctgggtgacaaaatg-----aaat
tcagtctcaaaagaaa----------------AAAAACATTTATCG---AACACCTATTACAGCCATTTGCTATGCTA
GATAATTTACTTTTGGCATATAACTTAATCCTCACAACCACTCTAAGGCCCCCATGAACATCA
>Orangutan
TGAAATTATCTTTCTGATCCCAGTAAAGAAGCAAATTGAAAACCAATAAAATAAAAAGTGATGGAGATTTTAAATTTT
CTGTAAT---AAAAACA----TTTATTG---ggctgggcatggtggctcacgcctgtaatcccagcactttgggaggc
cgaggtaggtgga-ttacctggggtcaggagttcaagaccagcct-ggcca-catggcgaaactccatgtctaataaa
aat-acaaaattagccgggcgtggtggcacacacctgtaatcccagctactccagaggctgaggcaggagaatcactt
gagcctgagaggtggaggttgcagtgagctgagattgcaccactgcaatccagcctgggtgacaaaatg-----aaac
tccgtctcaaaaaaaaaa--------------AAAAACATTTATTG---AATACCTATTACAGCCATTTGCTGTGCTA
GATAATTTACTTTTGGCATATAACTTCATTCTCACAACCACTCTAAGGCCCCCATGAACATCA
>Baboon
TGAAAT--TCTTTCTGATCCAGGTAAAGAAGCAAATAGAAAATCAATAAAATAAAAAGTGACAGAGATTTTAAATTTT
CTGTAAT---AAAAACA----TTTATTG---ggctgggcatggtcactcacgtgtgtaatcccagcactttggaaggc
caaagcggggggagtgacctggggtcaggagtttgagaccagcct-ggcca-catggcaaaaccccatgtctaataaa
aat-acaaaattagccaggcgtggtggcacatgcctgtaatccaagctactccagagg-tgaggcaggagaatcactt
tagcctgagaggcagaggttgcactt-gcagaggttgaactactgcactccagcctgggtgacaaaatgaaacaaaac
tcaggctcaaaaaaaaaggaaaaaa-------AAAAACATTTATTG---AAAATCTATTACAGCCATTTGCTGTGCTA
GATAATTTACTTTTGGCATATAACTTAATCCTCACAACCACTCTAAGGCCCTCGTGGTCATCA
>Rhesus
TGAAATTATCTTTCTGATCCAGGTAAAGAAGCAAATAGAAAATCAATAAAATAAAAAGTGACAGACATTTTAAATTTT
CTGTAAT---AAAAACA----TTTATTG---ggctgggcatggtcgctcacgcgtgtaatcccagcactttgggaggc
caaagtgggggga-tgacccggggtcaggagtttgagaccagcct-ggcca-catggcaaaaccccatgtctaataaa
aat-acaaaattagccaggcgtggtggcacatgcctgtaatccaagctactccagaggctgaagcaggagaatcactt
tagcctgagaggcagaggttgcactt-gcagaagttgaactactgcactccagcctgggtgacaaaatgaaacaaaac
tcaggctcaaaaaaaaaggaaaaaaaaa----AAACACATTTATTG---AACATCTAATACAGCCATTTGCTGTGCTA
GATAATTTACTTTTGGCATATAACTTAATCCTCACAACCACTCTAAGGCCCTCGTGGTCATCA
>Marmoset
TGAAATTATCTTTGTGATCTAGGTAAAGAAGAAAATAGAAAATCAATAAAATAAAAAGTGAC--AGATTTTAAATTTT
CTGTAAT---AAAAAATCCCAGCACTTCA--ggaggg-tgaggcaggtagatgacatgtggtcaggacttcaaga--c
caacaaatctggcaaacacctcccccatggtaaactaagatagcatggcca-catggtgaaaccccgtgtctaataaa
agt-acaaaattagccgggtgtggtggcttgtgcctgtagtcccagatgctccagaggctgaggcaggagattcactc
gagcctgggatacagaggttgcagtgagctgagatcatgccactgcactccagcctgggtgacagaata-----aaac
ttagtgtcaaaaaaaga---------------AAAAAAAAATATTT---AACATCTATTACCATCATTTGCTGTGGTA

9



GACAATTTATTTTTGGCATATAACTTAATCCTCACAACCATTCTAAGGTGCCCATGCTCATCA
>Tarsier
GGAAATTATC-TTATGATCTAGGTAAAGGAGAAAATATAAAACCAATCAAATAAAAAGTGGTAGAGATTTTAAATTTT
CTGTAAT---AAAAATA----TGTGTTGA--ggctgggcgcagtggctgaagtctgtaatcccagcagtttgggtggc
taaggtgagagga-ttgcttgagtccagggattcgagaccagcccaggcaa-cttggtgaaacttcgtttctacaata
aatcaaaaaattagctgggcatggtggtgcgcacctgtagttccaactacttggaaggctgaggtggaaggatcacct
gagcccagcaggtcaaggctgcggtg-gctgtgagcatgccactgcactccagcctgggagacagaatg-----agac
tccaactaaaaaa-------------------AAAAGCATT----G---AATGCCTAGTAGAGCCATTTACCATGCTA
TACCATTTACTCCAGGTGTCTAACTTAATCCTCACAACCCCTGTTGGGCCCCTGTGGTCATCT
>Bushbaby
TGAAATTATCTTTCTAGTCCAGGTAAAAGAGAAAATGGAAAGCCAATAAAATAAAAAGTGATAG--------TGTTTT
CTGTAAT-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------AAAACATTTATCG---AGCGTCTAGCATAGCTATTTACTGGGCTA
GAAAATTTACTTTCGGCTCATAACATAGTCCTCACAACCCCTCTAAGGCTCCCATGATCACCT
>Mouse_lemur
TGAAATTCTCTTTCTGGTCCAGGTAAAAGAGAAAATAGAAAGCTGATAAAATAAAAGGCAATAGATATTTTAAATTTT
CTATAAT-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------ATAAACATTTATCA---AGTGCTTATTATAGCCATTTACTGTGGGA
GACAATTTACTTTTGGTGTATAACTTAATCCTCACAACCACTCTCAGGTTCCCATGAT---CT
>Guinea_pig
--GAAATATCATTCTGATTTGGGGAAAAGAGAAAATAG----------AAATAAAACATGGA--GAATTTTAATTGTT
CTTTAAC-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AAAAG-TATTTATTG---ACATT--------------GACTGCGTCA
GACCATTTGCTTTTGGAGTGCAGCTTAATCCTTATAGCCGTTCTGAAGAGGCCCT-ATAACCA
>Dog
TTAAATTATCTTTCTGAACTGGGTAAAGAAGAAAATAGAAATCCAGTAGAAGAAAAAGT-ATAAAGATTTTAAATTTT
CTGTAGT-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AAAACACATGTATTG---AATGCCTATGATAGCCATTTACTATGCTA
GACAATTTCCTTTTGGGGTGTAACTTAATCCTCACAACCACTCAGAGGTCCCCATCATCA-CT
>Horse
TAAAATTATCTTTCTGATCAGGGTAAAGGAGAAAGTAGAAAGCCGGTAGAATAAAGAGTGATCGAGATTTTAAATTTC
CTGTAAT-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------GAAACACATTTATTG---AATGTCTATTATAGCCATTTACTATGCTA
GACAATTTCCTTTTGGTGTGTAACTTAATCCTCACAACCACTCTGATGTCCCTGTGGTCA---
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Marker A64

>FLAM_A
------------------------------------------------------------------------------
---------------------------------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggagg
ctgaggcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtc---tctaaaa
aaaaaaaaaaaaaaaaaaaaaa--------------------------------------------------------
-----------------------------------
>Human
CCCCATCTGAATCCAGGAAGACCTGGGTACAGGTCTTGTGTGAAAATTCT-TGTACA---CAGCTCAAGGTGC-CATT
G---TTTGCT---GAAATAGTCTTCAGGGA---gccag-tgtgatgg-acaagcctataatcctggctacttgggagg
ctgaggcaggaggactgcttaagcccaggaatgcaagaccagcttgggcaacagagtgaaatcccatt---tcaagaa
aag---GA-AGCAGTCTTCAGAAA---ACATAAAATCCTGACTGATACTAAATTGCCTGACAGATCCTAGCTTTGACT
CGTGGATA-ATTCAAATACAATTTGCAGCTTTCTT
>Chimp
CCCCATCTGAATCCAGGAAGACCTGGGTACAGGTCTTGTGTGAAAATTCT-TCTACA---CAGCTCAAGGTGC-CACT
G---TTTGCT---GAAATAATCTTCAGGGA---gccag-tgtggtgg-acaagcctataatcctggctacttgggagg
ctgaggcaggaggactgcttaagcccaggaatgcaagaccagcttgggcaacagagtgaaatcccattatttcaagaa
aag---GA-AGCAGTCTTCAGAAA---ACATAAAATCCTGACTGATACTAAATTGCCTGACAGATCCTAGCTTTGACT
CGTGGATA-ATTCAAATACAATTTGCAGCTTTCTT
>Orangutan
CCCCATCTGAATCCAGGAAGACCTGGGTACAGGTCTTGTGTGAAAATTCT-TGTACA---CAGCTCAAGGTGC-CATT
G---TTTGCT---GAAAAAGTCTTCAGGGA---gccag-tgtggtgg-acaagcctataatcctggctacttgggagg
ctgaggcaggaggactgcttaagcccaggaatgcaagaccagcttgggcaacagagtgaaatctcatt---tcaagaa
aag---GA-AGCAGTCTTCAGAAA---ACATAAAATCCTGACTGATACTAAATTGCCTGACAGATCCTAGCTTTGACT
CATGGATA-ATTCAAATACAATTTGCAGCTTTCTT
>Baboon
CCCCATCTGAACCCAGGAAGACTTTGGTACAGGTCTTGTGTGAAAATTCT-TGTACA---CTGTTCAAGGTGC-CATT
G---TTTGCT---GAAATAGTCTTCAGGGA---gccag-tgtggtgccacaagcctataatcctggctacttgggagg
ctgaggcaggaggactgcttaagcccaggaatgcaagaccagcttgggcaacagagtgacatcccatt---tcaagaa
aag---GA-AGCAGTCTTCAGAAA---ACA--AAATCCTGATTGATACTAAATTGCCTAACAGATCCTAGCTTTGACT
CATGGATA-ACTCAAATACAATTTGCAGCTTTCTT
>Rhesus
CCCCATCTGAACCCAGGAAGACTTTGGTACAGGTCTTGTGTGAAAATTCT-TGTACA---CTGTTCAAGGTGC-CATT
G---TTTGCT---GAAATAGTCTTCAGGGA---gccag-tgtggtgccacaagcctataatcctggctacttgggagg
ctgaggcaggaggactgcttaagcccaggaatgcaagaccagcttgggcaacagagtgacatcccatt---tcaagaa
aag---GA-AGCAGTCTTCAGAAA---ACA--AAATCCTGATTGATACTAAATTGCCTAACAGATCCTAGCTTTGACT
CATGGATA-ACTCAAATACAATTTGCAGCTTTCTT
>Marmoset
CCCCATTTGTACCTAGGAGGACCTGGGTACCGGTGTTGTGTGAAAATTCT-TGTACA---CAGTTCAGGGTGC-CATT
G---TTTGCT---GAAATAGTCTTCAGGGA---gccag-tgtggcggcacaagcctataatcctggctacttgggagg
ctgaggcaggaacactgcttaagcccaagaatgcaagaccagcctgggcaacagagtgagattccatt---tcaaaaa
aag---GAAAACGGTCTTCAGAAA---ACATAAAATCCTGACTGATACTAA-TAGCCTGACAGATCCTAGCTTTGTCT
CATGGATA-ATTCAAATACCATTTGCAGCTTTCTT
>Tarsier
TACCATTTGTA-CCAGGAAGACTT--------------TTTGAAAATTCT-CTTTTA---CAATGCAAAGTGC-CATT
A---TCTGCT---AAAATGTTAT-------------ag-tatggtggctcacacctataatcccagctacatgagagg
ctgaggcagga---tcacttgagcccaggaattagagaccagcctgggcaacag--tgagaccccatt---tcaaaaa
aaa---AAAAGCAGTCTTCAGGGA---ACATAAAATCCTGACTGATACTAA-CAGCCTGACAGATCCT-GCTTTGACT
CATAAGTA-GCCCAAACACCATTTCCAGCTCTCCT
>Bushbaby
CCCCATCTGTGCTTATAAAGACCC--------------TTTGAAAATTTTCCTAACA---CAGTTCAAGGTAC-CACT
G---TTTGCT--------------------------------------------------------------------
------------------------------------------------------------------------------
------GAAA-CAGTCTTCATGGA---ATGTAAAATCCTAACTGACACTAATAAGCCTGACAGATCCTGGCTTTGACT
CATGGATA-ATCCAAACACCACTTCCAGTTCTCCT
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>Mouse_lemur
CCCCACCCGTGCTCAGAAAGACCT--------------TTCGAAAATT---CTAACA---CAGTTCAAGGTAT-CATT
G---TTTGCT--------------------------------------------------------------------
------------------------------------------------------------------------------
------AAAA-CAGTCTTCAGGGA---ACATAAAATCCTAACCAATACTACTAG-----------------CTTGACT
CAGGGATA-AGGCAAATACCATTTTTAGCTCTCCT
>Tree_shrew
CCCTACCTGTGCCCAGGAAGACCT--------------TTTGAACATTCT-CATATC---CAGTTCACAGTACACTGT
G---CTTGCT--------------------------------------------------------------------
------------------------------------------------------------------------------
------GAAA-TAGTGTTCAGGGA---ACAAAAAATCCTGACTGATATCAA-CAGCCTGGCAGACCCTGAC--TGAAT
CATAGGCA-GCCCAAATACCAATTCTAGCTCACCT
>Mouse
TTCTCATCTCTAGCCAAGAGTTCC--------------ACTCAGGAA-CT-CACA---CACAGTTCAAGGTAT-CACT
GTGGTTTTTT--------------------------------------------------------------------
------------------------------------------------------------------------------
------GAAA-GAGATTTTAGG-----ACACGAAATCCTGGCAGGCACTAG-AAGCATGA-AGCTCTTGGCGTTGACT
CACGGATA-CCTTAAGTACCCTTTCCCACTCTC--
>Guinea_pig
TGCCATCTAAGCCCAGGAAGACCT--------------TTTA-------T-CATA---CACATTTCAAGATAT-CACT
G-TATTTGCT--------------------------------------------------------------------
------------------------------------------------------------------------------
------GAAA-TAGTCATCAGGAA----CACAAAACCCTAACTGGTACTAA-CAACCTGCGAGATCTGGGCTTTGACT
CCTAGACAGCCCTAAGCATCACGTGCAGCTCTC--
>Dog
CCCACTCTGCACCCAGGAAGACTA--------------TTTGGAAATTCT-CCTACTAAACAGTTCAAGGTGC-CATT
G-TGTCTGCT--------------------------------------------------------------------
------------------------------------------------------------------------------
------GACA-CAATCTTCAGGGA---ACATAAAATCCTAAT-----------AGCCTGAGAGATCCTGGCTTTGATT
CATGGATAGCCTG--TATTATTTAAATGCT-----
>Horse
TGTACTCTGTGCCCAGAAAGACTA--------------TTTGAAAATTCT-CCTA---GACAGTTCAACGTGC-CACT
G-TGCTTGCT--------------------------------------------------------------------
------------------------------------------------------------------------------
------GAAA-CAATCTTCAGGGA---ACATAAAACCCTGACTCATACTGA-TAGTCTGACAGATCTTGGCTTTGATT
CATGAATAA-CCCAAATATCTTTTCCATCCCTCCT

12



Marker A78

>FAM
------------------------------------------------------------------------------
-----------------------------------gccgggcgcggtggcgcgcgcctgtagtcccagctactcggga
ggctgaggcgggaggatcgcttgagcccaggagttcgaggctgtagtgcgctatgatcgcgcctgtgaatagccactg
cactccagcctgagcaacatagcgagaccccgtctcttaaaaaaaaa-------------------------------
------------------------------------------------------------------------------
--------
>Human
CCAACCCCTCCCTTCTCCCCATGAGCAGAACTCCGCGGAAGTCGGTCATTTAACATCCCAGGCTTTCTGGAGT--AAG
A-GTCTTCAGC---ATAAGAGCCAGTGTCCTG------ggtgca-gtggcacctgtgtgtagtcccaactatttggga
ggctgaggtaggaggatcactcgagcccaggagttcaaagctgtagtgccctattatggtgcctatgaatagtcactg
cactctagcctgggcaacacagcaagagctcatctcaaaaac-----------ATAG--------TCATTGCCCTG--
-CCAACTCACCAGAAAGCAATATTTTTT-G-GTCCACAAGCCCCACCTCTACAACCAGAGTTCCTAAATGCCTTTTTA
CTACTTCA
>Chimp
CCAACCCCTCCCTTCTCCCCATGAGCAGAACTCCGCGGAAGTCGGTCATTTAACATCCCAGGCTTTCTGGAGT--AAG
A-GTCTTCAGC---ATAAGAGCCAGTGTCGTG------ggtgca-gtggcgcctgcttgtagtcccaactatttggga
ggctgaggtaggaggatcactggagcccaggagttcaaagctgtagtgccctattatggtgcctatgaatagtcactg
cactctagcctggacaacacagcaagagctcatctcaaaaaa-----------ATAG--------TCATTGCCCTG--
-CCAACTCACCAGAAAGCAATATTTTTT-G-GTCCACAAGCCCCACCTCTACAACCAGAGTTCCTAAATGCCTTTTTA
CTACTTCA
>Orangutan
CCAACCCCTCCCTTCTCCCCATGAGCAGAACTCCGGGGAGGTCGGTCATTTAACATCTCAGGCTTTCTGGAGT--AAG
A-GTCTTCAGC---ATAAGAGCCAGTGTCCTG------ggtgca-gtggcagctgcctgtagtcccaactatttggga
ggctgaggtaggaggatcactcaagcccaggagttcaaggctgtagtgccctattatggtgcttatgaatagtcactg
cactccagcctgggcaacacagcaagagctcatctcaaaaaa-----------GTAG--------TCATTGCCCTG--
-CCAACTCACCAGAAAGCAACATTTTTT-G-GTCCACAAGCCCCACCTCTACAACCAGAGTTCCTAAATGCCTTTTTA
CTACTTCA
>Baboon
CCAACCCCTCCCTTCTCCCCATGAGCAGG-----------------CATTTAACATCCCAGGCTTTCTGGAGT--TAG
A-GTCCTCAGC---ATAAGAGCCAGTGTCCTG------ggtgca-gtggcacctgcatgtagtcccaactgtttggga
ggctgaggtagaaggatcacttgagcccaggagttcaaggctgtagtgccctattatggtgcctatgaatagtcactg
cacttcagcctgggcaacacagcaagagctcatctcaaaaaa-----------ATAG--------TCACTGTCCTG--
-CCAACTCACCAGAAAGCAACATTTTTTTG-GTCCACAAGTCCCACCTCTATAACCAGAGTTCCTGAATGCCTTTTTA
CTACTTCA
>Rhesus
CCAACCCCTCCCTTCTCCCCATGAGCAGG-----------------CATTTAACATCCCAGGCTTTCTGGAGT--TAG
A-GTCCTCAGC---ATAAGAGCCAGTGTCCTG------ggtgca-gtggcatctgcatgtagtcccaactgtttggga
ggctgaggtagaaggatcacgtgagccctggagttcaaggcggtagtgccctattatggtgcctatgaatagtcactg
cacttcagcctgggcaacacagcaagagctcatctcaaaaaa-----------ATAG--------TCACTGTCCTG--
-CCAACTCACCAGAAAGCAACATTTTTTTG-GTCCACAAGTCCCACCTCTGTAACCAGAGTTCCTGAATGCCTTTTTA
CTACTTCA
>Marmoset
CCAATGCCTCCCTTCTCCCCGTGATCAGAACTCTGGGGAAGTCTGGCATTTAACATCCTAGGCTTTCTGGAGT--TAG
A-GTCCTCAGC---ATAAGAGCCAGTGTCCTG------ggtgcaagtggcacctgcctgtagtcccaactgtttggga
ggccgaggcaggaggatccctggagcccaggagttcagggctggcgtgctctgttgtggtacctatgaatagtcactg
cactccagcctgggcagcacagcaaggcctcatctcaaaaa------------ATAG--------TCAGTGTCCTG--
-CAAACTCACCAAAAGGCAACATTTTTT-G-GTTGACAAGCTCCACTTCTACAACTAGAGTTCCTAAATGCCTTTTTA
CTACTTCA
>Tarsier
CCAGGCCCTCCCCTCTCCCCATCAGCAGAACTCC-TGGAAGTCTGATGTTTCATCTTCCAAACTGGATGGAGTTAAAG
A-GTCTCCCAC---ATAAAAACCCGTGTCCTG------ggcaca-gtggcacctgcttatagtgtcagctactcagaa
ggctgaggtaggagaattgcttgagcccaggactttga-gctgccatacactattattacaattattac--accactg
caatctaatctgggcaacatagtgagaccccatctcaaaacaaa---------ATAAAAGCAAAGTCATTGTCCTA--
-CCCACTCACTAGAAAGTAAAATTCTCT-GCATCCACAAGCCCCACCTGTACAACCAGAATTCCTAAATACCTTTTTA
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CTACTTCA
>Bushbaby
TCG----TCCCCTCCCCTCCATGAGCAAACCTGC-TCAAAGTCTGGCATTTAATCTCCCAGGCTCTCTGGAGT--TAA
GAGTCCCCAGC-------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATAAAA-----CCCACTCACCAG--
-------------AAAGCAAAATTCTCT-G-GTCCACAAGCTTACCCTATGTAGCCAGAGCCCCTACATACCATTATA
CTAATTCA
>Mouse_lemur
CC-----CCTCCTACCCTCCACGGGCAAAATTCC-TCAAAGTCTGGCATTTAACCTCCCAGGCTCTCCGGAGT--TAG
G-GTCCCCAGC-------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATAAGAG-----CCAGCATCCTA--
-CCCACTCAACAAAATGCAAAATTCTAT-G-GTCCACAAGCCCTACCTATACAACCAGAGCCCCTAAACATCTATTTA
CTACTTCA
>Guinea_pig
T----ACCTTCCCTCCAGCCAAAAGCAGAAGTCC-TAGGAATATGGCATGTTACCTCCCAGGTTTTCTGTCTT--TAC
AAGTCCCCAGC-------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATGAT-----AGGCTGTATCCTG--
-AACTCCAACTAGAAAGCAAATTTCTCT-G-TTCCACAAGCTCTACTCATACAATCAAAATTTCCAATGT--CTTTTA
CCACTTCA
>Dog
CCATCCACTCTCCTCCCCGCT-GAGTGGAACTCC-TGGTA--CTGGCTTC--GCCTCCCAGGCTTTCTGGAGT--T--
A-GTCTCCAGT-------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATAAC------GCCAGTGTACTA--
-CCTGTGCACGAGAAAGCAAATCTCTCT-G-ACCCACAAGCCCCACTCATATAACCAGTGTTCCTAAATACCATTTCA
TGACTTCA
>Horse
C-AGCCCCTCCCCTCCACCCT-GAGCAGAACTCC-TGAAG-TCTGGCATCTAACCTTCCAAGCTTTCTGGAGT--TGG
A-GTCTCCAGT-------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------GTGAC-----AGCCAGTATCCTA--
-CCTACTCACTATAAAGATAACCTCTCT-G-GTCCACAAGTGCCACCCAAACAACCAGAGTTCCTAACTACCTTATTA
TGACTTCA
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Marker A80

>FLAM_A
-----------------------------------------------------------------------gccgggc
gcggtggcgcgcgcctgtagtcccagctactcgggaggctgaggcgggaggatcgctt-gagcccaggagttcgagac
cagcctgggcaacatagcgagaccccgtctctaaaaaaaaaaaaaaaaaaaaaaaaaa--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------
>Human
AGAGTCTGTTTCTTATCTAATTTCACCAATTCCAA-TGAAGTGA---AGAGTATAGCATCCTCTCAGA---gctgggt
gtggtggtttgcacctgtagtcctagctactcaggaggctgaggcaggagcatcactt-gaggcgaggagttcaagac
cagcctaggcaacatagcaagaccccatgtcttcaaa-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------------AGAATAGAATA
TTTTCCT---GGCAGACCCTGCCCCCCACCCATCAGAGCAGAATTTTCTCCAAAACATCTTCCAAATGTAGGCATATG
G-CCTGTGTCTAAGCTATATGGAAT
>Chimp
AGAGTCTGTTTCTTATCTAATTTCACCAATTCCAG-TGAAGTGA---AGAGTATAGCATCCTCTCAGA---gctgggt
gtggtggtttgcacctgtagtcctagctactcaggaggctgaggcaggagcatcactt-gaggcgaggagttcaagac
cagcctaggcaacatagcaagaccccatgtcttcaaa-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------------AGAATAGAATA
TTTTCCT---GGCAGACCCTGCCCCCCACCCATCAGAGCAGAATTTTCTCCAAAACATCTTCCAAATGTAGGCATATG
G-CCTGTGTCTAAGCTATATGGAAT
>Orangutan
AGAGTCTGTTTCTTATCTAATTTCACCAATTCCAA-TGAAGTGA---AGAGTATAGCATCCTCTCAGG---gctgggt
gtggtggtttgcacctgtagtcctagctactcaagacgctgaggcaggaggatcactt-gaggtgaggagttcaagac
cagcctaggcaacatagcaagaccccatgtcttcaaa-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------------AGAATAGAATC
TTTTCCT---GGCACACCCTGCCCCCCACCCATCAGAGCAGAATTTTCTCCAAAACATCTTCCAAATGTAGGCATATG
G-CCTGCATCTAAGCTATATGGAAT
>Baboon
AGAGTCTGTTTCTTATCTAATTTCACCAATTCCAA-TAAGGTGA---AGAGAATAGAATCATCTCAGA---gctgcgt
gtggtggtttgcatctgtagtcctagctactcaggaggctgaggcaggaggatcactt-gaggtgaggagttcaagac
cagcctaggcaacatagcaagaccccgtgtcttcaaa-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------------AGAATAGAATC
TTTTCCT---GGCACACCCTGTCCCCCACCCATCAGAGCAGAATTTTCTCCAAAGCATCTTCCAAATGTAGGCATATG
G-CCTGTGTCTAAGCTATATGGAAT
>Rhesus
AGAGTCTGTTTCTTATCTAATTTCGCCAATTCCAA-TAAGGTGA---AGAGAATAGAATCATCTCAGA---gctgggt
gtggtggtttgcatctgtagtcctagctactcaggaggctgaggcaggaggatcactt-gaggtgaggagttcaagac
cagcctaggcaacatagcaagaccccgtgtcttcaaa-----------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------------AGAATAGAATC
TTTTCCT---GGCACACCCTGTCCCCCACCCATCAGAGCAGAATTTTCTCCAAAGCATCTTCCAAATGTAGGCATATG
G-CCTGTGTCTAAGCTATATGGAAT
>Marmoset
-----CTGTTTCCTATCTAATATCTCCAGTTCCAA-TAAGGTAA---AGAGAATAGAATCCTCTCAGA---gctgagt
gtggtggtttgtatctgcagtcctagctactcaggaggctgaggcaggaggatcactt-gaggcgaggagttcaagac
cagcctaagcaacatagcaagaccccatgtctt----AGAAAAAGAAAAATAA---GAGGCCGGGCGCGGTGGCTCAA
GCCTGTAATCCCAGCACTTTGGGAGGCCGAGACGGGTGGATCATGAGGTCAAGAGATCGAGACCATCCTGGTCAACAT
GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCTGGGCATGGTGGTGCGTGCCTGTAGTCCCAGCTACTCGG
GAGGCTGAGGCAGAAGAATTGCCTGAACCCAGGATGTGGAGGTTGCGGTGAGCCGAGATCGCGCCATTGCACTCCAGC
CTGGGTAACAAGAGTGAAACTCCGTCTCAAAAA---AAAAAAGAAAAAAGA----------------AAAATAGAATC
TCTTCCT---GGCACACCCTG-CCCCCACCCATCAGAGCAGAATTTTCTCCAAAGCATCTTCCAAATGTAGGCATATG
G-CCTGTGTCTAAGCTATATGGAAT
>Tarsier
GGAGTCTGTTTCTCATCTCATTTGATCAATTCCAA-GAAGGTAA---ACAAAATAGAATCCTCTCAGA---gctgggc
agtgtg---tgcacctgtagtcccagttactcaggaggccaaggtagaaggatgacttggagcccaagaattttagac
cagcctggacaacatagtgagaccc--tgtctcaaaa-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------actaaaag---AAGAAGAAGGATC
CTTTCTT---GACACATCCTG-CCCCCACTCATCAAGGCAGAATTTTCTCCAAATCATCTTCAAAACATAAGTACATG
A-CTTTCGTCTAAGCTATGTGAAAT
>Bushbaby
ACAATCTGTTTCTTATCGAATTCGATCAATTCCCA-TGGGGTGG----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------ATACTACAGACTT
CTCTCCT---GGCACACCCTGGCCCCCACCCATCAGGGCAGAATTTTCTCCAAAGCATCTTCAAAACACGGGCATATG
G-CCTGTCCCTAAGCTGTGTGAAAT
>Mouse_lemur
ACAATCTGCTTCTTATCTAAGACGATCAATTTCAA-CGGGGTGA----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------GTAGAACAGACTT
CTCTCCC---GGCACACCCT-ACCTCCCCCCATCAGGGCGGAATTTTCTCCAAATCATCCTCAAACTACAGCCGCATG
G-CCTGTGTCTGAACTGTACGAAAT
>Dog
AGAGTCTGTTTCTTATATAAATTGATCCATTCCAA-TGAGGTGA----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------ATAGAA-----TA
TCTCCCA--------CCCATCATCACTAGTTACTCGGGCCGAACACTCTCCAAAACAGCTTCAAAATATAGGTGTGTA
A-TTTGTGTCTAAGTTACATGAATT
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Marker A82

>FLAM_A
------------------------------------------------------------------------------
-------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctgaggcgggaggatcgcttgagccc
aggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaaaaaaaaaaaaaaaaaaa-------
------------------------------------------------------------------------------
------------------------------------------------
>Human
AACTATGTGACCAAAGTTACCCTGTTTCCTTTAATGTCTTTAGACACCAGTATCTCAGACCCTAAATACTATGCTTAT
TCCAAAGTTAAAT---GAGCCTGT---cctgtaatcccagcgacttggtaggctaaggtgggaggatcacttgagctc
aggagtttgagaccact-tgagcaacataacaacatgctgtctttatttaaaaaaaaaaaagaaaaaag---------
----------AAGCCCAT---AGAATC-----TTTTTTTTTT-TTAATGTGATGAAACTTC-TGTTTACCTTTGGCCA
ACAAACTGATACATTGTTTTCTTATAG---GCATTCACAGGAACATAA
>Chimp
AACTATGTGACCAAAGTTACCCTGTTTCCTTTAATGTCTTTAGACACCAGTATCTCAGACCCTAAATACTATGTTTAT
TCCAAAGTTAAAT---GAGCCTGT---cctgtaatcccagcgacttggtaggctaaggtgggaggatcacttgagctc
aggagtttgagaccact-tgagcaacataacaacatgctgtctttatttaaaaaaaaaaaagaaaaaaa---------
----------AAGCCCAT---AGAATCTTTTTTTTTTTTTTT-TTAATGTGATGAAACTTC-TGTTTACCTTTGGCCA
GCAAACTGATACATTGTTTTCTTATAG---GCATTCACAGGAACATAA
>Orangutan
AACTATGTGACCAAAGTTACCCTGTTTCCTTTAATGTCTTTAGACACCAGTATCTCAGACCCTAAATACTATGTGTAT
TCCAAAGTTAAAT---GAGCCTGT---cctgtaatcccagtgacttggtaggctaaggtgggaggatcacttgagctc
aggagtttgagaccact-tgagcaacataacaacatgctgtctttatttaagaaaaaaaaaaaaaa------------
----------AAGCCCAT---AGAATCTTTTTTTTTTTTTTTTTTAATGTGATAAAACTTC-TGTTTACCTTTGGCCA
GCAAACTGATACATTGTTTTCTTATAG---GCATTCACAGGAACATAA
>Baboon
AACTATGTGACCAAAGTTACCGTGTTTCCTTTAATGTCTTTAGTCACTGGTATCTCAGACTCTAAATACTATGTTTAT
TCCAAAGTTAAAT---GAGCCTAT---cctgtaatcccagcgacttagtaggctaagatgggaggatcacttgagctc
aggagtttgagaccact-tgagcaacataacaaaaccttgtctttatttaaaaaaaaaaaaaagaaaaaaagaaaaag
aaaaaaa---AAGCCCAT---AGGATCTTTTTTTTTTTTTTTTTTAATGTGATAAAACTTC-TGTTTACCTTTGGCCA
GCAAACTGATACATTGTTTTCTTATAG---GCATTCACAGGAATACAA
>Rhesus
AACTATGTGACCAAAGTTACCGTGTTTCCTTTAATGTCTTTAGTCACTAGTATCTCAGACTCTAAATACTATGTTTAT
TCCAAAGTTAAAT---GAGCCTAT---cctgtaatcccagcgacttagtaggctaagatgggaggatcacttgagctc
aggagtttgagaccact-tgagcaacataacaaaaccttgtctttattttaaaaaaaaaaagaaaaaaagaaaaagaa
aaaata----AAGCCCAT---AGGATCTTTTTTTTTTTTTTT-TTAATGTGATAAAACTTC-TGTTTACCTTTGGCCA
GCAAACTGATACATTGTTTTCTTATAG---GCATTCACAGGAATACAA
>Tarsier
AACTATTTCAGCAAAGTTATCCAATTCTACTTAATGTGTTTAGACACCGATCTCTCAG--TCTAAAAATTGTTTTCAT
TTCAAAACTAAAT---GAGCCTGT---cctataatcccagtgacttgagaggctgagatgggaggatggcttgagcct
aagagttagagaccagtctgggcaacatagcaagattctgtttctttattaaaaaaaagc------------------
----------GAGCCTGT---AGAATCCTTTCTTT----------AAC---ATAACACTTCAAATTTTCCTTTAGTCA
TTGAATTCATAAATTGTCTTCTTACAG---TTATTCTCAAGAGCATAA
>Bushbaby
AACTATTTTATTAAAGTTTCCTAATTCTTCTTGATGTCTTCATATGCTAATCTCACAAACCCTAAAAATTGTGTTAAT
TCAGAAATTAAAT-----------------------------------------------------------------
------------------------------------------------------------------------------
----------GACCCTAT---AGAATTCTTTATTT----------AACATAATAAAACTTT-AATTTTCCCTTGGTCA
ATAATTTGATATATTGTCTTCCTATTT---GCATTCTCAAGAACATAA
>Mouse_lemur
ATCTGTTTTACCAAAATCACCCAGTTTGCCTTGATATCTTCATATACTAATCTCACAGTCCCT-AAAATTGTGTTCAT
TGAAAAAGTATAT-----------------------------------------------------------------
------------------------------------------------------------------------------
----------GAGCCTAT---AGAATTCTTTCTTT----------AACATAATAAAACTTT-AATTTTCCTTTGGTCA
GTAATTTGATATATTGTCGTCTTTTAG---GCATTTTCAAGAATATAA
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>Tree_shrew
AATTATTTTACCGAAGTT-TTTAATTTTCTTTAATGTCTCCAAACACTGTTTG-CCAGACCCTAGGAATTATGTTCAT
TTCAAA-TTAAGT-----------------------------------------------------------------
------------------------------------------------------------------------------
----------AATACTGT---AGAATCCTCTTTTT-----------------------TTT-GATGTTTCTTT-----
------------------------------CATTTATAGAGGAGAGAC
>Dog
TACTGTTTTACCAACGTTG-CCAGTTCTCTTTCGTGTCTTTAGACACTAGTCTCTTTGGCCTTAAAAATTGTATTTAT
TCTAAAATTGAAA-----------------------------------------------------------------
------------------------------------------------------------------------------
----------GAGCCTGG---AGAATCATGTTTTT----------AATAT-GTAAAATTTC-AATTTTCCCTTAGCCA
ATAAATTGATAGATTTTGTCTTCTTTTAAGGCATTTCTAGGAATGTAA
>Horse
AACTGTTTTACCAAAGTTACCCAATTCCCTTTCATGCCTTTAGACACTAGTCTCTCAGAACTTAAAAACTGTATTCCT
TCCAAAATTAAAT-----------------------------------------------------------------
------------------------------------------------------------------------------
----------GAGCCTGT---AAAATT----------CTCTCTTTAATATAATAAAATTTC-AGTTTTCCCTCAGCCA
ATAAGTTGATATATTTTGTCCTCCGAAAAGGCATTCCCAGGAACATAA
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Marker A10

>FLAM_C
------------------------------------------------------------------------------
-----------------------------rgccgggcgcggtggctcacgcctgtaatcccagcactttgggaggccg
aggcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaaa
aaaaaaaaaaaaaaaa--------------------------------------------------------------
--------------------------------------------
>Human
AATGGGAAGTTATCAAAACAAAGCCAAGCACCACTCAATCATGG--TATGCTCTCAGAAAAGG-CAATGGTCACATGG
CAACCTT---GAAGATTCTGATTTCT---agtcgggtgtggtggcacatgcctgtaatcccagctactcaggacgctg
aggtgggaggattacttgagcccaggagtttgagaccagcttggacaacatagcaaaaactcgtctctcaaaaaaaaa
aaaaaaaaaaaaa-aagaaagaaagaaaaaaagaaaaaagaa---AAAGATACTGACTTCC---AACCTTCATGAGTG
AAAAGTTCTGGCCATGGCTGTAGTGGACAGGATGTGCTCACCCT
>Chimp
AATGGGAAGTTATCAAAACAAAGCCAAGCACCACCCAATCATGG--TATGCTCTCAGAAAAGG-CGATGGTCACATGG
CAACCTT---GAAGATTCTGATTTCC---agtcgggtgtggtggtacatgcctgtaatcccagctactcaggaggctg
aggtgggaggattacttgagcccaggagtttgagaccagcttggaaaatagagcaaaaactcgtctctcaaaaaaaaa
aaaaaaaa---------aaagaaagaaagaaagaaaaaagaa---AAAGATACTGACTTCC---AACCTTCATGGGTG
AAAAGTTCTGGCCATGGCTGTAGTGGACAGGATGTGCTCACCCT
>Orangutan
AATAGGAAGCTATCAAAACAAAGCCAAGCACCACCCAATCATGG--GATGCTCTCAGAAAAGG-CAATGGTCACATGG
CAACCTT---GAAGATTCTGATTTCC---agtcgggtgtggtggcacatgcctataatcccagctactcaggaggctg
agatggaaggattacttgagcccaggagtttgagaccagcttggacaatatagcaaaaacttg--tctcaaaaaaaaa
-----------------aaaaaaagaaagaaagaaaaaagaa---AAAGACACTGACTTCC---AACCTTCATGGGTG
AAAAGTTCTGGCCATGGCTGTAGTGGACAGGGTGTGCTCACCCT
>Baboon
AATGGGAAGCTATCAAAACAAAGCCAAGCATCACCCAATCATGG--GATGCTCTCAGAAAAGG-CGATGGTCACATGG
CAACCTT---GAAGATTCTGATTTCC---agtcggccatggtggcacatgcctataatcccagctactcaggaggctg
aggtggga-gattgcttgagcccaggagtttgagatcagcttggacaatgtagcaaaaactcatctcaaaaaaaaaaa
aaaaaaaaaagaag---aagaagaagaagaaagaaaaaagaa---AAATATACTGACCTCC---AACTTTCATGGGGG
AAAAGTTCTAGCCATGGCTGTAGTGGACAGGGTGTGCTCACCTT
>Rhesus
AATGGGAAGCTATCAAAACAAAGCCAAGCATCACCCAATCATGG--GATGCTCTCAGAAAAGG-CGATGGTCACATGG
GAACCTT---GAAGATTCTGATTTCC---agtcggccatggtggcacatgcctataatcccagctactcaggaggctg
aggtggca-gattgcttgagcccaggagtttgagaccagcttggacaacgtagcaaaaactcatctcaaaaaaaaaaa
aaaaaaaaaaaaagaagaagaagaagaagaaagaaaaaagaa---AAATATACTGACCTCC---AACTTTCATGGGGG
AAAAGTTCTAGCCATGGCTGTAGTGGACAGGGTGTGCTCACCTT
>Marmoset
AATGGGAGACTATCACAGCAAAGCCAAGCACCACCCAGTCATGG--GATGCTCTCAGAAAAGG-CGATGGTCACATGG
CAACCTT---GAAGATACTGATTTCC---agtcaggcgtggtggcacatgcctatcatcccagctactctggaggctg
aggtgggaggattgcttgaggccaggagtttgaaaccagcttggacaacacagcaagaactcgtctcaaaaacaaaac
aaaaca---------------------------------------AAACATACTGACTTCT---AACCCACATGGGTG
AAAAGTTCTGGCCATGACTGTAGCAGACA--ATGTCCTCACCCT
>Tarsier
GATGGAAAACTATGAAAACAAAGCCAAGTACTACCCAATCATGG---ATACTCTCAGAAAAAG-TAATGGTCACATAG
CAATCTC---AAAGATACTGATTTCC---agtcaggcatggtggtgcatgcccatagtcccagctacttgggaggcca
aggtgggaggactgcttgagctcaagagtttgagaccagcttgggcaacgtggaaagaccctgtctcaaaaaaaaaaa
aaaaa----------------------------------------AAGGAAACGAATTTCA---AGCCTGCATGGGTT
AAAAGTTCAGGGCATGGTGTCAATGGACAAGATGTGCTCTCCAT
>Bushbaby
GGTGGGAAGCTATGAAAACAAAGCCAAGCACCACCCAGTCACCACCCATGCTCGCAGAAAAGG-TGATGGTCCCACAG
CAACCTC-----------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------AAAGGCACTGATTTCC---AACCTGCATAGGTG
AAAAGTTCTGACCACAGCTTCAGTGCACAGGGAATGTCATT-TT
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>Mouse_lemur
GATGGAAAGCTATGAACACAAAGCCAAGCACCACCCAATCACAG--GATGCTCTCAGAAAAGG-TGACAGTCCCATAG
CAACCTC-----------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------AAAGGCACTGATTTCC---AACCTTCATGTGTA
ATAAGTTCTGGCCATGGCTTCA-TGCTCA----------TC-AT
>Tree_shrew
GATAAGCAACTATGAAAACAAA-TCAAGTACCACTCAGTCATAG--GGTGCTCTCAGCGAAGGCTG-TGGTCGTGTGG
AAACCCC-----------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------AAGAATACTGATTTTC---AGTTTGTATGGGTG
AGTAGTTCAGGCCATGGCTGCAGTGGACAGGGCACACAG-CCAC
>Guinea_pig
GGAGGAAAGCAGAAGAAACAAAGCCAAGCACCACAGAATCATGG--GAGGCCCTCAGGAAAGGCGC-CCATCATGTGA
TAACCTT-----------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------AAGGATACTGATTTTC---AACC-ACATGGGTG
AAAAGTTTAGGTCGTAGCTTTGGTGAAGAAA---------GCAT
>Dog
GTTGGGGAGTCATGGGAACAAAGCCAAACACCACCCAATCAT-G--GATGCTCTTGGAAAAGGCTA-TGGTCACATGG
TAGCCTC-----------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------AAGGATACTGACTTCC---AACCTGCAGAGGTG
--GAGTTCAGGCCACAGTCTCACTGGACTGGGCA------CCCT
>Horse
GATGGGAAGCTGTG------------------ACCCAATCATGG--GATGCTCTCAGAAAAGGCTA-CAGTCACATGG
CAGCCTC-----------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------AAGGATACTGATTTCC---AATCTGTCTAGGTG
AAAAGTTCAGGCCATAGCTCCAGTGGACAGGGCGTTCTTGTCAT
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Marker A04

>FAM
------------------------------------------------------------------------------
--------------------------------------------gccgggcgcggtggcgcgcgcctgtagtcccagc
tactcgggaggctgaggcgggaggatcgcttgagcccaggagttcgaggctgtagtgcgctatgatcgcgcctgtgaa
tagccactgcactccagcctgagcaacatagcgagaccccgtctcttaaaaaaaaa----------------------
------------------------------------------------------------------------------
--------------------------------------
>Human
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGTATCTTCATAATTGAGATGTAGCCTTATTGAGCCAACA
AGGCAGGTGTGTCCTACTTT---AAGAAAATA----------------ggtgcagtggcgcatgtctctagtcccagc
tacttgggaggctgaggcagaaggattgcttgaggccaggagttcaaggttgcagtgtgctctgattgcatctgtgaa
tagccactatactcctgcctgggcaacatcgtgggaccctgcctctaaaaa-gtaaataaaaaattaggaaa---AAG
AAAACAGAATACATA-----AAAATCTTTATTTACCAATCAGGTACAATTTCTGATG-ATTAAT-GTCATGTATGAG-
-TCAA-CAGCCACTGCAGTTT-CTTCC-AGTCCCAAGT
>Chimp
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGTATCTTCATAATTGAGATGTAGCCTTATTGAGCCAACA
AGGCAGGTGTGTCCTACTTT---AAGAAAATA----------------ggtgcagtggcgcatgtctctagtcccagc
tacttgggaggctgaggcagaaggattgcttgaggccaggagttcaaggttgcagtgtgctctgattgcatctgtgaa
tagccactatactcctgcctgggcaacatcgtgggaccctgcctctaaaaa-gtaaataaaaaattaggaaa---AAG
AAAACAGAATACATA-----AAAATCTTTATTTACCAATCAGGTACAATTTCTGATG-ATTAAT-GTCATGTATGAG-
-TCAA-CAGCCACTTCAGTTT-CTTCC-AGTCCCAAGT
>Orangutan
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGTATCTTCATAATTGAGATGTAGCCTTATTGAGCCAACA
AGGCAGGTGTGTCCTACTTT---AAGAAAATA----------------ggtgcagtgacgcatgtctctagtcccagc
tactcgggaggctgaggcagaaggattgcttgaggccaggagttcaaggttgcagcgtgctctgattgcatctgtgaa
tagccactatactcctgcctgggcaacatcatgggaccctgcctctaaaaa-gtaaataaaaaattaggaaa---AAG
AAAACAGAATACATA-----AAAATCTTTATTTACCAATCAGGTACAATTTCTGATG-ATTACT-GTCATGTATGAG-
-TCAA-CAGCCACTTCAGTTT-CTTCC-AGTCCCGAGT
>Baboon
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGTATC-TCATAATTGAGATGTAGCCTTATTGAGCCAACA
AGGCAGGTGTGTCCTACTTT---AAGAAAATAGAATACGTG---gcttggtgcagtggtgcgtgtctctattcccagc
tacttgggaggctgaggcagaaggattgcttgaggccaggagttcaaggttgcagtgtgctctgattgcatctgtgaa
caaccactatactcctgcccgggcaacattgtgggaccccgcctctaaaaaagtaaataaaaaattaggaaa---AAG
AAAACAGAATACATA-----AAAATCTTTATTTACCAACCAGGTACACTTTCTGATG-ATTACT-GTCATGTATGAG-
-TCAA-CAGGCACTTCAGTTT-CTTCT-AGTCCTGAGT
>Rhesus
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGTATC-TCATAATTGAGATGTAGCCTTATTGAGCCAACA
AGGCAGGTGTGTCCTACTTT---AAGAAAATAGAATACGTG---gcttggtgcagtggcgcatgtctctattcccagc
cacttgggaggctgaggcagaaggattgcttgaggccaggagttcaaggttgcagtgtgctctgattgcatctgtgaa
caaccactatactcctgcccgggcaacattgtgggaccccgcctctaaaaaggtaaataaaaaattaggaaa---AAG
AAAACAGAATACATA-----AAAATCTTTATTTACCAACCAGGTACATTTTCTGATG-ATTACT-GTCATGTATGAG-
-TCAA-CAGGCACTTCAGTTT-CTTCT-AGTCCTGAGT
>Marmoset
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGTATCTTCATAATTGAGATGTAGCCTTATTGAGCCAACA
AGACAGGTGTGTCCTACTTT---AAGAAAATAGAATACATG---gttgggtgcagtggcgcatgtctctagtcccagc
tactcgggaggctgaggcagaaggattgcttgaggccaggatttcaaggttgcagcatgctctgattgcatgtgtgaa
tagccactatactcctgcctgggcaacatcgtgggaccctgcctctaaaaaagtaaataaaaaattaggaat---AAG
AAAACAGAATACATG-----AAAATCTATATTTACTAACCAGATACATTTTCTGATG-ATTACT-GTCATGTATGGG-
-TCAA-CAGCCACTTCAGTTT-CTTCT-AGTCCTGAAT
>Tarsier
TA--------TGTCATCTTGGCTACCAGTGATGCTCCTAATATCTTCCTAATTGAGATGTAGCCTTTTTGAGCCAACA
AGGCAGGTGTGTCCTACTTT---AAGAAAATAGAATACGTG---gct-ggtgcagtggcacatgtctgtagtcccagt
tattagggatgctgaggcaggaggattgcttgagcccaggaattctaggctgcggtgagctatgattatgcctgtgaa
tagccactgcactcctacctgggcaatatagtgagaccctatctctaaaaa-tt---------tttttagaa---AAG
AAAATAGACTGTAAAAA---AAAATCCAACTTTGTCAACCAGATGAATTTCCAGGCGAATTACTTGTGATATGTGAG-
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-TCTA-CA-CCACTTGAGTTT-CTTCT-ACTCCTGAGT
>Bushbaby
TAGGCACGTCTGTCATCTTGGCTCCCAGTGATGCTTCCAGCATCTTCATAATTGAGATGTAGCCTTCTTGAGCCAACA
AGGCAGGTGTGCCCTACTTT----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------AAG
AAAATAGAATACGTG-----AAAGCCCACATTTTCTAACCAGATAAATTTCCAGGTG-GTTACTCATTACATATGAG-
-T-TA-CAGCCACTCGAGTTC-CTTGG-AGTACTGAAT
>Mouse_lemur
TA--------TGTCATCTTGGCTACCAGTGATGCTTCTAGCATCTTCGTAATTGAGATGTAGCCTTCTTGAGCCAACA
AGGCAGGTGTGTCCTACTTT----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------AAG
AAAATAGGATACATG-----AAAATCCAAATTTTCCAACCAGATAAATTTCCAGGTG-ATTACTCATTATGTATGAG-
-TCTA-CAGCCACTTGGGTTC-CTTCT-AGTCATGAAT
>Tree_shrew
GA--------TGTCATGTTGGCGACTCATGATGCTTCTAGCATCTTCGTAATTGAGATGTAGCCTTCTCGTGCCAACA
AGGCAGGTGTGTCCTACTTT----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------GAG
AAAATGGGATGTATG-----AGAACTCAGACTTGCCAACCAGAGACATTTCCAGGTG-ATTCCTTGGCCTAGCTGAG-
-TCTGT-CGTCACTTGAGTTC-CTCCT-GGCCCTGAGT
>Mouse
TA--------TGTCATCTTGGCTCCTAGCAAGGCCCCTAGTATCTTCATAATTGAGATGTAGTCTTCTTGAGCCAATA
AGACAGGTGTGTCCTACTTA----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------AAG
AAAACAGAGATCAGG-----AACGTC-----------------CAGATTT---ATTC-ACCAGCCAAATTTCCAAGAA
-TATCACTTG------AGGTTTTTCT-TAGTCCCGAGC
>Guinea_pig
TA--------TGTCATC-------CTGGGAATGCTTCTAGCGTCCTGGTAATTGAGTTGTAGCCTTCTTCAGCCAACA
AGACAGGTGTGTCCTACTTA----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------AAG
AAATGGGAAACACAG-----A-ACTCCAAATTTACCAGCTAGATGCATTCCCAAGCC-ATTACTCACTGTACATCAA-
-ACTA-CAGTCCCCAAGTCCTTTCT-----------GT
>Dog
CA--------TGTCGCCTTGGCTGCTGGTGTTACTTGTAGCATCTTCATAATTGAGATGTAGCTTTCTTGAGCCAACA
AGGCAGGTGTGTCCTCCTTT----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------AGG
AAAATATGACA--CG-----ACGATCCAAATTTACTGACCAGAGAAATTCCCAGTTG-ATTACTCGTTCGACATGGGA
GTCTAACAGCTA--TGGGTTTCCTTCTAAGTCCTGAGT
>Horse
TA--------TGTCACCTCGGCTGTGAGTGATACTTCTAGCATCTTTGTAATTGAGATGTAGCTT-CTTGAGCCAACG
AGGCAGATGTGTCCTACTTT----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------AAG
AAAATGGAATACATG-----AAAATCC----------------GAAATTCCCAGTTG-ACTACT-CGTCATACATGAG
AGTCTACAGCCAACTGAGTTCCTTCTGAGGTCCTGAGT
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Marker A08

>FLAM_A
---------------------------------------------gccgggcgcggtggcgcgcgcctgtagtcccag
ctactcg--------------------------ggaggctgaggcgggaggatcgcttgagcccaggagttcgagacc
agcctgggcaacatagcgagaccccgtctctaaaaaaaaaaaaaaaaaaaaaaaaaa---------------------
------------------------------------------------------------------------------
----------------------------------------------
>Human
TTCAGTGGGAGGCCTGGGGCACAGCGTATGTGCTTCTTGGAAGAGCAGCAGCAGGGCCACCA--TTGAAAGACAGGAA
ACAACAC---ATAGAGAAATTGCTGGCTCA---ggaggctgaggtaaggggattacttgagcccaggagttcaagacc
aactggggcaacatagcaagaccccatctcaaaaaaaaaagaaataaaa---aagaaaaagaaagg---ATAGAAAAT
TTGCCTATACA---TTCCACAAAGCACAAGGATTGTCCCCAGAACAACGTTCTAGACCTACTACCTAGCTCTCCAACA
GAAAGGGAACCAGCCACTCAGGCATGGCTGTTTTCTGGCCTCTCCA
>Chimp
TTCAGTGGGAGGCCCGGGGCACAGCGTATGTGCTTCTTGGAAGAGCAGCAGCAGGGCCACCA--TTGAAAGACAGGAA
ACAACAC---ATAGAGAAATTGCCGGCTCA---ggaggctgaggtaaggggattacttgagcccaggagttcaagacc
aactggggcaacatagcaagaccccatctcaaaaaaagaaagaaaaaaa---aagaaaaagaaagg---ATGGAAAAT
TTGCCTATACA---TTCCACAAAGCACAAGGATTGTCCCCAGAACAACGTTCTAGACCTACTACCTAGCTCTCCAACA
GAAAGGGAACCAGCCACTCAGGCATGGCTGTTTTCTGGCCTCTCCA
>Orangutan
TTCAGCGGGAGGCCCGGGGCACAGGGTATGTGCTTCTTGGAAGAGCAGCAGCAGGGCTACCA--TTGAAAGACTGGAA
ACAACAC---ATAGAGAACTTGCCGGCTCA---ggaggctgaggtcaggggattacttgagcccaggagctcaagatc
aactggagcaacatagcaagaccccacctcaaaaaaaaaaaaaaaaaaaaaaaagaaaaagaaagg---ATGGAGAAT
TTGCCTATACA---TTCCACAAAGCACAAGGATTGTCCCCAGAACAATATTCTAGACCTACTCTCTAGCTCTCCAACA
GAAAGGGAACCAGCCACTCAGGCATGGCTGTTTTCTGGCCTCTCCA
>Baboon
TTTAATGGGAGGCCCGGGGAACAGGGTATGTGTTTCTTGGAAGAGCAGCAGCAGGGCCACCA--TTGAAAGAGAGGAA
ACAGCAC---ATAGAGAACTTGCTGGCTCA---ggaggctgaggtgagaggattacttgagcccaagagttcaagacc
aactggggcaacatagcaagaccccatctcaaaaagaaaaagag-------------aaagaaagg---ATGGAGAAT
TTGCCTATACA---TTCCACAAAGCACAAGGATTGTCCCCAGAACAATGTTCTAGAC-------CCAGCTCTCCAACA
GAAAGGGAACCAGCCACTCAGGGGTAGCTGTTTTCTGGCCTCTCCA
>Rhesus
TTTAATGGGAGGCCCAGGGAACAGGGTATGTGTTTCTTGGAAGAGCAGCAGCAGGGCCACCA--TTGAAAGA---GAA
ACAGCAC---ATAGAGAACTTGCTGGCTCA---ggaggctgaggtgagaggattacttgagcccaagagttcaagacc
aactggggcaacatagcaagaccccatctcaaaaagaaaaagag-------------aaagaaagg---ATGGAGAAT
TTGCCTATACA---TTCCACAAAGCACAAGGATTGTCCCCAGAACAATGTTCTAGAC-------CCAGCTCTCCAACA
GAAAGGGAACCAGCCACTCAGGCGTAGCTGTTTTCTGGCCTCTCCA
>Marmoset
TTCAGGGGGAGGCCTGGGGCACAGGGTATGTGCCTCTTGGAAGAGCAGCAGAAGGGCCACCG--TTGAAAGAAAGGAA
ACATCAC---ATAGAGCACTTGCCAGCTCA---gggggctgaggtaagaggcttacttgagcccaggagttcaagacc
aatcgggacaacatagcaagaccccatctcaaaaaaaaaaaa---------------aaaggaggg---ATGGAGAAT
TTGCCTACACA---TTCCACAAAGCACAAGGATTGTCCCCAGAGCAGTGTTCCAGCCCTGCTACCTAGCTCTCCAACA
GAAAGGGAACCAGCCATTCAAGCATGGCTGTTTTCTGGCCTCTCCA
>Tarsier
TTCAGTGGTAGTCCTGAGATGCTAGG--TGTGCTTCTTGGAAGAACAGCAGCAGGGCCACCC--TTGAAAGAGAGGAA
ACATCAC---ATAGAGAACTTGCCTGCTCA---ggaggatgagacaggaggatagcttgagcctgagagttcaagacc
agcctgggcaacatagtgagactcagtctcagaaaaaaaaga---------------aaagaaagg---ATAGAGAAC
TTGTCTGTATA---TCCCACAAAGCACAGAGATCATCCCCAGAACAATGTTCTGGACTTACTACCTAGCTGTCCAACA
GAAAGGG-ATCAGCCACTCAGGCATGGATGTGTCCAGTCCTCTCCA
>Mouse_lemur
TTCAGTCAGAGTCCTGGGGAGCATGGTGTGTGCTTCTT----GAACAGTGGCAGGGCCACCG--TTGAAAGAGAGGAG
ATGTCAC-----------------------------------------------------------------------
---------------------------------------------------------------------ATA--GCAC
CTGCATGTACA---TTCCACACAGCACAGTGCTTGTCCCGGGAACAGCCTGCTGGGCCTACTGCTGAGCTCTCC----
-AACAGGGCCCAACCGCTCAGGCACGGG-TGTTCCCGGCCTCTCCA
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>Bushbaby
TTTAGCAGGAGCCCTGAAACGCAGGGCGTGTGCTTCTT----GAATGGTGTCAGGGCCACCA--TTGAAAGAGAGGAG
ACATCTC-----------------------------------------------------------------------
---------------------------------------------------------------------GTA--GCAC
CTGCCTGTACA---TTCCACGAAGTACAAGGCTCG-CCCTGAAACAGTGTTCCAGACATTCTCTCTAGCTGCCCAGCA
GAACGGGGACCTGCCACCCAGGCATGGGCTTTTCCGGGCCTCTCCA
>Tree_shrew
CTCAG--GGAGTCCTAGGGTGCAGGGTGTGTGCGTCTC-GAGGAACAGGTTCCGGGCCA-----TTGAAAGGGAGGGG
ACATCAC-----------------------------------------------------------------------
---------------------------------------------------------------------GGA---CAC
TGGGCGTTACC---TTCCGCCCGGCACAGTG---ACCCCAGGAAGAAGGTTCCAGACTTGCTTCCTGGCAGTCCACGA
GAA-GGGG-CCAGCCACG-AGGCACAGACAGGCCC-GACTCCTCGA
>Mouse
TCCAGTGGGAGCCCTAGGGAACAGGGT-----GTACTTGGGAGCATGGCAGCATCAGATCACCACTGAAAGA--GGTG
CCATCCC-----------------------------------------------------------------------
---------------------------------------------------------------------AGA---GAT
AA-CTTCATCC---TCCAACAGCACCCAGCCATCTTCCCCA-------------CGCTGACCACCTAGCTGCCCAACA
GCAAAAGCACCCACCACT-----------CTGCCACCGCCTCTCCA
>Guinea_pig
TTCAGC-AGAGTCCTCGGGCAGAGG-----------------------CACCAG-GCTGCTATTTTAAAAA--GGAAA
TTTCACC-----------------------------------------------------------------------
---------------------------------------------------------------------TAG--ATAA
CTTTCGTGCAT---GCACACTATGCCCAGCAATCCTCCCTGGA-------------CTTACTATCGAGCTGCCCAACA
GGAAGGAAA----------GACCAGAGACTTCCCT-----------
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Marker A26

>FLAM_A
------------------------------------------------------------------------------
------------------------------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctg
aggcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaaa
aaaaaaaaaaaaaaaa--------------------------------------------------------------
--------------------------------------------------------------
>Human
TATTCTATTTTGCTAATCTTAGATTGAAAAACCTTGCAAAATTGGATTCAG-CTGTGAGAAATCTCATTGCATTAAGT
CCT--GTC---TAATCAAAACTATGAA---gccaggtgcagtggcttgtgcctgtagtttcagctactccagaggctg
aggcaggaggatcccttgagcccaggagtttgaggccagcctgggcaacatagcaagattctgtctctaaaa------
--------------ataatagtaatgatg---TAATCAAATTAT---------TCTTGCCATATTTTGT----TTATC
ACGGTGACT-----ATTCAGCTATTTGGCGTGAATAAGAAGAATAAGGTTAATTTCCTGAGA
>Chimp
TATTCTATTTTGCTACTCTTAGATTGAAAAACCTTACAAAATTGGATTCAG-CTGTGAGAAATCTCATTGCATTAAGT
CCT--GTC---TAATCAAAACTATGAA---gccaggtgcagcggcttgtgcctgtagtttcagctactccggaggctg
aggcaggaggatcccttgagcccaggagtctgaggccagcctgggcaacatagcaagattctgtccctaaaa------
--------------ataatagtaatgatg---TAATCAAATTAT---------TCTTGCCATATTTTGT----TTATC
ACGGTGACT-----ATTCAGCTATTTGGCATGAATAAGAAGAATAAGATTAATTTCCTGAGA
>Orangutan
TGTTCTATTTTGCTAATCTTAGATTGAAAAACCTTGCAAAATTGGATTCAG-CTGTGAGAAATCTCATTGCATTAAGT
CCT--GTC---TAATCAAAACTATGAA---gccaggtgcagtggcttgtgcctgtagtttcagctactccggaggctg
aggcaggaggatcccttgagcccaggagtttgaggccagcctggacaacatagcaagagtctgtctctaaaa------
--------------ataatagtaatgatg---TAATCAAATTAT---------TCTTGCCATATTTTGT----TTAGA
ACAGTGACT-----ATTCAGCTATGTGGCGTGAATAAGAAGAATAAGATTAATTTCCTGAGA
>Baboon
TATTCTATTTTGCTAATCTTAGATTGAAAAACCTTGCAAAATTGGATTCAG-CCATGAGAAATCTCATTGCATTAAAT
CCT--GTC---TAATCAAAACTATGAA---gccaggtgcagtggcttgtgcctgtagttccagctactctggaggctg
aggcaggaggatcccttaagcccaggaatttgaggccagcct-ggcaacatagcaagattctgtctctaaaa------
--------------ataatcgtagtgatg---TAATCAAATTAT---------TTTTGCCATATTTTGT----TTATC
ACAGTGACT-----ATTCAGCTAGTTGGCATGAATAAGAGGAATAAGATTAATTTTCTGAGA
>Rhesus
TATTCTATTTTGCTAATCTTAGATTGAAAAACCTTGCAAAATTGGATTCAG-CCATGAGAAATCTCATTGCATTAAGT
CCT--GTC---TAATCAAAACTATGAA---gccaggtgcagtggcttgtgcctgtagttccagctactctggaggctg
aggcaggaggatcccttaagcccaggaatttgaggcgagcctaggcaacatagcaagattctgtctctaaaa------
--------------ataatcgtagtgatg---TAATCAAATTAT---------TCTTGCCATATTTTGT----TTATC
ACAGTGACT-----ATTCAGCTAGTTGGCGTGAATAAGAAGAATAAGATTAATTTTCTGAGA
>Marmoset
CATTTTATTTTGCTAATCTTAGATTGAAAAACCTTGCAAAATTGGACTTAG-CCCTGAGAAATC-CGTTGCATTAAGG
CAT--GTC---TAATCAAAACTATGAA---gccaggtgcagtggcatgtgcgtgtagtaccagctactccagaggctg
aggcaggaggatctcttgagaccaggagtttgaagccagtccag----------------------------------
------------------------------------------------------------------------------
ACAGTGACT-----ATCCAGCCAGTTGACATG---AAGAAGAATAAGATTAATTTTCTGAGA
>Tarsier
CATTTTATTTTGTTGGTCTTAGATTGGAAAACCTTGCAAAACTGAATTTAT-TCTTAAGAAATCTCATTGCATTAATT
CCT--GTC---CAGTCAAAACAATGAA---gctggacac--tggtgtgtgcttgtaatcccagctacttagaaggcta
aggcagaaggatcatttgaacccaggagtttgagatcagcctgggcaatatagtgagattccatctctaaaat---aa
taataatgatgatgatgataataataatg---TAATAAGACT------GTGATACTTGGCATATTTTGC----TTATC
ACAGTGACTGACCAATCCAGCTCGTTGATGTG---------AATAAAATTAAT---CTGTGA
>Bushbaby
-----------------CTTAGA-TGGGAAACCTTGAAAGATCGGATTCAG-CCCTGAGAAAT-CCATTGCATTAAGT
CCT--GTC----------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------TAATCAAAATTAA---GGT--TCTTGGCATATTTTGC----TTATC
AGAGGGACC-----ATCCAGCTAGTTGATGT---------GAATAAGATTTATCTTCTGAGA
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>Mouse_lemur
CATTTCTTTTTGCTGATCTTAGATTGGAAAACCTTGCAAAATTGGATTCAG-CCCTGAGAAATCCCATTGCTTTAAGT
GCA--GTC----------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------TAATCACAACTAA---GGT--TCTTGGCATATATTGC----TTATC
AGAGTGACT-----ATCCAGCTAGTCGGTGTGGATAA---GAATAAGATTAATCTTCTGAGA
>Tree_shrew
CATTTTATTTTACTAATCATAGATTGGAAGACCTTGCAAAATTGGACTGAG-CCCTGAGAAATCCCAATATATTAAGT
CCTATGTC----------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------ATCAAAACTAA---GGC--TTTTGGTGTATCTTAC----TTATC
ACAGTGACC-----CTCTACCTCGTTGACAGGGATAAGAAGATTA------GCCTTCTGAGA
>Mouse
TCACTGATCTTAGACTGAATAGTTTT--------GCAAAATTTGGCTCATCCCTGAGAGGAATTCGATTGCATTAAGT
CCT--GTC----------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------TAATCCTAACAAA---GGA----------TTTTGACA----TGTCC
AGCCTGTG------GCATAACGGTGAGA--------------------TTGACCTTTTGAGA
>Guinea_pig
TTGCTTATTTTACACTGAAAAACCTC----------CAAGGTTAGATTCAG--TGTGAGAAATTCTATTGCATTAAGT
CCT--GTC----------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------TAATCAAAACAAA---GGG--CCCTAGCATGGTTTTA----TCACA
GTAGCTATC---CAGCTAGTTTGTGTGAA--------TAAGAATAAGATTAATATTGTTATT
>Dog
CATTTTCTTTTACTGATCTTAGATGGAAAAATCTTACAAGATTGGACCCAT-CCCTGAGAAATCTCATTGCCTTAAGT
CCT--GTT----------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------TAATCGAAACTAA---TGCTCTTGGCATTTTTTTTGTTTGTTTATC
ACAGTGACTACCCAGCTAATTGGTGTGA----ATAAGGAGAAACAAGCTTAATCCTCCGAGA
>Horse
TTTGTTTTTCTGATCTT---AGATTGGGAAATCTTGCAAAATTGAATTCAGTCCT-GAGAAATCTCATTGCATTAAGT
CCT--GTT----------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------TTAATATAAACTAA---GG-CTCCTGGCATATTTTGC-----TTATC
ACAGTGACTACCCAGCTAGTTGGCTTGA-----ATAAGGACAATAGGCTTAATCTTCTGAGA
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Marker A14

>FLAM_A
------------------------------------------------------------------------------
------------------------------gccgggcgcggtggcgcgcgcc----tgtagtcccagctactcgggag
gctgaggcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaa
aaaaaaaaaaaaaaaaaaaa----------------------------------------------------------
--------------------------------------------------------
>Human
TTATAATAATTGTAATCATTGG-ATTGA-CTTCA-TTAAATAGGATCCATTCT----TAAGAATCTTTCTTAGTGTTT
TTAGATT---aaaatatctaagtacta--------acttggtggcatgcacc----agtagtcccggccacttgggag
gctgaggcaggaggattgcttgagcccaggagtttaagtccagcctgggcaacacagtgggaccccatctctgaatta
aaggaaaaa---AAAATATCCAAGTACTC---AAAGT---GTAAGTGCTTCACAAGTATCTCCTGAT--AG--TTACT
TAT---GGATAATCATACATTT--AT--ATCCACACTAGGCCTCTGTCAAAGTATT
>Chimp
TTATAATAATTGTAATCATTGG-ATTGA-CTTCA-TTAAATAGGATCCATTCT----TAAGAATCTTTCCTAGTGTTT
TTAGATT---aaaatatctaagtacta--------acttggtggcatgcacc----agtagtcccggccacttgggag
gctgaggcaggaggattgcttgagcccaggagtttaagtccagcctgggcaacacagtgggaccccatctctgaatta
aagg-aaaa---AAAAAATCCAAGTACTC---AAAGT---ATAAGTGCTTCACAAGTATCTCCTGAT--AG--TTACT
TAT---GGATAATCATACATTT--AT--ATCCACACTAGGCCTCTGTCAAAGTATT
>Orangutan
TTATAATAATTATAATCATTGG-ATTGA-CTTCATTTAAATAGGATCCATTCT----TAAGAATCTTTCTTAGTGTTT
TTAGATT---aaaatatctaagtacta--------acttggtggcatgcacc----tgtagtcccggccacttgggag
gctgaggcaggaggattgcttgagcccaggagtttaagtccagcctgggcaacacagtgggaccccatctctgaatta
aagg-aaaa---AAAATATCCAAGTACTC---AAAGT---ATAAGTGCTTCGCAAGTATCTCCTGAT--AG--TTACT
TAT---GGATAATCATACATTT--AC--ATCCACACTAGGCCTCTGTCAAAGTATT
>Baboon
TTATAATCATTATAATCATTGG-ATTGA-CTTCATTTAAATAGGATCCATTATTACCTAAGCATCTTTCTTAGTGTTT
TTAGATT---aaaatatctaagtacta--------acttggtggcatgcacc----tgtagtcccggccacttgggag
gctgagacaggaggattccttgagcccagaagtttaagtccagcctaggcaacacagcgagaccccatctctgaatta
aagg--gaa---AAAATATCCAAGTACTT---AAAGT---GTAAGTGCTTCACAAGTATCTCCTGAT--AG--TTACT
TAT---GGATAATCATACATTT--AT--ATCCACACTAGGCCTCTGTCAAAGTATT
>Rhesus
TTATAATCATTATAATCATTGG-ATTGA-CTTCATTTAAATAGGATCCATTCTTACCTAAGCATCTTTCTTAGTGTTT
TTAGATT---aaaatatctaagtacta--------acttggtggcatgcacc----tgtagtcccggctacttgggag
gctgagacaggaggattccttgagcccagaagtttaagtccagcctaggcaacacagcgagaccccatctctgaatta
aagg--aaa---AAAATATCCAAGTACTT---AAAGT---GTAAGTGCTTCACAAGTATCTCCTGAT--AG--TTACT
TAT---GGATAATCATACATTT--AT--ATCCACACTAGGCCTCTGTCAAAGTATT
>Marmoset
TTATAATCATTATAATCATTGG-ATTGA-CTTCATTTAAATAGGATCCATTCTTGCCTAAGAATC---CTTAGTGTTT
TTAGATG---aaaatatctaagtacga---gccaggcttggtggtacatatc----tgtagtcccagctacttgggag
gctgaggcaggaggattgcttgagcccaggagtttaagtccagcctaggcaacacagcaagatcccatttctgaatta
aagg--aaa---AAAAAATCCAAGTACCC---AAACT---GTAAGTGCTTCCCAAGTATCTCCTGAT--AG--TTACT
TAC---GGATAATCATATATTT--AT--AGCCACACTAGGCCTCTGTCAAAGTAGT
>Tarsier
TTCTCATCATTATAATAATTGA-TTTTAGTTTCATTTAAATTGGATCAATTCTTACCTAAGAATC-TTCTTAGCATTT
TTAGATG---aaaatatctaagtatta---gccaggtttggtgacatgcacctacttgtagtccctactactgaggag
actgaggtaggaggattgcttgagcccagaagttcaagttcaacctgggcaacacagcgagattctctctctaaatta
aatgaaaaa---AAAAAATCCAAGTACTC---AGAGTATAATAAGTGCTTCACAGATATTTCCTGATAGAG--TTACT
TATCATGGTTAATCTTACATTCGAAT--ACCCATATTAGGCCTCTG--AAAGTATT
>Bushbaby
TTTTAGTAATTATAGTCATTTGTTTTTA-CTTCATTTAAATAGAATAAATTCTTACCTAAGGATCTTCCTTAAGATTT
TCAGATC-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------AGAATGTC-AAGTGCTC---AAAGT---ATAAGTGCTTCACAAGTATCTCCTGAT--AGAGTTACC
TATCGCTGTTAACTGTATGTTT--TT--ATCCATAGTAAGCCTCTTTC-AAGTATT
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>Mouse_lemur
TTCTAATAGTTATAATTGTTAGTTTTGA-CTTCATTTAAATAGAATAAATTCTTACCTAAGAATGTTTCTTAGCATTT
TTAGATC-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAATGTCCAAGAACTC---AAAGT---ATAAGTGGTTCACAAGTATCTCCTGAT--AG----ACT
TATAGTAGTTAATCTTACATTT--AT--TTCCATAGTAGGCCTCTTTCAAAGTATT
>Mouse
-----------------------------------ATAAATAGGATGATGAATTCCTACCAAGAA--TCTTAACATTT
TTAGGTC-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAACATCCAAGTACTA---AATGT------ACTTATATTGGATGCTTACATGCT------TTCTA
AGTGTCTCCTGACAGTTACAGGTCATGGGTGTGCAGTTGGCTCTGTATTAGGATTC
>Dog
TTATAATCACTATAATAATTGGTTTTGG-CTGCATTTAAATA-------------------------------CCATT
TTGTATC-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAATATTCATGTAGTC---AAAGT-------GTGCTTCACAAGCCCCTCCTGAT--AGAGTTACT
TATTTATCATGGTCAGTCTTATGTTTATATCCATATTAGGCCTCTTTCAAAATATC
>Horse
TTGTAATCATTATAATCATTGGTTTTGA-CTTCATTTCAAAGCG-------------------------------TTT
TTAGATC-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAATATTCAGGTACTC---AAAGT---GTAAGTGCTTCACAAGTACCTCCTGAT--AGAGTTTCT
TATTTATCGTGGTTAATCTCGTATTTATATCTATATACGGCCTCTTTGAAAATATT
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Marker A15

>FLAM_A
------------------------------------------------------------------------------
---------------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctgaggcgggaggatcgc
ttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaaaaaaaaaaaaaaaaaa
a-----------------------------------------------------------------------------
---------------------------------------------------
>Human
CATCAAAAAGCCCATCTGTTCT---AAACATCTTCAGATTTTAAGGACTGAACAGAAGAAAGTTCCTAGCAGATTAC-
-GATTTATCTTATC---aaagtgtttcattag---cctgtagtcccagctactcaggtggtggaggcggcaggattac
atgagcccaggagttagagaccatcctgggcaacatagaga--cctcatctcaaaaaaaaaaaaaa------------
------------AAAGTGTTTCATCAG---ACCGTTTCACTGATTCAG--ATTTGGATCAGTGACCTTGGGGTCTTGT
TTGTTTTGTTT-GTTTG--------GCAAAGCTACAGAAGAAA-TACAGGA
>Chimp
CATCAAAAAGCCCATCTGTTCT---AAACATCTTCAGATTTTAAGGACTGAACAGAAGAAAGTTCCTAGCAGATTAC-
-GATTTATCTTATC---aaagtgtttcattag---cctgtagtcccagctactcaggtggtggaggcggcaggattac
atgagcccaggagttagagaccatcctgggcaacatagagagacctcatctcaaaaaaaaaaaaaaaaa---------
------------AAAGTGTTTCATCAG---ACCGTTTCACTGATTCAG--ATTTGGATCAGTGACCTTGGGGTCTTGT
TTGTTTTGTTT-GTTTG--------GCAAAGCTACAGAAGAAA-TACAGGA
>Orangutan
CATCAAAAAGCCCATCTGTTCT---AAACATCTTCA-ATTTTAAGGACTGAACAGAAGAAAGTTC-TAGCAGATTAT-
-GATTTATCTTTTC---aaagtgtttcattag---cctgtagtcccagctactcgggtggtggaggtagcaggattac
atgagcccaggagttagagaccatcctgggcaacatagagagacctcatctcaaaaaaaaaaaaaaaa----------
------------AAAGTGTT-CATCAG---ACCGTTTCACTGATTCAG--ATTTGGATCAGTGACCTTGGGGTCTTGT
TTGTTTTGTTT-GTTTG--------GCAAAGCTACAGAAGAAA-TACAAGA
>Baboon
CATCAGAAAGCCCATCTGTTCT---AAACATCTTCAGATTTTAAGGACTGAACAGAAGAAAGTTCCTGGCAGATTAT-
-GATTTATCTTATT---aaagtgtttcattag---cctgcggtcccagctactcaggtggtggaggcagcaggattac
ataagcccaggagttagggaccatcctgggcaacacagagagacctcatcttaaaaaaaaaaaaaaaaaaa-------
------------AGCGTGTTTAATCAG---ACCATTTCACTGATTCAG--ATTTGGATCAGTGATCTCGGGGTCTTGT
TTGTTTTGTTT-GTTTG--------GCAAAGCTACAGAAGTGG-TGCAAGG
>Rhesus
CATCAGAAAGCCCATCTGTTCT---AAACATCTTCAGATTTTAAGGACTGAACAGAAGAAAGTTCCTGGCAGATTAT-
-GATTTATCTTATT---aaagtgtttcattag---cctgcggtcccagctactcaggtggtggaggcagcaggattac
atgagcccaggagttagagaccatcctgggcaacacagagagacctcatctaaaaaaaaaaaaaaaaaaaa-------
------------GGCGTGTTTCATCAC---ACCATTTCACTGATTCAG--ATTTGGATCAGTGATCTCGGGGTCTTGT
TTGTTTTGTTT-GTTTG--------GCAAAGCTACAGAAGAAG-TGCAAGA
>Marmoset
CATCAAAAAGTCTATCTGTCCT---ATACATCTTCAGATTTTAAGGACTAAACAGAAGAAAGTTCCTAGCAGATTAT-
-GATTT----TATC---aaactgtttcattag---cctgaagtcctagctactc------------------------
-------caggagttagaggccatcctgggcaacacagagagacctcatcttaaaaag--------------------
------------AAAGTACTTCATCAG---AATGTTTCACTGATACAG--ATTTGGATCA----CCCTGGAGTATTGT
TTGTTTTA-----------------GCAAACCTACGGAAGAAA-TACAAGA
>Tarsier
CATAAAAAAGTCCTTCTGTTCTTATACAAATGTTTAGATTTTAAAGACTAAACAGAAGAAAGTTCCCAGCAATTTACA
AGATTTCTCTTATC---aaagtgtttcatcaa---tctatagtcctagctacttgggaggttgaggcagaaggactgc
ttgagtccaggagctagagaccagattgagcaacatagtaagacctcgtcaccaaaaaaaaaaaaca-----------
------------AAGGTATTTTATCAG---ACTGCTTCACTAATTCAGGCATTTGGTTCA----CCTTAGAGTTTCAT
TTGTTTG------------------GC-AAGATACAGAAAAAAATGGAATG
>Bushbaby
CTTCAAAAAGCCCTCCTGTCCTT--CTATATGTTTAGATTTGAAGGACTGAACAGAAGAAAGTTCCTGGTAGATTATA
AGATTTGTCTTATC----------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAGCGTTTCATCAG---ATCGTTCTACTAATTCAGACATTTGGTTCA----CCTGCAGGTCTTGA
TTGTTTTGTTT-GTTTG--------GCAGGGATACAGAAGAAG-TGAAA-G
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>Mouse_lemur
CATCAAAAAGCCTTTCTATCCTT--ATACATGTTTAGATTCTAAGGATTGAACAAAAGAAAGTTCCTAGCACATTATC
AGATTTATTTTATC----------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAGTATTTCATCAG---ACTGTTTCACTGTTTCAGACATTTGGTTCA----CCTTAAGGCCTTGA
TTGTTTTGTTTTGTTTGTTT-----GCAGAGATACAGAAGAAG-TGGAATG
>Tree_shrew
TATCA-AAAGCCCTTCTGTCCTT--CTACATGTTTAGATTTTAAGGACTGAACAGAAGAAAATTCCTAGAAGATTATA
AGATTTATCTTATC----------------------------------------------------------------
------------------------------------------------------------------------------
------------AAAGTGTTTTATCAG---ACTGTTTCACTGATTCAGACACTTGGTTCA----CCTTAGGATCTTCT
TTGTGTGTTTTGTTTTGTTTCTTTGGCAGAACTACAGAAGAAA-TGGAATG
>Dog
CATCAGAAAGCCTTTCTGCCCTT--AGATATGATTAGATTTTAACAACAGTACAGAAGAAAGTTTCTGGCAGATTAT-
-AATTTATCTTGTT----------------------------------------------------------------
------------------------------------------------------------------------------
------------AGAGTGTTTGATCAA---ACTGTTTCATTGATTCAGACATCTGGTTTA----CCTTAGGGTTTGGT
TT----TGTTT--TGTG--------GCAGAGCTACAGAAGAA--TGGAAAA
>Horse
CATCAGA--GCCTGTCTGTCTGC--ATATACGTCTAGATTTTAAGAACCGTA-AAAAGAAAGTTCCCGGCAGATTAC-
-AGTTTATCTTATC----------------------------------------------------------------
------------------------------------------------------------------------------
------------GTAGTGTTTCATCAA---ACGGTTTCACTGATTCAGACAT-TGGTTTA----CCTTAGGGTTTTGT
TTATTTGTTTGTTTGTTTGTTTG--GCAGAGCTACAGAAGAAA-TGGAAAG
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Marker A17

>FLAM_A
------------------------------------------------------------------------------
-----------------------------gcc-gggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctg
aggcgggaggatcg-cttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaa
aaaaaaaaaaaaaaaaa-------------------------------------------------------------
------------------------------------
>Human
GTATGGAATATGCAGGTTCAGGGGCATTTAGGCACAGGTAACATTTGACATAGTGCCCCAATATGTGGAGAAGAAAAA
TGTTTTCAAAAAT---GTCGTCTTCT---gcc-aggcacagtggcacacggttgtaatcctagctacttgggaggctg
aggcag-agaatcaccttgagcccaggagttctagaccagtctgggtaacatagtgacacc-ttcatctcattacaaa
at-----------------GTCCTCTTTT-------TCAAGGAAATTTGATGGGGTCTATTTGCTTCAAGA--TAAAC
CTCACTAAACCC-AGATTTAG--TTGCTATCTGTCA
>Chimp
GTATGGAATATGCAGGTTCAGGGGCATTTAGGCACAGGTAACATTTGACATAGTGCCCCAATATGTGGAGAAGAAAAA
TGTTTTCAAAAAT---GTCCTCTTCT---gcc-aggcacagtggcacacggttgtaatcctagctacttgggaggctg
aggcag-agaatca-cttgagcccaggagttctagaccagtctgggtaacatagtgacacc-ttcatctcattacaaa
aa-----------------GTCCTCTTTT-------TCAAGGAAATTTGATGGGGTCTATTTGCTTCAAGA--TAAAC
CTCACTAAACCC-AGATTTAG--TTGCTATCTGTCA
>Orangutan
GTATGGAATATGCAGGTTCAGGGGCATTTAGGCACAGGTAACGTTTGACACAGTGCCCCAATATGTGGAGGAGAAAAA
TGTTTTCAAAAAT---GTCCTCTTCT---gcc-aggcacagtggcacacggttgtaatcctagctactcgggaggctg
aggcag-agaatca-cttgagcccaggagttgtagaccagtgtgggtaacatagtgacacc-ttcatctcattacaaa
at-----------------GTCCTCTTTT-------TCAAGGAAATTTGATGGGGTCTATTTGCTTCAAGA--TAAAC
CTCACTAAACCCCAGATTTAAGTTGGCTATCTGTCA
>Baboon
GTATGGAATATGCAGTTTCCGGGGCATTTAGGCACAGGTAACATTTGATACAGTGCCTCAATATGTGGAGGAGAAGAA
TGTTTTCAAAAAT---GTCCTCTTCT---act-aggcacagtggcacacgcttgtgttcctagctactcgggaagcta
aggcag-agaatcc-cttgagcccaggagttctatactagtctgggtaacatagtgacacc-ttcatctcattacaaa
aa-----------------GTCCTGTTTT-------TCAAGGAAATTTGATCGGGTCTATTTGCTTCAAGA--TAAAC
CTCACTAAACCC-AGATTTAGA--TGCTATCTGTCA
>Rhesus
GTATGGAATATGCAGTTTCAGGGGCATTTAGGCACAGGTAACATTTGACACAGTGCCTCAATATGTGGAGGAGAAGAA
TGTTTTCAAAAAT---GTCCTCTTCT---act-aggcacagtggcacacgcttgtgttcctagctactcgggaagcta
aggcag-agaatca-ctggagcccaggagttctataccagtctgggtaacatagtgacacc-ttcatctcattacaaa
aa-----------------GTCCTGTTTT-------TCAAGGAAATTTGATCAGGTCTATTTGCTTCAAGA--TAAAC
CTCACTAAACCC-AGATTTAGA--TGCTATCTGTCA
>Marmoset
ATATGGAATATGAAGGTTGAGGGGCATTTAGGCACAGGTAACGTTTGACACAGTGACCCAATATGTGGAGGAGAA-AA
TGTTTTCCAAAAT------TTCTTCT---gct-aggcacagtggcatgcacttgtaatcctagctactggggaggctg
aggcaa-agaatca-cttgagcctaggagttctagaccagcccagataacataatgacacc-ttcatctcattaaaaa
aa---aaaaaaaaa-----GTCCTCTTTT-------TCAAGGAAATTTTATCGGGTCTATTTGCTTTAAGA--TAAAC
CTCACTAAACCC-AGCTTTAGA--TGCTTTCTGTCA
>Tarsier
GTATGGAGTTCACAGATTCGGTTTTGTTCAGGCACAGCTCCCGTTTGACACAGTGCCCCAATATGTGGAAGAGGAAAA
CGTCGTCACAGAT---TCCCTCCACT---gcctgggtgtggtggatcatgcctgtgatcccagctactcagg-gtctg
aggcag-a----------------aggagttcaagaactgcctcactaaaacactgagacc--ccatctcattaaaaa
aa---aaaa----------ATCCTCTTCT---TTTTTCATTGAAATTTGATCTAGTCTATTT-CTTCGAGAAATAGAC
CTCACTAAACC--AGATTTAGA--TGCTGTCCGTTA
>Bushbaby
ATATGGAATTGGTAGGTTCAGGGTAGTTTAGGCACAGGTAACGTTTTACACAGTGCCCCAATATGTGGTCAAGGAAAA
TGTCTTCAGAAAT-----------------------------------------------------------------
------------------------------------------------------------------------------
-------------------TTCCTCTTCT----TTTTCAAGTAAGTTTGATGTAGTCTATTTGCTTCAAGAAATAAAC
CTCCCTAAACTG-AGCTCTACA--TACTGTCTGTCA
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>Mouse_lemur
ATATGAAATTTATAGGTTCGAGGTTGTTTAAGCACAGGTAACATTTTACACAGTGCCCCAATATGTGGAGAAGGAAAA
TGTTTTCAGAAAT-----------------------------------------------------------------
------------------------------------------------------------------------------
-------------------TCCCTCTTCT----TTTTCAGGTAAATTTGATCTAGTCTATTTGCTTCAATAAATAAAT
CTCACTAAACCC-AGCTATAGA--TACTTCATTATG
>Mouse
CAACCTAATGTACACATGTAGCGTTGTTTAGGCACAGGTTACGTT----ATAATACCTCAGTCTGCAGAGTAAGAAAA
TGTTTTCAAGCAT-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------CCCACCTCAGT-----CTACTTGG-----------------------TCGAAG--CAAGA
AACACCAAACCC-GGATTCCAATG-GT-GGGTGCCA
>Guinea_pig
GTTCTTAATTAACAAGCTCAGGGTTGTTTAGGAACAGATAACATTTT--ACAGTGCCTTGGTATGTGGAG-GAGAAAA
TGTGTTCAAACAG-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------TGCCTCTCTTT-----TGTCAGGGAAGTCTTATCTCA-ATATTTGATTAAATAAATAAGC
CTCACTAAATCT-GGATTTAGTT--GTCATGTATCA
>Dog
GGATGGAGCT--CAGGTTCAT------TCAGGCA-AGATAACATTTCACGCAGTGTCCCAACTACTGGAGGAGGAAA-
TGTCTTCATAGAT-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------CCCTTCTTTCT-----TTTCAGAAAAAATTGATCTAGTTCATTTGCTTCAAGAAATAAAC
CTCACTACAGCC-AGATTTAGA--TGCTAAATGTCA
>Horse
GGATGGAACTTAAAGGTTCAT------TTAGGCACAGGTAACATTTCACAAAGTGTCCTAACAAGGAGAGGTGGAAAA
TGTCTTTAAAGAT-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------CCCTTTTTCCT-----TTTCAGGGAAATTTGATCTAGTCCATTTGTTTCAGGAAAGAAAT
CTCACTAAACCC-AGATTTAGAC--ACTAAATGTCA
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Marker A19

>FRAM
------------------------------------------------------------------------------
---------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctgaggcgggaggatcgcttgagc
ccaggagttcgaggctgcagtgagctatgatcgcgccactgcactccagcctgggcgacagagcgagaccccgtctca
aaaaaaaaa---------------------------------------------------------------------
-------------------------------------------------------
>Human
TGGTAC-CTTCTATCTCTTCCCTTAGAGATGCAATAAGAAATAATTTTGTAAAAGGTCACCCTCAAGAAA---TATAC
TTTCTA---gctgggaatggtggtatgcacctgtagtcccaactactaaggaggctgaggagggaagatcacttgagc
ccaggagttcgaggctgcagtgagatatgatcacgccacagcactcctgcctgggcaatagagctagaccctgtcact
aaa--atatatata--------------------------------TATACTTTCAT---GTATAAGTA-CAACATCT
AGCTAGCCAGCCAACAAAGTTAAAACATTTATAATAATTAGTGTTGAACTTAGAA
>Chimp
TGGTAC-CTTCTATCTCTTCCCTTAGAGATGCAATAAGAAATAATTTTGTAAAAGGTCACCCTCAAGAAA---TATAC
TTTCTA---gctgggaatggtggtatgcacctgtagtcccaactactaaggaggctgaggagggaagatcacttgagc
ccaggagttcgaggctgcagtgagatatgatcatgccacagcactcctgcctgggcaacagagctagaccctgtcact
aaaatatatatata--------------------------------TATACTTTCAT---GTATAAGTA-CAACATCT
AGCTAGCCAGCCAACAAAGTTAAAACATTTATAATAATTAGTGTTGTACTTAGAA
>Orangutan
TGATAC-CTTTTATCTCTTCCTTTAGAGATGCAATAAGAAATGATTTTGTAAAAGGTCACCCTCAAGAAA---TATAC
TTTCTA---gctgggcatggtggtgtgcacctgtagtcccaactactaaggaggctgaggagggaagatcacttgagc
ccaggagttcgaggctgcagtgagatatgatcatgccacagcactcctgcctgggcaatagagctagaccctgtcact
aaa----atatata--------------------------------TATACTTTCAT---GTATAAGCA-CAACATCT
AGCTAGCATGCCAACAAAGTTAAAACATTTATAATAATTAGTGTTGTACTTAGAA
>Baboon
TGGTAC-CTTCTATCCCTTCCCTTAGAGATATAATAAGAAATGATTTTGTAAAAGGTCACCCTCAAGAAA---TATAC
TTTCTA---gctgggcgtggtggtgtgctcctgtagtcccaactactaaggaggctgaggaggtaagatcacttgagc
ccaggagttcgaggctacagtgagatacgatcatgccacagcactcctgcctgggcaatagagctagaccctgtcact
aaa----atatata--------------------------------TATACTTTCAT---GTATAAGCA-CAACATCT
AACTAGCAAGCCAACAAAGTTAAAGCATTTATAATAATTAGTGTTGTATTTAGAA
>Rhesus
TGGTAC-CTTCTATCCCTTCCCTTAGAGATGTAATAAGAAATGATTTTGTAAAAGGTCACCCTCAAGAAA---TACAC
TTTCTA---gctgggcgtggtggtgtgcacctgtagtcccaactactaaggaggctgaggaggtaagatcacttgagc
ccaggagttcgaggctacagtgagatatgatcatgccacagcactcctgcctgggcaatagagctagaccctgtcact
aaa----atatata--------------------------------TATACTTTCAT---GTATAAGCA-CAACATCT
AACTAGCAAGCCAACAAAGTTAAAGCATTTATAATAATTAGTGTTGTATTTAGAA
>Marmoset
TGGTAC-CTTCTATCTCTTCCCTTAGAGATGTAATAAG-----ATCTTGTGAAAGGTCACCCTCAAGAAA---TATAG
T----------------tggtggtgtgcacctgtagtcccaactatgaaggaggctgaggagggatgatcccttgagc
tcaggagttcgaggcttcactgagaaatgatcatgccacagcactcctgcctgggccatagagctagaccctgtcact
aaa------ttata--------------------------------TATACTTTCAG---GTATAAGTATTAACATCT
AGCTAGCAGGCCAACAAAGTCAAAACGTTTATAATAATTAGTGTTGTACTTAGAA
>Tarsier
TGGT--TCTTCTCTCTCTTCTCTTCCAGATGTAATAAGAAACGATTTTGTAAAAGGTCACCCTCAAGAAA---TATAC
TTTCTA---gccgtgcatgatggcatgggcctgtaatcccagttaacttgg-ggctgaggcaggaggatcacttaagc
ccagaagtttaaggctgcagtgagctgtgattacaccactgcacttcagcctaggtgacagagcaagacctt-tcata
aaa-aagtattatagaaaaaatttaaaaaacaaaaggaa-------TGTGCTTTTAG---TTTTAAGCA-CAACATCT
GACTAGCAAGCCAAGGAAGTTGAA-TATGAGTAATAATGAATATTGTGTTTAGAA
>Bushbaby
TGGTAG-GCTCTAGCTCTTCCCTTCCAGATGTAATAAGAAATGATTGTGTAAAAGGTCACCCTCCAGTAA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------TACACTTTCAT---GTATAAGCC-CCACATCT
GGCTAGCAAGCCAGCAGGGTGAAAGCATGGACGATAATTAGCATTGTGCTTAGAA
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>Mouse_lemur
TGGTAC-CTTCCACCTCTTCCCCTCCAGATGTAATAAGAAATGATTTTGTAAAAAATAACCTTCAAAAAA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------TACACTTTCTT---TTATAAGCA-CAATGTCT
GGCTGGCCAGCCAACCAGGTTAAAACATGTGTAATAATTAGCGTTGTACTTAGAG
>Tree_shrew
TAGAAC-TTCCTAACACTTCCTTACCAGATATAATAAAAAACAAATTT-TAAAAGGTCAGCCTCAAGAAA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------TATGCTTTCAT---TTATAAGAA-CAACATCT
GGTTAGCAAGCCAACTAGGTCAAAAGATGTATAATAATTAGTG-----CTTAGAA
>Mouse
GAGCAC-CTGCTATCTCTTCCTGTCCA-ATGCTCTAAGAAATCATTTTATAAAAGGTCATCCAGGATAAA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------TAGGCCTTCAT---CTGCAAGCG-CAACAGCT
GG-TAAGAAGCCAACTACGCTAAGAAAAAAAAAGGATA----ATTTGCCTTAGAA
>Guinea_pig
CCGCACTCTTCTATCTCTTCACTTCCAGATGTAGTAAAAAACAATTTTGTAACAGTTCAGTTTATAAGCA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------CAACATCAGGC---TGGTAAACCAATTATGCT
-----AAAAGATGTAAA-ATTAA------------------TATTGCACTTAGAA
>Dog
TGGTAC-TTTCTATTTCTTCCCTTCCAGTCGTAATGAAAAACGATTTTGCAAAAGGTCACTGTCCAGAAA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------TACACTCTCGC---TCGCATGCA---------
------ACTGGCTGGGCAGTTGTACAGTC-------ATTACCGTCACGCTCCCAA
>Horse
CAGTAC-CTTCTATTTCTTCCCTTCCAGATGTAATAAGAAATGATTTTGTAAAAGGTCACCCTCAAGAAA--------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------TATACTTTCAT---TTATAAGCA-CAGCATCT
CACTAGCGTGA-AACTAGATTGG-AGATGTATAATAGT----GTTGTGCTTCCAA
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Marker A20

>FLAM_A
------------------------------------------------------------------------------
----------------------------gccgggcgcggtggcgcgcgcctgtagtcccagctactcgggaggctgag
gcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccgtctctaaaaaaaaaaaa
aaaaaaaaaaaaaa----------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------
>Human
TATGCAAATTATTTTTTCTGACAAAACAATGGAATTTCACTAAATGAGAAAATATACGGAAAACTAGTTAAAG-AAAC
---CAATTATAATACTC---aaaaaata----gacacagtggcatgtgcctgtagttccagctac-tcagaggcctaa
gtaggaggatcacttgagcccaggagtttcagactagcctgggcaacatagt--gaccctatctctaaaaaaaat---
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------TTTTTTTTGG-----------AATTTTAA------AATC---TG-GAAACAAGAGGAAA
ACCATTTTTACCGACGTAATTATATATAAATCAGG-TCC
>Chimp
CATGCAAATTATTTTTTCTGACAAAACAATGGAATTTCACTAAATGAGAAAACATACGGAAAACTAGTTAAAG-AAAC
---CAATTATAATAATC---aaaaaata----gacacagtggcatgtgcctgtagttccagctac-tcagaggcctaa
gtaggaggatcacttgagcccaggagtttcagactagcctgggcaacacagt--gaccctatctctaaaaaaaat---
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------TTTTTTT-GG-----------AATTTTAA------AATC---TG-GAAACGAGGGGAAA
ACCATTTTTACCGACGTAATTATATATAAATCAGG-TCC
>Orangutan
TATGCAAATTATTTTTTCTGACAAAACAATGGAATTTCACTAAATGAGAAAATATATGGAAAACTAGTTAAA-GAAAC
---CAATTATAATAATC---aaaaaatagacagacacagtggcatgtgcctgtagttccagctac-tcagaggcctaa
gtaggaggatcactcgagcccaggagtttcagactagcctgggcaacatagt--gaccctatctctaaaaaaaat---
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------TTTTTTTTGG-----------AATTTTGA------AATC---TG-GAAACAAGGGGAAA
ACCATTTTTACCGACATAATTATATATAAATCAGG-TCT
>Baboon
TATGCAAATTATTTTTTCTGACAAAACAATGGAATTTGACTAAATGAGAAAATATATGGAAAACTAGTTAAA-GAAAC
---CAATTATAACAATC---aaaaaatagataggcacagtggcatgtgcctgtagttccagctac-ttagaggcctag
gtgggaggatcacttgagcccaggagtttgagactaccctgggcaatatagt--gaccctatctcttaaaaaagt---
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------GTTTTTTTGG-----------AATTTTGA------AATC---TG-GAAACAAGGGGAAA
ACCGTTTTTACTGACGTAATTATATATAAATCAGG-TTC
>Rhesus
TATGCAAATTATTTTTTCTGACAAAACAATGGAATTTGACTAAATGAGAAAATATATGGAAAACTAGTTAAA-GAAAC
---CAATTATAACAATC---aaaaaatagacaggcacagtggcatgtgcctgtagttccagctac-ttagaggcctag
gtgggaggatcacttgagcccagaagtttgagactaccctgggcaatatagt--gaccctatctctaaaaaaagt---
-GTTTTTTC---GGCTGGGCGCGGTGGCTCAAGCCTGTAATCCCAGCACTTTGGGAGGCCGAGACGGGCGGATCACGA
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GGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTATTAAGAAATACAAAAAAAACTAGCCGGG
CGAGGTGGCAGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCCGGAGAATGGCGTGAACCCGGGAGGCGGAGCT
TGCAGTGAGCTGAGATCCGGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAA
AAAAAAAAAAAA----GTGTTTTTTCTGG-----------AATTTTGA------AATC---TG-GAAACAAGGGGAAA
ACCGTTTTTACTGACGTAATTATATATAAATCAGG-TCC
>Marmoset
TATGCAAATTA-TTCTTCTGAAAAAACAACAGAATTTGACTAAATGAGAAAATATATAGAAAACTAGTTAAAG-AAAC
---CAATTACAGTAATC---aaaaaatagccaggcacaatggcatgtgcctacagtgacacctac-ttggaggcctag
gtgggaggatcacttgagcccaggagtttgagaccagcctgggcaacatagt--gaccctttctctaaagaaaaa---
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------AAAACTTTTTT------------------A------AATC---TGAAAAATAAGGAAAAA
ACAGTTTTTACAGACTTAATTATATATAAATCAGGTTCC
>Tarsier
CAAAC-AATTATTTTTTCTGACAAAGCAAGGGAATTTGACTATATGAGAAAATATACAGAAAACAAGTTAGATAAAAT
---CTATCAAAATAATC---tgaaaatagttgggcaccgtggcatgtgcctggagtcccagctacatgggaggctgag
gcaggaggatcac--gaacccaggagtttgagaccagcctaggcaacatagcaagatcccatttctaa----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------ATTTTTTT--------------AATTTTAAAATAATAACC---TG-AAAATAAGAGACAA
AAAGTTTGTACTGACTTCATTATATGTGAATCAGC-TCC
>Bushbaby
--TACAAATTATTTTTTT--ACAAAACAATTGAATTTGACTAAAGGAGAAAATATATGGAAAAGCAGTTAAT------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------CAATTATAA-----TAATC---TGTAAGTGGGGGGAAA-
--GGTTTTTACTGCTTT-GTTACATATAAACTAGG-CTT
>Mouse_lemur
TAAACAAACTATTTTTTCTGAGAAAACAAAAGAATTTGACTAAATTAGAAAATATATAGAAAA----CTACT------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------TAATTATAA-----TAATC---TGTAAATGGGGAGAAAA
---GTTTTTACTGACTT-ATTGTATGTAAGTTAGC-CCT
>Tree_shrew
AATATTAATTATTTTTTCTGACTAGACAATGTAATTTTATTAAATAAGA----------AAAACTAGTTAAATGAAAC
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------CAATTAAAA-----TAATT---TGGAAGTAGAAAGA---
-----TTTTACTTACTTCATT--ATATAAATCTGG-CCC
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Marker A21

>FLAM_A
------------------------------------------------------------------------------
---------------------------------------------gccgggcgcggtggcgcgcgcctgtagtcccag
ctactcgggaggctgaggcgggaggatcgcttgagcccaggagttcgagaccagcctgggcaacatagcgagaccccg
tctctaaaaaaaaaaaaaaaaaaaaaaaaaa-----------------------------------------------
---------------------------------------------------------
>Human
ATCATACTTGCCAAAA-TAGTTGGTCAAAA-----AAACA-AGACAG-------GCA----GGAAAATTTTTATAAG-
-TCAGCCATGTGTATTCTAAAGTAAAATT---AAATTCTCAG---actggg---------------------------
---------agtctgaggtgggaggattgcttaaacccaggagtttgaggccagcctgggcaacactgcaagatcctg
ac-ct-aaaac---atttttttt----------aaa-------------TAAATTTTCAG---TAGAAGAGTATGGAT
AGTCTGATTTGCAGAGCAGGCTCCAAAT-TTCTGATGAGCC---TTTTGAAATAGAA
>Chimp
ATCATACTTGCCAAAA-TAGTTGGTCAAAA-----AAACA-AGACAG-------GCA----GGAAAATTTTTATAAG-
-TCAGCCATGTGTATTCTAAAGTAAAATT---AAATTCTCAG---actggg---------------------------
---------agtctgaggtgggaggattgcttaaacccaggagtttgaggccagcctgggcaacactgcaagatcctg
ac-ct-aaaac---attttttta----------aaa-------------TAAATTTTCAG---TAGAAGAGTATGGAT
AGTCTGATTTGCAGAGCAGGCTCCAAAT-TTCTGATGAGCC---TTTTGAAATAGAA
>Orangutan
ATCATACTTGCCAAAA-TAGTTGGTCAA-----AAAAACA-AGA-----------CA----GGAAAATTTTTATAAA-
-TCAGCCATGTGTATTCTAAAGTAAAATT---AAATTCTCAG---actggg---------------------------
---------agtctgaggtgggaggattgcttaaacccaggagtttgaggccagcctgggcaacactgcaagatcctg
ac-tt-aaaaa--aaattttttt----------aaa-------------TAAATTTTCAG---TAGAAGAGTATGGAT
AGTCTGATTTGCAGAGCAGGCTCCAAAT-TTCTGATGAGCC---TTTTAAAATAGAA
>Baboon
ATCATACTTGCCAAAA-TAGTTGGTCAA-----AAAAACA-AGA-----------CAAGCAGGAAAATTTTTATAAA-
-TCAGCCATGTATATTCTAAAGTAAAATT---AAATTCTCAG---attggg---------------------------
---------aatctgagctggaaggattgcttaaacccaagagtttgaggccagcctacacaacattgcaagatcctg
ac-tt-aaaaa--tatttttttg----------gaa-------------TAAATTTTCAG---TAGAAGAGTATGGAT
AGTCTGATTTGCAGAGCAGCCTCCAAAT-TTCTGATGAGCC---TTTTGAATTAGAA
>Rhesus
ATCATACTTGCCAAAA-TAGTTGGTCAAAA-----AAACA-AGACAA-------GCA----GGAAAATTTTTATAAA-
-TCAGCCATGTATATTCTAAAGTAAAATT---AAATTCTCAG---attggg---------------------------
---------aatctgaggtggaaggattgcttaaacccaagagtttgaggccagcctacacaacattgcaagatcctg
ac-tt-aaaaa--aatttttttg----------aaa-------------TAAATTTTCAG---TAGAAGAGTATGGAT
AGTCTGATTTGCAGAGCAGGCTCCAAAT-TTCTGATGAGCC---TTTTGAATTAGAA
>Marmoset
ATCATATTTGCCAAAA-TAGTTGGTCAGAA-----AAGAA-AAA--G-------ACA----GGAAAATTTTTATAAA-
-TCAGCTATGTTTATTCTAAAGTAAAATT---AAATTCTCAG---actggg---------------------------
---------agtctgaggtgggaggattgcttaagcccagaaatttgatgccagcctgggcaacattgcaagatcctg
ac-tc-taaaaaatattttttttaatctttttaaaa-------------TAAATTTTCAG---TAGAAGGGTATGGAT
AGTCTGATTTGCAGAGCAAGCTCCAAAT-TTCTGATGAGCC---TTTTCAATTAGAA
>Tarsier
ATCATATTTGCCAAAA-CAGTTGATTTTAA-----AAAAACAGGCAG-------GCA----GAAAAA-TTTTATAAA-
-TTAGCCTTGTTGACACCAAAG------T---AAACTCTCAG---gttgggcatggtggcatgcatctgtagtcccag
ctacttgaaactctggggtgaaaggattgcttgagttcaggagtttgatgccaccctgggcaacatagtgagaccccc
at-ctttaaaacaaaaatctcaa----------aaacaaaaaacaa---AAAAGTCTCAG---TAGATGAGTATGGAT
AGTCTGATTTGCAGTGCAGGCTCCAAAT-GCCTGATGAACA---GTCTGAATTAGGA
>Bushbaby
ATTGTATTTGCCAAATACATTTGGCCAACAGCAACAAAAG-AACGTA-------GCA----GGAAAA-TTTTATAAAA
CTTGGCCTTGCTTACTCTAAAGTAAAAT--------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------TAGATCCTCAG---TAGAGAACTATGGAT
AGTCTGATTTGTAGGCCAGGCTCTATATGGTCTGCTGAACAAATATTAGAAAAAGAA
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>Mouse_lemur
ATCATATTTGCCAAAT--AGTTGGCCCAAATCAACAAAAA-AAGGTA-------ACA----GAAAAA-TTTTATAAA-
-TTAGCC-TGTTTACTCTAAAGTAAAAT--------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------TAAATCCTCAG---TAGAAAACTATGGAT
AGTCTGATTTGCAGGGCAGGCCTCAAAT-GTCTGATGAACA---GTTTG--------
>Tree_shrew
ATCATATTTGCCAAA--TGGTTGATTTT-----TAAAAAC-AAATTACGGTCAGGCA----GGAAAA-TTTTATGAA-
-TCAGCC-TATTTATGCCAAAGTAAAAT--------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------TAAATCTT-AG---TAGATAAGTGTGGCT
AATTTAATTTGCAGAACAA--TCTACAC-GTGTGATTAATA---GTTGGAATTAGTA
>Mouse
ATAGCATTTCTCAAAA-ATGATTTGTTAAA-----AAAAT-AAAATGCATGCAGGCAAGCGGAAAGA-TTTTATAAA-
-TCAGCCTTGTTTACTCTGAAGTAAAAT--------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------TAAATTCTCAA---TAAAAGAGTATAGAT
AGTTTGATTTGCAGAGCAGGTTCCAAAT-GTCAGATGAACA---GTTCAAATTAGGC
>Guinea_pig
ATCATATTTGCCAAGG-TAGTTGCTAAA----GACAGAAC-AAAATACAGAAAG----GTGGAACAT-TTTTATAAA-
-TCAATCTTGTCCACTCTAAA---------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------T----TCTCAG---TAGAAGAATACAAAT
GGTCTGATTTGCAGAACAGGATTTAAAT-GTGTGAGGAACA---GTTC---------
>Dog
GCAACATTTGCTACAA-TAGTTGGTCAAAAAAATT--GGC-AGA-----------CA-AAAAGAAAA-TTTTGTATA-
-TCAGCCTTGTTTACCCTAAAGTAAAAG--------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------TAAATCTC-AG---TAGAAAAATATGGAT
AGTCTGGTTTACAGAACAGGCTCCAAAT-GTGTGATAAACA---GTTACAGTT---A
>Horse
GCAATATTTGCTAAAA-TAGTTGGTCAAAAAAAAGAAGGC-AGA-----------CAGGAAGGAAAA-TTTGATAAA-
-TCAGCCTTGTTTACTCTAAAGTAAAAT--------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------TAAATTCTCCA---TAGAAGAGTATGGAT
AGTCTGATTTGCAGAGCAGGCTCCAAAT-GTCTGATGAATA---GTTATAGTTAGGA
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Marker A16

>AluJb
------------------------------------------------------------------------------
-----------------------------ggccgggcgcggtggctcacgcctgtaatcccagcactttgggaggccg
aggcgggaggatcacttgagcccaggagttcgagaccagcctgggcaacatggtgaaaccccgtctctacaa------
------aaaatacaaaaattagccgggcgtggtggcgcgcgcctgtagtcccagctactcgggaggctgaggcagg-a
ggatcgcttgagcccgggaggtcgaggctgcagtgagccgtgatcgcgccactgcactc-------------------
---------cagcctgggcgacagagcgagaccctgtctca-------------------------------------
------------------------------------------------------------------------------
------------------------------
>Human
GGAAGAGGGTAGGTATAGTAGGTGAGAGTATCATGATATAGACACCAATTATGTTCTTTTCAAAAGGTCCAGGGAATT
--AAAAATTAAT---GTAGAATTCTT---ggccgggcaccatggctcatgcctgtaatcccagcactttgggaagcta
aggcaggagggttgcttgaggccaggagttcgagaccagcctgg-caacgtagtgagaatgcatctctacaa------
---aaaataaaattataattagccaggcatggtggcacatgcctgcagtcccagctacttgggatgctgaggcagg-a
ggatcacttgagcccaggagtttgaggctgcagtgagttgtgattgtgtcactgcactc-------------------
---------cagccagggtgacagagtgagaccgtgtcttt----aaaagaaaagaaaaaagaaaaaaagga---AAA
AAAGTCTAGGGC---CAAGAC----ATCCTAACCGAGATGTTAAGATGGGGTCCAATCAAATTACTTGAGGGATAT-G
GTAAAGGGCTGGAGCATGGGCCTACTGCTC
>Chimp
GGAAGACGGTAGGTATAGTAGGTGAGAGTATCATGATATAGACACCAATTATGTTCTTTTCAAACGGTCCAGAGAATT
--AAAAATTAAT---GTAGAATTCTT---ggccgggcaccatggctcatgcctgtaatcccagcactttgggaagcta
aggcaggagggttgcttgaggccaggagtttgagaccagcctgg-caacgtagtgagaatgcatctctacaa------
---aaaataaaattataattagccaggcatggtggcacatgcctgcagtcccagctacttgggatgctgaggcagg-a
ggatcacttgagcccaggagtttgaggctgcagtgagttgtgattgtgtcactgcactc-------------------
---------cagccagagtgacagagtgagaccgtgtcttt----aaaagaaaagaaaaaagaaaaaaagga---AAA
AAAGCCTAGGGC---CAAGAC----ATCCTAACCGAGATGTTAAGATGGGGTCCAATCAAATTACTTGAGGGATAT-G
GTAAAGGGCTGGAGCATGGGCCTACTGCTC
>Orangutan
GGAAGAGGGTAGGTATAGTAGGTGAGAGTATCATGATATGGACACCAATTATGTTCTATTCAAACGGTCCAGGGAGTT
---AAAATTAAT---GTAGAATTCTT---ggctgggcaccgtggctcacgcctgtaatcccagcactttgggaagcca
aggcaggagggttgcttgaggccaggagttcgtgaccagcctgg-caacgtagtgagaatgcatctctacaa------
---aaaataaaattataattagccaggcatggtggcacacgcctgcagtcccagctacttgggatgctgaggcagg-a
ggatcacttgagcccaggagtttgaggctgcagtgagttgtgattgtgtcactgcactc-------------------
---------cagcctgggtgacagagtgagaccatgtcttt----aaaagaaaaaa--------------gg---AAA
AAAGTCTAGGGC---CAAGAC----ATCCTAACTGAGATGTTAAGATGCAGTCCAATCAAATTACTTGAGGGATAT-G
GTAAAGGGCTGGAGCATGGGCCTACTGCTC
>Baboon
GGAAGA-GGTAGGTATAGTAGGTGAGAGTATCATGATATAGACACCAATTATCTTCTTTTCAAATGGTCCAGGGAATT
--AAAAGTTAAT---GTAGAATTCTT---ggctgggcacggtggctcacgcctgtaatcccaacactttgggaagcca
aggcaggaggttggcttgaggccaggagtttgagaccagcctgg-caacacagcgagaatgcatctctacaa------
---aaaataaaatgataattagcca----------cacacgcctacagtcccagctacttgggatgctgaggcagg-a
ggatcacttaagcccaggagtttgaggctgcagtgagctgtgattgtgccactgcactc-------------------
---------cagcctgggtgacagagtgaggccatgtcttt----aaaagaaaagcaaaagaataaa--gga---AAA
AAAGTCTTGGGC---CAAGACTTCCATCCTAACCAAGATGTTAAGATGGAGTCCAATCAAATTACTTGAGTGATAT-G
GTAAAGGGCTGGAGCATGGGCCTACTGGTC
>Marmoset
GGGATAGGGTAGGTATAGTAGGTGAGAGTATCAGGATATAGATACCAATTAT-TCATTTTCAAATAGTACAGAGAATT
--AATAATTAAT---GTAGAATTCTT---agctgggcatggtggctcatgcctgtaatcccagcactttgggaagcca
agacaggcaagttacttgaggccaggagttcgagaccagcctgg-caacaaagcaagaatccatttcttccaaaataa
aataaaataaaataaaaattaacctggagtggtggcacatacctgcagtcccagttacttgggatgttgaggcagg-a
ggatggcttgagcccaggagtttgaggctgcagtgagctgtgattgtgccactgaactc-------------------
---------cagcctgggtaacagagcaagaacatgtcttt----aaaagaaaagaaaata-----------------
-AACTCTTGGGC---CAATACTTCCATCCTAACTGAGATGCTAAGATGGAGTCTAATCAAATTACTTGGGGGATAT-G
GTAAAGAGCTGGAGCATGGGCCTACTGGTC

39



>Tarsier
GGGAGAGACTAGATGTAGTAGATCAGGGCATCAGGATACAGAGACCAATTAGGTTATTTTCAAATGGTCCAGGGAATG
CAAAACATGAAT---ACAGAAATCTT--gggcctagcatgtaagctcatgcctgtaatcctagcattttggaaggctg
agacaggagggtagcttg-----aggagttttaggccagcctggacaatagagcaagaccctatctctacaa------
---aatataaaataa-aattagctgagcttgctggtgtgagcctatagttatagttacatgagagattgaagtgtgta
ggattgcttaagtccaggagttcaaggctgcagtgagcaatgatcacatcactctactc-------------------
---------cagcctgggtgacagaataagaccctgtctctcaacaaaaaaaaagaaaagagaaata--ata---AAA
GAAGCCTTGGAC---CAGTGGAT-----------GAGAGGTTATGATGAAGTGTGATCAAATTATCTGAGGGCTATGG
GTGAAGAACTGGCACAC-AGCCTGCTGGTC
>Bushbaby
GGGAG-----AGGCATAGTAGGTGAGGGTGTCAAGGTACAGATATCAACTATCTTATTTTCAAATGGTCCAGGGGATA
CAAATTATTAAT------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------ACA
GAAATCTTGGGC----------------------TTGAGATTAGGATGG----------AATTATTTGAGGAATGAGG
GTGAAAGGCTGGAGCACAGACCTGCAGCTC
>Mouse_lemur
GGGAGAGGGCAGGTTTAGTAGGTAAGGGGGTCAAGATACAGATATCAACTATCTTATTTTCAAATGGTCCAGGGAATT
CAGAACATTAAT------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------ACA
GAAATCTTGGGC---------------------------GAGAGACTGGG-----CTGGAATTATTCGAGGAATGTGG
GTGAAGGGCTGGAGCACGGGCCGGCAGGTC
>Dog
-----------GA---------TGGGAGTGTCAGGATATAGACAC---TAATGTTATTTTCAAGTGGTGCAAGGGATG
CAAAAAATTC--------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------ACA
GGCCAATGCACA-------------------------------GGATGTAACTTGACCAAATTACTTGAGGGATACAG
GCAAAGGGCTGGAGCACACGCCTACTGGTT
>Horse
GGGAGACAGTAGA---------CAGGAGTCTCAGGATATGGATACTA-TTACATTATTTTAAAGTGGTCCAGGGGACG
CAAAATATTAAC------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------ACA
AAGTCCTTGGGC---CAATGGAT-----------GGGAGGTTAGGATGTAATCTGACCACATTATTTGAGGAATGCAG
GTGAGGG-CATGAGCACAGGCCTACTGGTC
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Marker A29

>AluSx
------------------------------------------------------------------------------
------------------------------ggccgggcgcggtggctcacgcctgtaatcccagcactttgggaggcc
gagg-cgggcggatcacctgaggtcaggagttcgagac-cagcctgg-ccaacatggtgaaaccccgtctctact-aa
aaatacaaaaattagccgggcgtggtggcgcgcgcctgtaatcccagctactcgggaggctgaggcaggagaatcgct
tgaacccgggaggc-ggaggttgcagtgagccgagatcgcgccactgcactccagcctgggcgacagagcgagactcc
gtctcaaaaaaaaaaaaaaaaaaaa-----------------------------------------------------
------------------------------------------------------------------------------
------------------------
>Human
AAGGTGAGATTAAACAT--GAAGAAAAGGTCAGGA--CTGGAA--CCAT-CCAGATTTTATACCAATG-TCCAG-AAG
TCTCCATCTAAAAAT---AAGATGGTA---ggctgggtgaggtggctcaggcctgtaatcccagcactttgggaggcc
aagg-ccagtggatcacttgaggtcaggagtttgagac-cagtctgg-ctagcatggtgaaaccccgtctctaccaaa
aatatacaaaattagctgggtgtggtggcgcgtgactgtaatcccagctactcgggaggctgaggcaggagaattgct
tgaacctgggaggt-ggaggtagcagagagccaagattgcaccactgcactccagcctgggcaacagagtgagactct
atctc-aaaaaaaataaaaagaaaa-----------------------------------------------------
--------AGAAGATGGTA---TTTTAGAGATAATAAATGCAACAACAGATAAGGTCCCTAGTCAACT---GATA-AA
AAAAGAATAAATTTTGAA----CT
>Chimp
AAGGTGAGATTAAACAT--GAAGAAAAGGTCAGGA--CTGGAA--CCAT-CCAGATTTTATACCAATG-TCCAG-AAG
TCTCCATCTAAAAAT---AAGATGGTA---ggctgggtgaggtggctcaggcctgtaatcccagcactttgggaggcc
aagg-ccagtggatcacttgaggtcaggagtttgagac-cagtctgg-ctagcatggtgaaaccccgtctctaccaaa
aatatacaaaattagctgggtgtggtggcgcgtgactgtaatcccagctactcgggaggctgaggcaggagaattgct
tgaacctgggaggt-ggaggtagcagagagccaagattgcaccactgcactccagcctgggcaacagagtgagactct
atctcaaaaaaaaataaaaagaaaa-----------------------------------------------------
--------AGAAGATGGTA---TTTTAGAGATAATAAATGCAACAACAGATAAGGTCCCTAGTCAACT---GATT-AA
AAAAGAATAAATTTTGAA----CT
>Orangutan
AAGGTGAGATTAAACAT--GAAGAAAAGGTCAGGA--CTGGAA--CCAT-CTAGATTTTATACCAATG-TCCAG-AAG
TCTCCATCTAAAAAT---AAGATGGTA---ggctgggtgcggtggctcaggcctgtaatcccagcactttgggaggcc
aagg-ccggtggatcacttgaggtcaggagtttgagac-cagtctgg-ctagcatggtgaaaccccgtctctaccaaa
aatatacaaaattagctgggtgtggtggcacgtgactgtaatcccagctactcgagaggctgaggcacgagaactgct
tgaacctgggaggc-ggaggtagcagacagccaagattgcaccactgcactccagcctatgcaacagagtgagactct
atctc-aaaaaaaataaaaagaaaa-----------------------------------------------------
--------AGAAGATGGTA---TTTTAGAGATAATAAATGCAACAACAGATAAAGTCCCTAGTCAACTAGGGATA-AA
AAAAGAATAAATTTTGAA----CT
>Baboon
AAGGTGAGATTAAACAT--GAGGAAAAGGTCAGGA--CTGGAA--CCAT-CTAGATTTTATACCAATG-TCCAG-AAG
TCTCCATCTAAAAAT---AAGACGGTA---ggctgggtgtggtggctcaggcctgtaatcccagcactttgggaggcc
aagg-ctggtggatcacttgaggtcaggagtttgagac-catcctgg-ccagcatggtgaaatcccgtctctaccaaa
aatacacgaaattagttggatgtggtggcatgcgactgtaatcccagctactcgggaggctgaggcagaagaattgct
tgaacctgggagat-ggaggtagcagtgagccaagaatgcgccactgcactccagcctgggcaacagagcgagattcc
atttc---aaaaaagaaaaagaaaa-----------------------------------------------------
--------AGAAGATAATA---TTTTAGAGATAATAAATGCAGCAACAGATAAGGTCCCTAGTCGACT---GATA-AA
AAACGAATAAATTTTGAACTTTCT
>Marmoset
AAGGTGAGATTAAACAT--GAGGAAAAGGGCAGGA--CTGGGAACCCAT-CTAGATTTTATACCAATGCTCCAGAAAG
TTTCCATCTAAAAAT---AAGATGGGG---ggccgggtgtggtggctcaggcctgtaatcccagcactttgggaggcc
aaggcccggtggatcacttgaggtcaggagtttgagacgcagtctggcccagcatggtgaaactccagctcggtcaca
aa---------------gtagcacgcggcacgtgactgtaattccagctccttgggaggctgaggcacaagaatcgct
tgaacctgggaggcaagaggttacactgagccaaatcaacgacactgcactccagcctggatgacagagtgagattcc
atctc---aaaaaat---aataaaa-----------------------------------------------------
--------ATAAGATGGTA---TTTTAGAGATAATAAATGCAACAACAGATAAGGTCCCTAATGGACT---GATATAA
AAAGGAATAAATTTTGAA----AT
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>Tarsier
AACGTGAGATTAA--AT--GAGGAAAAGGGCAGAA--TTGGAA--ACATCCTAGATTTTACACAAATGCTCCAG-AAG
TCTCCATCTAAAACT---AAGATGT-----ggcccggtgtggtggctcatgcctgtaatcccaacactttgggaggct
gagc-tggaaggattgcctgagaccaggagttcgagac-cagcctag-gcaacaaagcgagaccttgtctctacaaaa
a--aaaaaaaattagctgggtgaagtggcacacacctgtagtaccagctactcgagtagctgagacaggaggatcact
tgagccctggagct-cgaggctgtagag-gctgtgagcgtgccgctgcactccagcctgggtgacagagtgagacccg
actca-aaaaggaaagcaaagtaaa---caagtaaataaatatataaatatttatacatacacacacacacacactca
cacat---ACATGACAGTA---TTTTGGAGATAATAAATGCAACAACATACAAAGCCCCTAATTAACT---GATATT-
---AAAATAAATTTTTAG----CT
>Bushbaby
AAAGGG------GAAATTAAAGGAAAAGGGGGGAGGATTGGAA--CCATCCCATATTTTATACTAACAGTCCAG-AAG
TTCATATCTAAAAAT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------AAGA--TGGTA---TTTTGGAGATAATAAACACAACAATATATAAGGTCCCTCGTTCACG---GATAT--
--AAAAATAAATTTTTAG----TT
>Mouse_lemur
AATGGGAGATTAAAAATGTGAGGAAAAGGGTAATG---CCGAA--CCATCCTAGATTTTATACTAATGCTCCAG-AAG
TCTCCATCTAAAAAT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------ATGAC--AGTA---TTTTGGAGGTAATAAATGCTACAACATATAAGGTCCCTAGCTGATA---GA-----
--AAAAACAAATCTGTGG----CT
>Tree_shrew
----------------------------------------------------------------------CCAG-AAG
TCTCTAAGTAAAAAT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------AAGA--TGGTA---TTTCAGAACATATAAAAATAAGA-------TGGTATTTCAG---------------
-AAAAAATAAATTTTTAA----TT
>Dog
AACGTGTACTTAAATAT--GAGGAAAAGAAAAGAA--TTGGAA--CCATCCCAGATTTTATACTAGTCTTCCAG-AGT
TCTCCATCTAAAAAT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------AAAA--CGGTA---TTTTGGCTACAATAAATGTGACAACATATAAGGTCTCCAGCTGATT---GATAT--
--AAAAATAAATCTTTAG----CT
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Marker L06

>L1PB4_3'-End
----------------------------------------------------------------tgtttatcgcagca
ctattcacaatagcaaagatatggaatcaacctaagtgtccatcaatggatgactg----------------------
----ga-taaagaaaatgt-gg-tatatatac------------------------------accatggaatactact
cagccataaaaaagaatgaaatcatgtcttttgcagcaacatggatggaactggaggccattatcctaagtgaaataa
ctcagaaacagaaagtcaaataccgcatgttctcacttataagtgggagctaaacaatgkgtacacatggacatacag
agtggaataatagacactggagactcmgaaaggt-gggagggtgggaggggggtgagggatgagaaattacctawtgg
gtacaatgtacactattcgggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaa
actgcacttgtaccccctaaatctataaaaataaaaaaa---------------------------------------
------------------------------------------------------------------------------
---------------------------------------
>Human
TTTAACAGACTCAAGTCCCTTCTGTTCTTATTGCCAATATCCTGCCAAGCAGAAGAACAGATCTTCTTT--CTTTCCC
ACCTT-------------ATGCACCCTGCCCTGAGCAGCCTGGAATATTTAGGAAGCTGGC---AATAAAAGATCATC
T---gaataaagagaatgtaggatacatatac------------------------------acaatgtaatactaaa
cagtcataaaaa-ga-taaaatcatgtcttttgcagcaacatggatggaactggagaccattatcttaagtgaaataa
ctcagaaatggaaagtgaagtattgcatgttctcagttacacgtgagagctaaataatatgtacacctggacattgac
cgcgaaataatagacactggagacttggaagagt-gcgagagtgggaggtgggtaaggg-tgagaaattacctaatgg
gcacaatgtatactatttggatcatgactacactaaaaccctagacttcactacctcccaatatatccatgtaacaaa
actgcacttgtactccttaaatctataaaaatgaa-----AAATAAAAATCAAA------GATCATCTGGGACACT--
TCCAC-AGCAGTATTGTTCTACTGAAAAGTGGGTCAG-AGACTCCAACTTCTTAAAAGTGCCTGTCCTA---GTTGGA
GGTGAGAAAGGACCCCCACAGAGAAACACCTCTTTAACT
>Chimp
TTTAACAGACTCAAGTCCCTTCTGTTCTTATTGCCAATATCCTGCCAAGCATTAGAACAGATCTTCTTT--CTTTCCC
ACCTT-------------ATGCACCCTGCCCTGAGCAGCCTGGAATATTTAGGAAGCTGGC---AATAAAAGATCATC
T---gaataaagagaaagtaggatacatatac------------------------------acaatgtaatactaaa
cagtcataaaaa-ga-taaaatcatgtcttttgcagcaacatggatggaactggagaccattatcttaagtgaaataa
ctcagaaatggaaagtcaagtattgcatgttctcagttacaagtgagagctaaataatatgtacacctggacattgac
cgtgaaataatagacactggagacttggaagagt-gcgagagtgggaggtgggcaaggg-tgagaaattacctaatgg
gcacaatgtatactatttggatgatgactacactaaaaccctagacttcactacctcccaatatatccatgtaac-aa
actgcacttgtactccttaaatctataaaaatgaa-----AAATAAAAATCAAA------GATCATCTGGGACACT--
TCCAC-AGCAGCAGTGTTCTACTGAAAAGTGGGTCAG-AGACTCCAACTTCTTAAAAGTGCCTGTACTA---GTTGGA
GGTGAGAAAGGACCCCCACAGAGAAACACCTCCTTAACT
>Orangutan
TTTAACAGACTCAAGTCCCTTCTGTTCTTATTGCCAATATCCTGCCAAGCAGAAGAACAGATCTTCTTT--CTTTCCC
ACCTT-------------ATGCACCCTGCCCTGAGCAGCCTGGAATATTTAGGAAGCTGGC---AATAAAAGATCATC
T---gaataaagagaatgtaggatacatatac------------------------------acaatgtaatactaat
cagtcacaaaaa-ga-taacatcatgtcttttgcagcaacatggatggaactggagaccattatcttaagtgaaataa
ctcagaaatggaaagtcaagtattgcatgttctcagttacaagtgagagctaaatattatgtacatctggacattgac
cgcgaaataatagacactggagacttggaagggt-gcgagagtgggaggtgggtaaggg-tgagaaattacctaatgg
gcacaatgtatactatttggatgatgactaaactaaaaccctagacttcactacttcccaatatatccatgtaacaaa
actgcacttgtgctccttaaatctataaaaattaa-----AAATAAAAATCAAA------GATCATCTGGGACACT--
TCCAC-AGCAGTAGTGTTCTACTGAAAAGTGGGTCAG-AGACTCCAACTTCTTAAAAGTGCCTGTCCTA---GTTGGA
GGTGAGAAAGGACCCCCACAGAGAAACACCTTCTTAACT
>Baboon
TTTAACAGACTCAAGTCCCTTCTGTTCTTATTGCCAATATCCTGCCAAGCAGAAGAACAGATCTTCTTT--CTTTCCC
ACCTT-------------ATGCACCCTGCCCTGAGCAGCCTGGACTATTTGGAAAGCTGGC---AATAAAAGATCATC
T---gaataaagagaatgtaggatacatatac------------------------------acaatataatactaat
cagttataaaaa-ga-taaaatcatgtcttttgcagcaacatagatggaactggagaccattatcttaagtgaaataa
ctcagaaaaggaaagtcaaatattgcatgttctcagttataagtgagagctaaataatatgtacacctggacatagac
agcaaaataatagacactggagacttggaagggt-gcaagagtgggaggtgggtaagggatgagaaattacctaatgg
gtacaatgtatactatttggatgccgactacactaaaaccccagacttcactacttcccgatatatccatgtaacaaa
actgcacttgtactccttaaatcgacaaaaattaa-----AAATACAAATCAAA------GATCATCTGGGACACT--
TCCAC-AGCAGTAGTATTCTATTGAAAAGTGGGTCAG-AGACTCCAACTTCTTAAAAGTGCTTGTCCTA----TTGGA
GGTGAGAAAAGACCCCCACAGAGAAACACCTCCTTAACT
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>Rhesus
TTTAACAGACTCAAGTCCCTTCTGTTCTTATTGCCAATATCCTGCCAAGCAGAAGAACAGATCTTCTTT--CTTTCCC
ACCTT-------------ATGCACCCTGCCCTGAGCAGCCTGGACTATTTGGAAAGCTGGC---AATAAAAGATCATC
T---gaataaagagaatgtaggatacatatac------------------------------acaatataatactaaa
cagttataaaaa-ga-taaaatcatgtcttttgcagcaacatagatggaactggagaccattatcttaagtgaaataa
ctcagaaaaggaaagtcaaatattgcatgttctcagttataagtgagagctaaataatacgtacacctggacatagac
agcaaaataatagacactggagacttggaagggt-gcaagagtgggaggtgggtaagggatgagaaattacctaatgg
gtacaatgtatactatttggatgctgactacactaaaaccccagacttcactacttcccgatacatccatgtagcaaa
actgcacttgtactccttaaatcgacaaaaattaa-----AAATACAAATCAAA------GATCATCTGGGACACT--
TCCAC-AGCAGTAGTATTCTATTGAAAAGTGGGTCAG-AGACTCCAACTTCTTAAAAGTGCTTGTCCTA----TTGGA
GGTGAGAAAAGACCCCCACAGAGAAACACCTCCTTAACT
>Marmoset
TTTAACAGATTTAAGTCCCTTCTGTTCTTGTTGCCAATATCCTGCCAAGCAGAAGAACAGATCTTCTTT--CTTTCCT
ACCTT-------------ACGCACCCTGCCCTAAACAGC-TGGAATATTCAGGAAGCTGGC---AATAAAAGACCAT-
T---gaataaagaaaatgcagga--catacac------------------------------acaatataatactaat
cagtcataaaaa-gg-taaactcatgtattttgcagcaacatggatggaactggagaccattatcttaagtgaaataa
ctcagaaatggaaagtcaaatattccatgttctcagttataagtgggaggtaaataataattacacctgggcacagac
agcaaaataatagacaatggagacgtggaagggttgggagagtgagaggtgggtaagggatgagaaattacctaatgg
gtacagtgtacagtatttggatgatggctacactaaaaccccagacttcgttactccccgatatatccatgtaacgaa
actgcacttgaactccttaaacctaaaaatattaac----AAATACAAATACAA------GATCCTCTGGGACGCT--
TCCACCAGCAGCAGTGTTCTACCGAAAAGTGGGTCAG-AAACTCCAACTTCTTAAAAGTGCCTGTCCTA---GTTGGA
GGTGAGAAA-------CACAGAGAAACCCCTCCTTAATT
>Tarsier
-----------CGAATCT-TTCTGTTCTTTTTGCTAATATCCTGCCAAGCAGAATATTAAATTTTCTCAAATTTTCTC
ACCTTTGACCCTGAACAGATGCACCCGACCCTGAACAGA-TGGAATATTTGGGAAGCCGGC---AATAAAAGATCATT
T---ggataaaatatgtggagtatacatatattttatatattattctattttatatgtatataaaatagaatactact
cagccacaaaaataa-tgaaatcaggttgtttgcagcaacatggatagaactagagaccattaccttaagtgaaataa
tgca--aatagaaattcaaataccacatgttctcagctgtaagtgggagttaaataatatgtacacatggacgtacag
agtggaataacaga-actggagactcagaaggat----------agaaggggatgagggatgagaaattacttaaggg
ataccgtgcatattatgtgggtaatgtttacactaaaaacccagacttcac-attaaacaatagatctgtgtaacaaa
actgcatttgtactccctaaatctacataaataaa---------ACA-ATAAA-------TATATTCTGGGACACTCT
TCCATAAGCAGTGGTGTTCTACTGGAAAGCAGGTCAGGAAACATCAATTTCCTAAAAGTGCCTTTCCGA---ACTGGA
GGTGAGCAAGGACACCCACAGAAAAACCCCTCCTTAACT
>Bushbaby
TTTGACAGTCTCAAATCCCTTCTGTTTTTATTGTCACTATCCTGCTAAACAGAAGAACAGAACCTCTTT--CTTTCTC
ACCTT-------------GCATGTCTTACCCTGAAGTGT-TGGAATATTTGGGAAATTGTT-----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------AATAAA----AAA------TCATCTGAGGTACTCT--
TCTACCAGCAATAGTGTCCTACTGGAAGGTGG-CCAG-GGGCTCCAGCTTCCTAAAAGTGCCTGTCCTA---GTTGGA
GGTGAGCAAAGATTTTTGCAGAGAAACCCCTCCCTATTT
>Mouse_lemur
TTTAACAGGCTCACATTCTTTCTGTTCTTATTGCCAATATCCTGCCAAGCAGAAGAACAGCTCCTTTTT--CTTTCTC
GCCTT-------------GCACACCTTACTCTGAAGGGC-TAGCATATTTGGGAAGCTGGT-----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------ATTAAA----AAA------TAGTCTGAGACACTCT--
TCCACCAGCAATAGCATTCTGCTCGAAGGTGGGTCAG-GGACTTCAACTTCCTAAAAGTGCCT-TCCTAAAAGTTGGG
GGTGAGCAAAGACCTTCATAGAGAAACCCCTCCCTCGCT
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>Tree_shrew
TGGGACACGCTCATATTCTTTCCATTCTCATTGCTGATATCCTTCCAAGCAGAAAAATAGCTCCT-TTC--CATCCCT
ACCTC-------------ACATACCATATCCTGAAGGTC-TGGGGCTTTCTGGAAGTTGGA-----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------AATAAA----GGA------CACCCAAGATGCCTCT--
TCCTCTAGCAATAGCATTCTACTAAAAGGTGGGGTAG-GGATTCCCACTTCCTGAAAGTGCCTGTCCTG---GGTAGC
GGTAACTAAGGACCCCCCAGGAGAAACCCCTCCTGAACT
>Dog
TTTAACAGGCTCAAGTCCTTTATACTTTTATTGCCAATATCCTGCCAAGTAGAA---TAACTTTT--CT--TCTTTCC
ATTTT-------------A-------------------------------TGTA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------ATAAA----AGA------CCATCTGGGACATTCT--
TTCTCCAGCAATAGTGCTCTCCTAGAAGGTGGGTCAG-GGGATCCAGCTTCCTAAAAGTGCCTGTCCTA---GTTGGA
GGCATGCAGGGATATCCACAGAGAAACCCTTCCCTAACT
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Marker L36

>L1PB4_3'-End
------------------------------------------------------------------------------
-----------------------------------------ctggagactcmgaaaggtgggagggtgggagggggg-
------------------------------tgagggatgagaaattacctawtgggtacaatgtacactattcgggtg
atggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatc
tataaaaataa-----------aaaaa---------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------
>Human
AGTGCCTTCTTCTTCTTCTTGTAACATTATTACAGTCTTATCAGTAATTCTAGCTTGCCTC-AGATATTAATACAATC
TTTAAATAGTCTACTTCCACTTATGCTGACTCTGATATGACTCAAAGCAATGTTGTCTGTCTGGAGACACCTTAGAAC
TGAGCATAAAAG---CAACTAAGAG-----tggatgatgagaaatttcatagtgggtacaatgtatattatttttgtg
atggataccctaaaagccttgacttcaccactatgcaatatatacatgtaacaaaactacacttgcaccccataaatt
tatacaaattaaaa------aagaaaag---CAATTAATAT---AATTGTTAAACACAAAAATAGGTGTGATTC-AAA
ACTCATCTTTCTTT-GAA--------------------------------GAGCATATTAGATACTTTCAACTATTTA
TTCTTCTTTCAACCTAATCCTTCTAATAG----GGAAATAAAGAAGGCTCACACATCCCTTTAACTGAATATTCTCCA
ATTGTATGCATTATTTTCATAGCTACA
>Chimp
AGTGCCTTCTTCTTCTTCTTGTAACATTATTACAGTCTTATCAGTAATTCTAGCTTGCCTC-AGATATTAATACAATC
TTTAAATAGTCTGCTTCCACTTATGCTGACTCTGATATGACTCAAAGCAATGTTGTCTGTCTGCAGACACCTTAGAAC
TGAGCATAAAAG---CAACTAAGAG-----tggatgatgagaaatttcaaagtgggtacaacgtatattattcttgtg
atggataccctaaaagccttgacttcaccactatgcaatatatacacgtaacaaaactacacttgcaccccataaatt
tatacaaattaaaa------aagaaaag---CAATTAATAT---AATTGTTAAACACAAAAATAGGTGTGATTC-AAA
ACTCATCTTTCTTT-GAA--------------------------------GAGCATATTAGATACTTTCAACTTTTTA
TTCTTCTTTCAACCTAATCCTTCTAATAG----GGAAATAAAGAAGGCTCACACATCCCTTTAACTGAATATTCTCCA
ATTGTATGCATTATTTTCATAGCTACA
>Orangutan
CGTGCCTTCTTCTTTTTCTTGTAACATTATTACAGTCTTATCAGTAATTCTAGTTTGCCTC-AGATATTAATACAATC
TTTAAATAGTCTACTTCCACTTATGCTGACTCTGATATGACTCAAAGCAATGTTGTCTGTCTGGAGACACCTTAGAAC
TGAGCACAGAAG---CAACTAAGAG-----tggatgatgagaaatttcatagtgggtacaatgtatattattcttgtg
atggataccctaaaagccttgacttcaccactatgcaatatatacatgtaacaaaactacacttgcaccccataaatt
tatacaaattaaaa------aagaaaag---CAATTAATAT---AATTGTTAAATGCAAAAATAGGTGTGATTC-AAA
ACTCATCTTTCTTT-GAA--------------------------------GAGCATATTAGATACTTTCAACTATTTA
TTCTTCTTTCAACCTAATCCTTCTAATAGTGAGGGAAATAAAGAAGGCTCACACATCCCTTTAACTGAACATTCTCCA
ATTGTATGCATTATTTTCATAGCTACA
>Baboon
CATGCCTTCTT---TTTCTTGTAACATTATTACAGTCTTATCAGCAATTCTAGCTTGCTTC-AGATATTAATACAATC
TTTAAATAGTCTACTTCCACTTATGCTGACTCTGATATGACTCAAAGCAATGTTGTCTGTCTGGAGACACCTTAGAAC
TGAGCATAAAAG---CAACTGAGAG-----tggatgatgagaaatttcatagtgggtacaatgtatgttattctggtg
atggataccctaaaagctttgacttcaccactatgcaatagatgcatataacaaaactacacttgcaccccataaatt
tatacaaattaaaa------aagaaaaa---CAATTAATAT---AATTGTTAAACACAAAAATAGGTGTGGTTC-AAA
ACTCATCTTTCTTT-GAA--------------------------------GAGCATATTAGATACTTTCAACTATTTA
TTCTTCTTTCAACCTAATCCTTCTAATAGTGAGGGAAATAAAGAAGGCTCATGCATCCCTTTAACTGAATATTCTCCA
ATTGCATGCATTATTTTCACAGCTACA
>Rhesus
CGTGCCTTCTT---TTTCTTGTAACATTATTACAGTCTTATCAGCAATTCTAGCTTGCTTC-AGATATTAATACAATC
TTTAAATAGTCTACTTCCACTTATGCTGACTCTGATATGACTCAAAGCAATGTTGTCTGTCTGGAGACACCTTAGAAC
TCAGCATAAAAG---CAACTGAGAG-----tggatgatgagaaatttcatagtgggtacaatgtatgttattctggtg
atggataccctaaaagctttgacttcaccactatgcaatagatgcatataacaaaactacacttgcaccccataaatt
tatacaaattaaaa------aagaaaaa---CAATTAATGT---AATTGTTAAACACAAAAATAGGTGTGGTTC-AAA
ACTCATCTTTCTTT-GAA--------------------------------GAGCATATTAGATACTTTCAACTATTTA
TTCTTCTTTCAACCTAATCCTTCTAATAGTGAGGGAAATAAAGAAGGCTCATGCATCCCTTTAACTGAATATTCTCCA
ATTGCATGCATTATTTTCACAGCTACA
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>Marmoset
CATGCCTTCTT---TTTCTTATAACATTATTACAGTGTAATCAGCAATTCTAGCTTGCCTC-AGATAGTAATACAATC
TTTAAATAGTCTACTTCCACTTATGCTGACTCTGATATGACTCAAAGCAATGTTGTCTGTCTGGAGACACCTTAGAAT
TGAGCATAACAG---CAACTGAGAGAG---tggatgatgagaaatttcttagtgggtacaacgtatgttattctggtg
atggataccctaaaatccctgacttccccactttgcaatatatgcatgtaacaaaactacacttttaccccccagatt
tatacaaattaaaa------aataaaag---CTATTAATAT---AATTGGTAAACACAAAAATATGTGTGGTTC-AAA
ACTCATCTTTCTTC-GATATTTTCAACTTTGATAAATGGTTGAAAGTATTGAGCATATTCGATACTTTCAACCATTTA
TTCTTCTTTCAACCTGATCCTCTTAATACTGAGGGAAATAAAGAAGGTTCATGCATCGCTTTAATTGAATATTTTCCA
ATTGTATGCATTATTTTCATAGCTACA
>Tarsier
CATGCTCTTTCCTTTTTCTTGTAACATTACTTAAGTCTAATCAGTAATTCTAGCTTGCCCG-AGATA------CAATC
TTTGCATTGTCTGCTTCCACTTATGCTGACTCTGATATGACTCAGTGCAATGTTCTTTGTCTGGAGACACCTTAGAAC
TGAGCATGAAAG---CAATTGAGGG----------ggtgagaaattacttcatgggcacaatgtatg--gatagggtg
atggatgccctaaaagc-----ccttaccaccgtgaaatctatacatatgacaatattatacttgtaccccatacatt
tatataaataaaaataaaaaaatgaaag---CAAGTGGTAT---AATTGTTAAATACAACAATATGTGCAATTTGAAA
ATTCATCTTTCTTTTGGG--------------------------------GAGCAAAG----------CAACCATTCA
TTCTTCTTTCAGCCTAATTCTTCTAATATTGGGGAAGATGAGGAAGGTTCATGCATCCTTTTGCTAGAATGTTCTGTA
AGTCTACGAATTATTTTCATAGGTACC
>Bushbaby
CATGCCCTCTCATTTTTCCTGTAGTATTATTATAGTCTAATCAGCCATTCTAGATTGTCCCCAGACA------TGGT-
TGCACACTGTTTACTTCCATTTACACAGACTCTGACATGACTCAATGCAATGTTCTCTGTCTAGAGACACCTCAGGAC
TGAGCATAAAAG------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------CAAGTGATAT---AATCGATAAACACAACAA----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------
>Mouse_lemur
CACACCCTCTTATTATCCTTGTAACATTATTACAGTCTAATCAGCAATTCTAGCTGGCCCCGAGATA------TGATC
TTCACACTGTTTACTTGCACGTACGCTGACTCTGACATGACTCAATGCAATGTTCTCTGTCTGGAGACACCTTAGAAC
TGAGCATAAAAG------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------CCAGTGATAT---AATTGTTAAACACAACAT---CTGTAATTTGAAA
ACTCATCTTTCTTT-GAA--------------------------------GAGCATAGCAGATACTTTCAACC----A
TTCTTCTTCCATGCTAATTCTTTTAAAAGTAGGGAAGATAAAGAAGGTTCATGCATATCTTTAATAGAATGTTCTCCA
AGTCTACATATTAA-TTCATAAGTACC
>Horse
CAGGCGCTCTCCTTTTTCTTGTAACATTACTACAGTCTAATCAGCAAGTCCAGCTTGCCCCAAGATA------CAATC
TTCACACTGCCTACTTCCACATATGCTGACTCTGATGCGTCTCAATGCAATGCTCTGTGTCTGGAGACACCTTAGAAC
TGAGTATAACAG------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------CAACTGATGG---AATTGTTAAACACAATGACCTGTGTGATTTGAAA
GCTTATCTTTCTTT-GAA--------------------------------GAGCATAGCAGATACTTTC--------A
TTTTTTTTTCAACCTAATTCTTCTTATTGTAGGAGAGATAAAGAAGCTTCATGTATCCCTTTAATAGAATGTTCTCCA
AGACTATGCATTGTTTTTATAGGTACC
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Marker L39

>L1PB4_3'-End
-----------------------------------------------------gacatacagagtggaataatagaca
ctggagactcmgaaaggt-------------------------------------------gggagggtgggaggggg
gtgagggatgagaaattacctawtgggtacaatg-tacactattcgggtgatggktacactaaaagcccagacttcac
cactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatctataaaaataaaaaaa------------
------------------------------------------------------------------------------
-----------------------------
>Human
GCTGGGAAAGCAAGT-GTCTAACAATTTTCTATTTCAGCCTCCTATCAGAAC-CAAAAGGTGATGAGTTCCTCAAACT
CTAGGAAGGGATCCACGTTTTTAAACAGTTAAAAT--ATTAG---AAATTTTAACCAC---atgagggagggaggaga
ttggataatgagaaagtatttaatgggtacagca-tacattatttgggtgatagatgcgctacaagcccagattttgc
cactatgcaataaagccatgtaac-aaattgtgtttgtaacccttaaatttatacaaatttaaaga-------aaaca
---AAATGTTTACCAC---GTGGAAGTACTAAATCTCCTGCATAAATTGAGCTCTGTATCCTTCACAGTCGATAAAGC
CTTTGGCATGACGAGAACCACCAAGAAGT
>Chimp
GCTGGGAAAGCAAGT-GTCTAACAATTTTCTATTTCAGCCTCCTATCAGAAC-CAAAAGGTGATGAGTTCCTCAAACT
CTAGGAAGGGATCCACGTTTTTAAACAGTTAAAAT--ATTAG---AAATTTTAACCAC---atgagggagggaggaga
ttggataatgagaaagtatttaatgggtacagca-tacattatttgggtgatagatgcactacaagcccagattttgc
cactatgcaataaagccatgtaac-aaattgtgtttgtaacccttaaatttatacaaatttaaaga-------aaaca
---AAATGTTTACCAC---GTGGAAGTACTAAATCTCCTGCATAAATTGAGCTCTGTATCCTTCACAGTCGATAAAGC
CTTTGGCATGACGAGAACCACCAAGAAGT
>Orangutan
GGTGGGAAAGCAAGT-GTCTAACAATTTTTTATTTCAGCCTCCTATCAAAAC-CAAAAGGTAATGAGTTCCTCAAACT
CCAGGAAAGGATCCAAGTTTTTAAACAGTTAAAAT--ATTAG---AAATTTTAACCAC---atgagggagggaggaga
tttgataatgagaaagtatttaatgggtacagca-tacattatttgggtgatggatgcactacaagcccagattttgc
cactttgcaatatagccatgtaac-aaattgtgtttctaacccttaaatttatacgaatttaaaga-------aaata
---AAATGTTTACCAC---GTGGAAGTACTAAATCTCCTGCATAAATTGAGCTCTGTATGCTTCACAGTCGATAAAGC
CTTTGGCATGACGAGAACCACCAAGAAGT
>Baboon
GCTGGGGA----------------------------AGCCTCCTATCAAAAC-CAAAAGGTGATGAGTTCCTCAAACT
CTAGGAAGGGATCCAAGGTTTTAAACAGTTAAAAT--ATTAG---AAATTTTAACCAC---at----tagggagaaga
ttggataatgagaaagcatttaatgggtacaaca-tacattatttgggtgatggatgcactacaagcccagattttgg
caccatgcaatatagccatgtaacaaaattgtgtttgtaacccttacgtttatacaaatttaaata-------aaaca
---AAATGTTTACCAC---ATGGAAGTACTAAATCTCCCGCATAAATTGAACTCTGTATCCTTCACAGTCGATAAAGC
CTTTAGCATCATAAGAACCACCAATAAGT
>Rhesus
GCTGGGAA----------------------------AGCCTCCTATCAAAAC-CAAAAGGTGATGAGTTCCTCAAACT
CTAGGAAGGGATCCAAGTTTTTAAACAGTTAAAAT--ATTAG---AAATTTTAACCAC---at----tagggaggaga
ttggataatgagaaagtatttaatgggtacaaca-tacattatttgggtgatggatgcactacaagcccagattttgg
caccatgcaatatagccatgtaacaaaattgtgtttgtaacccttacgtttacacaaatttaaata-------aaaca
---AAAGGTTTACCAC---ATGGAAGTACTAAATCTCCCGCATAAAATGAACTCTATATCCTTCACAGTCGATAAAGC
CTTTAGCATGACAAGAACCACCAATAAGT
>Marmoset
GCTGGGAAATCAAGT-GTCTAACAATGCTACACTTCAGCCTCCTATCGAAAC-CAAAAGGTGATGAGTTCCTCAAACT
CTAGGAAGGGATCCAAGTTTTTAAAGCGTTAAAAT--ATTTG---AAATTTTAACCAC---atgagagaggaaggata
ttggataatgagaaagtatttaatgtgtacaaca-tacgttatttgtgtgatggctacactgcaagcttagattttgc
tactatgcaatatatccatttaacaaaattgtgcttgtaacccttacatttatacaaatctaaaga-------aaata
---AAATGTTTACCCC---ATGGAAGTATTAAATCTCCTTTATCAATTGAGCTCTGTATCCTTCACAGTTGATAAAGC
CTTTGGCATGGCAAGAACCACCAAAAAGT
>Tarsier
GTTGAGAAAGCAGAT-ATCTGACCATTTCAGATTTCAGTCTCCCATTAAGAC-TACAAAATAATGAATTCTTCAATCT
CCAGGAAGGGATTCA-GTTTCTAAACTATTAAA--AGATCAT---AAATGTATACCAC---at---------------
------------------------gagtgcagtagtacatgattggggtgacggttatactaaaagcccagactccac
catgacacagtatagccatgtaacaaaattgcacttgtaccccataaatctatacaaattgaaaaaataaaataaaat
---AAATGTTCACTAT---ATGTAAGTACTAAATATCTCCTATAAATGGTGTTTTGGCTCCTTCACAGATCATGAGGT
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CTTTGGCATAACTAGAAGCATCAAGAAAT
>Bushbaby
GCAGGGAAATCAAGTTAGTTGACAATTTCAGATTCCAGCCTCCCATCAAAAC-TATGCAGTGAAGAATTCCTCAAACT
CTGGGTAGGGGTTCAAG-TTCTAAATAGTTAAA--AGTTTGG------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---AAATTTTTACCCT---GCAGTAGCACTAAGGCCTCTGTATAAGTTGAGTTCTGTGT-CTCTACAGCTGATGAGAA
CTTCAGCATGACCAGAGCCATCTAGAAGT
>Mouse_lemur
GCTGGGAAAGCAAGTCACTTGACAATTTCAGATTTCAGCCTTCCATCAGGAC-TACAAGGTGATGAATTCCTCAAACT
CTGGGAAGGGTTTCAGG-TTCTAAAT----AGA--AGACTGG------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---AAATGTTCACCAT---GTGGTAGCACTAAATCTTTGGTATAAATTGAGTTCTGTGTCCTTTACAGTTGATGAGGC
CTTTGTC----CTTGAGCCATGAAGAAGT
>Tree_shrew
GCTGGGAAAGCAAG--ATCTGGCAATTTCTAATTTCAGTCTCCTATCAAGACTTACAAGGTGATGAACGCCTCTATTC
TAGGTAAGGGATACTGG-TAATAATTAGTGAGAATGGCTTGG------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---A-ATGTTCACCAC---ATGGCAGCACTAAATCTCTTCTG-AAATTGAACTCCATATCTCTTAGAGTTGATGAAAA
CTTT-------------------------
>Guinea_pig
---------------------AAAAATCTAACCTGCAGCTTTCCTTCAAGACTTACATGGTGAGGAATCTCGCAGGCC
CTGGGAAGGGAATCTTACTGTAAACAGTTATAGTTGAGTTGG------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---AAATATTCCCCAC---ATGGAAATTCTAAATTTCCTGTATAAATTAAGCTCTGGGTCCTTTACAATTAACGTGAC
CTTTGTCGGGGATCCAGAATCCAAATTGT
>Horse
GCTGGGAAA-TATGA-ATTTGGCAATTTCGTATTCCAGCCTCCCATCAAGACTCATAATGTGAGGAATTCCTCCAACC
CCAGGAAGGAGTTCAGG-TTCTAAATAGTTACAATGGATTGG------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---AAATGTGCACCAC---GTGGAGGCACTA-ATCTTCTGCGTAAATTGAGTTCTGTATCTTCTAAAGGGGGTATGGA
TTTTGCTACGACAAGAGCCATCAAGAAGT
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Marker L41

>L1PB4_3'-End
gacatacagagtggaataatagacactggagactcmgaaaggtgggagggtgggaggggggtgagggatgagaaatta
cctawtgggt---------------------------------------------------------acaatgtacac
tattcgggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtac
cccctaaatctataaaaataaaaaaa----------------------------------------------------
----------------------------------------------------------------------------
>Human
TCACCATGCACCTAGCTTACACCTTGCTCTCTATT-GATAATAATAAAAGAAAAATTCCTAAGAGAGAACATGATATT
TGCATTCATTATTTAGAGCTGTGTAACACACTACCTG---AAAACCTAGTGACTATAGCTAACA---aaaatgtactg
tactcagatgatggaaaccctaaatgccctaacttgaccactatacattatatacatgtaacaaaattttacatatac
cccataaatttgtgtaaataacaa----AAAACTTAGTGATTTAAA---ACAACAGTATTCATTATGTCGCAGTAAGT
CAGGAATCCTAGCACAGTTTAGCTGGGTCCTGTG-CTCTGACTCTCTCACAAGGCTACAATCAAGGAGCTGGCTAG
>Chimp
TCACCATGCACCTAGCTTACACCTTGCTCTCTATT-GATAATAATAAAAGAAAAATTCCTAAGAGAGAACATGATATT
TGCATTCATTATTTAGAGCTGTGTAACACACTACCTG---AAAACCTAGTGACTATAGCTAACA---aaaatgtactg
tactcagatgatggaaaccctaaatgccctaacttgaccactatacgttatatacatgtaacaaaattttacatatac
cccataaatttgtgtaaataacaa----AAAACTTAGTGATTTAAA---ACAACAGTATTCATTATGTCACAGTAAGT
CAGGAATCCTAGCACAGTTTAGCTGGGTCCTGTG-CTCTGACTCTCTCACAAGGCTACAATCTAGGAGCTGGCTAG
>Orangutan
TCACCATGCACCTAGCTTACACCTTGCTCTCTATT-GATAATAATAAAAGAAAAATTCCTAAGAGAGAACATGATATT
TGCATTCATTATTTAGAGCTGTATAACACATTACCTG---AAAACCTAGTGACTATAGCTAACA---aaaatgtactg
tactcagatgacggaaaccctaaatgccctaacttgaccactatacattatatacatgtaacaaaattttacatatac
cccataaatttgagtaaataacaa----AAAAC--AGTGATTTAAA---ACAACAGTATTCATTATGTCACAGTAAGT
CAGGAATCCTGGCACAGTTTAGCTGGGTCCTCTG-CTCTGACTCTCTTACAAGGCTACAATCAAGGAGCTGGCTAG
>Baboon
TCACCATGCACCTAGCTTACAACTTGCTCTCTATT-GACAATAATAAAAGAAAAATTCCTAAGAGAGAACATGATATC
TGTATTTATTATTTAGAGCTGTATAACACATTATCTG---AAAACCTAGTGACTATAGCTAACA---aaaatgtattg
tactcagatgatggaaaccctaaatgctctaacttgatcactagacattatatacatgtaacaaaattttacatatac
cctataaatttgtgtaagtaacaa----AAAACTTAATGGTTTAAA---ACAACAGTATTCATTATGTCACAGTAAGT
CAGGAATCCTAGCAAAGTTTAGCTGGGTCCTCTG-CCCTGACTCTCTCACAAGGCTACAATCAAGGAGCTGGCTAG
>Rhesus
TCACCATGCACCTAGCTTACAACTTGCTCTCTATT-GAAAATAATAAAAGAAAAATTCCTAAGAGAGAACATGATATC
TGTATTTATTATTTAGAGCTGTATAACACATTATCTG---AAAACCTAGTGACTATAGCTAACA---aaaatgtattg
tactcagatgatggaaaccctaaatgctctaacttgatcactagacattatatacatgtaacaaaattttacatatac
cctataaatttgtgtaagtaacaa----AAATCTTAATGGTTTAAA---ACAACAGTATTCATTATGTCACAGTAAGT
CAGGAATCCTAGCAAAGTTTAGCTGGGTCCTCTG-CCCTGACTCTCTCACAAGGCTACAATCAAGGAGTTGGCTAG
>Marmoset
TCACCATGCACCTAGTTTATACCTTGTTCTCTATT-GATAGTAATAAAAGAAAAATTCCTAAGAGAGAATATGATATC
TGCATTCATTATTTAGAGTCGTGTAACACATTACCTC---AAA--------ACTATAGCTAACA----aaatgtattg
tattcagacaatggaaaccctaaatgccctaacttgaccacaatacaatatatatatatagcaaaactttacatatac
tccataaatttgtgtaaataacaa----AAAACTTAGTGGTTTAAA---ACAACAATTTTCATTATGCCACAGAAAGT
CAGGAATCCTAGCACAGTTTAGCTGGGTCCTTGT-CTCTGATTATCTCACAAGGCTACAGTCAAGGAGCTGGCTAT
>Tarsier
---------ACCTGGTTTACACATTGTTCTTTATTAAATAACAATCAAAGATAAATTTATAAAAGAGA--TTTATGTC
TGTTTCAGTAATTTATAGCTGCATAACATATTACCTC---AAAATTTGGTGGCTATAGTTAACA---aaaatgatttg
cactcaggtggtagacttcctaaattccctgacctactcaccacgcactatatacaggtaacaaaatttcacaggtat
ctcacaaatttgtacaaac-aca-----AAA----AGTGACAAAAA---ACAACAGTATTTACTATATCACAGTAAGC
CAGGAATCCAAGCACAGTTTAGCTGGGTCCTCTGGCCCTAGGTCTCTCACAAGGCTACAATTAAGGAGCTGACTGG
>Bushbaby
---CTATGCCCCTGACCTGCATCCTGTTTTTTATT-GCTAATAATTACAGATAAATCTC-AATGGAGG-CGTGATGCC
TATATTAGCTGTTTAGAGCTGCCTAACACATCACCTC-----------------------------------------
------------------------------------------------------------------------------
----------------------------AAAACTTAGTGGTCTCAA---ATAACAATGTTCATTACTTCACTGCAAGT
CAGGAATCCAAGCACTCTTTGGCAGCGTCCTCTGTCTCTGGGTCTCACATAAGGCTGCAATCAAGGAGCTGGCTAT
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>Mouse_lemur
TCACCATGTACCTGACTTGCATCCTGTTTTCTATT-GATAATAATCAAAGATAAATCTCTAATGGAGGACATGATGCC
TATATTAGTTATTTATAGCTGCATAAGACATCACTTC-----------------------------------------
------------------------------------------------------------------------------
----------------------------AAAACTTAGTGGATTAAA---A---CAATATTCATTATGTCACGGTAAGT
CAGGAATCCAAGCACAGGTTAGCTGGATCCTCTGTCTCTGAGTCTCTCACAAGGCTATAATCAGGGAGTTGGCTAG
>Tree_shrew
TCACCATACACCTGCCTTACACCTTGTTTTCTATT-GACAGTAATCAAAGATGACTCACTAAGAGAGAATGTGATTTC
TGTATTAGTTATCTATTGCTGCATAATGCCTTACCTC-----------------------------------------
------------------------------------------------------------------------------
----------------------------AAAATTTATTGGCTTGAA---ACAGCAATATTCATTATGTCACAGCAGGT
CAGGAATCTGAGCACGAGTTACCTGGGTGCTGTGGCTCAGGTTCCCTCACAAGCCTGTCATCAGGGAGCTGATCAG
>Guinea_pig
TCATTACACACCTAGCTTATACCCCAGTTTTTAAA-GATAATAATCATGGATATATTTATAAGAAAGAACCTGATGTT
TTGATTAGTTA--TACAGCTACAAGACACATTACTTT-----------------------------------------
------------------------------------------------------------------------------
----------------------------GAAGACTAGTGACTGAAA---ATGACAATACTCATTATGTTACAGTGAGT
CTGAAATTTGAGCACAGCATACTTGG-TGCTCTGGCTC-GGTGTTGCTCCTAGGCTGCAGTTGAGGAGCTGATCAG
>Dog
TCACCACCCACTTGGTTTGTACCTTATTCTCTATT-GATAGCAATCAAAGATTAATCCCTAACACAGAACATGATGTC
TGTATCAGTTATCTATAGCTGCATAACGCATTACTTC-----------------------------------------
------------------------------------------------------------------------------
----------------------------AAACCTTAGTAGCTTAAA---ACAGTAATGTTCATTATGTCACAGCCTGT
CTGGAATCCAAGCACAGGTTAGCTGGGTCCTCTGACTCT-GGTCTCTCACAAGGCTGCAGTCAAGGAGTTGCCTAG
>Horse
TCACCATGCACCTGGCTTACATCTTGTTCTCTATT-GATAGCAATTAAAGATAAATCCCCACAACAGACCGTGATGTC
TGTATTAGTTA--------TGCATAACACATCACTTC-----------------------------------------
------------------------------------------------------------------------------
----------------------------AAAACTTAGTGGCTTAAA---ATAACAATACTCGTTATGACACAGCATGT
CAGGAATCCAAGCACAGCTTAGCTGGGTCCTCTGGCTCTGGGTCTCTCACAAAGTTGCAATCAAGGAGCTGGCTAG
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Marker L43

>L1PB4_3'-End
---------------------------------tcatgtcttttgcagcaacatggatggaactggaggccattatcc
t--------------------------------aagtgaaataactcagaaacagaaagtcaaataccgcatgttctc
acttataagtggg---agctaaacaatgkgtacacatggacatacagagtggaataatagacactggagactcmgaaa
ggtgggaggg--tgggaggggggtgagggatgagaaattacctawtgggtacaatgtacactattcgggtgatggkta
cactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccct--aaatctataa
aaataaaaaaa-------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------
>Human
ACAAA--CATAAGTCTTCTCTT-TCTCAAATTAATATGACACTCTAATTTTAGATGTAGGTGAAGAAAGGAGAAAGAA
GCAAGT--CATTAA---AAAGCAAGTATTA----agtgaaacaaggcaggtacagaaagacaaatatcacatgttctc
actcataagtgga---tgctaaaaaatgtgttcacatggacatagagaatggaatgatagataatggacactc--aaa
ggggtgagaaagtggaaagagggaaaatgataagaaattatttaatggttataatgtatgttattcaggtgatggata
ccctgaaagctcttacttggcaaatatgcagcctatgtatgcaataaaattgcacatgtatccc--ataaatgtatac
aaata--------AACATAAAAA---TTATTTTTT---AATTACATAATTCATTTT--TGGACATATTCTGTAATATC
TCCATATTTACTTTCAAATTCTCACCC-TTATACACCCATAGCAGGAATGATACACACAAATTTAATTATGCTACTCC
TCTGTTTAGAATCTTTCAAAG-GGTTTT-AT-CTTATCTTAGGATAATATCT
>Chimp
ACAAA--CATAAGTCTTCTCTT-TCTCAAATTAATATGACACTCTAATTTTAGATGTAGGTGAAGAAAGGAGAAAGAA
GCAAGT--CATTAA---AAAGCAAGTATTA----agtgaaacaaggcaggtacagaaagacaaatatcacatgttctc
actcataagtgga---tgctaaaaaatgtgttcacatggacatagagaatggaatgatagataatggacactc--aaa
ggggtgagaaagtggaaagagggaaaatgataagaaattatttaatggttataatgtatgttattcaggtgatggata
ccctgaaagctcttacttggcaaatatgcagcctatgtatgcaataaaattgcacacgtatccc--ataaatgtacac
aaat---------AACATAAAAT---TATTTTTTT---AATTACATAATTCATTTT--TGGACATATTCTGTAATATC
TCCATATTTACTTTCAAATTCTCACCC-TTATACACCCATAGCAGGAATGATACACACAAATTTAATTATGCTACTCC
TCTGTTTAGAATCTTTCAAAG-GGTTTT-AT-CTTATCTTAGGATAATATCT
>Orangutan
AAAAA--CATAAGTCTTCTCCT-TCTTAAATTAATATGACACTCTAATTTTAGATGTAGGTGAAGAAAAGAGAAAGAA
GCAAAT--CATTAA---AAAGCAAGTATTA----agtgaaccaaaccaggtacagaaagacaaatatcacatattctc
actcataagtgga---tgctaaaaaatgtgttcacatggacatagagaatggaatgatagataatggacactc--aaa
ggggtgaaaaagtggaaagagggaaaatgataagaaattatttaatggttataatgtatgttattcaggtgttggata
ccctgaaagcccttacttggcaactatgcagcctatgcatgcaacaaaattgcacgtgtatccc--ataaatgtatac
aaat---------AACATAAAAA---TTATTTTTT-TTAATTACATAATTCATTTT--TGGACATATTCTGTAATATC
TCCATATTTACTTTCAAATTCTCACCC-TTATACACCCATAGCGGGAATGATACACACAAATTTAATTATGCTACTCC
TCTGTTCAGAATCTTTCAAAG-GGTTTT-AT-CTTATCCTAAGTTAATATCT
>Baboon
ACAAA--CATAAGTCTTCTCTT-TCTTAAATTAATATGATACTCTAATTTTAGATGTAGGTGAATAAAGGAGAAAGAA
GCAAGT--CATTAA---AAAGCGAGTATTA----agtgaaacaagccaagtacagaaagacaaatatcacatattctc
actcataagtgga---tgctaaaaacttttttcacgtggacgtagagaatggaatgatagataatggacactc--aaa
ggggt----aagtggaaagagggaaaatgacaagaaatcatttaatggttataatgtatgttattcaggtgatggata
ccctgaaagcccttacttggcaactatgcagccgatgcatgcaacaaaattgcacatgtatccc--ataaatgtatac
aaataaata----AAAGTTAAAA---ATTTTTTT----AATTACATAATTCATTTT--TTGACATATTCTGTAATATC
TCCATATTTACTTTCAAATTCTTACCC-TTATACACCCATAGCAGGAATGATACACACAAATTTAATTATGCTACTCC
TCTGTTTAGACTCTTTCAAAG-GGTTTT-AT-CTTATCTTAGGATAATGTCT
>Rhesus
ACAAA--CATAAGTCTTCTCTT-TCTTAAATTAATATGATACTCTAATTTTACACGTAGGTGAATAAAGGAGAAAGAA
ACAAGT--CATTAA---AAAGTGAGTATTA----agtgaaacaagccaagtacagaaagacaaatatcacatattctc
actcataagtgga---tgctaaaaactgttttcacatggacgtagagaatggaatgatagataatggacactc--aaa
ggggt----aagtggaaagagggaaaatgatgagaaatcatttaatggttataatgtatgttattcaggtgatggata
ccctgaaagcccttacttggcaactatgcagccgatgcatgcaacaaaattgcacatgtatccc--ataaatgtatac
aaataaata----AAAGTAAAAA---TTATTTTT----AATTACATAATTCATTTT--TTGACATATTCTGTAATATC
TCCATATTTACTTTCAAATTCTTACCC-TTATATACCCATAGCAGGAATGATACACACAAATTTAATTATGCTACTCC
TCTGTTTAGACTCTTTCAAAG-GGTTTT-AT-CTTATCTTAGGATAATGTCT
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>Marmoset
ACAAA--CGTAAGTCTTCTCTT-TCTTAAATCAATATGGCACTTAAATTTTAGATGGAGGTCAAGAAAAAAGAAAGAA
GCAAGT--CTTTAA---AAAGCAAGTATTA----agtgaaataagccaggtacggaaagacaaatatcacatattctc
acccataagtggg---taccaaaaaatgtgtccacacagacgtagagaatggaatgatagataatggagactc--aaa
ggggtgagaaagtgggaagagaggaaattatgagaaattagttaatggttgtaatgtatggtattcaggtgatggata
cctggaaagccctgacttggcaactgtgcagcctatgcatgcaacaaaattgcatgtgtatcccccataaatgtatac
aaataaata----CTAGTAAAAA---TTATTTTT-GAAAATTATGTAATTCATTTTCTTGGGCATATTCTCTAATGTG
TCCATATTTATTTTCAAATTCTCACCC-TTATACAGCCAAAGCAGGAATGATACACGCAAATTTAATTCTGCCACTCC
TTTGTTTGAAATCTGTCTAAG-GGTTTT-AT-TTTATCTTAGGATAATGTCT
>Tarsier
ACAAA-GTAAAAGTCTTCTTTTCTCTTAAATTAATG----ACATTAATTATAGACTAAGGTGAAGAAAT----AAGAA
GCAAGT--CATTAA---AAGACAAGTATTA----atggaaacaagttagtcacagaaagacaaatatcacatggtctc
attcaaaagtggtggttgctaaaaaaaa-attcacattgatgtgcagagtggaatggtagataatggagatt--aaga
aggttaaggggatgg-aaggggaaaaatgatgagaaattaattaccaaatacaatgtatgttactcaggtgatagata
tcctaaaacccttgacttgaccactatgcaacctatgcaagtaacaaaatcgcacatgtacctc--ataaatgtatac
aaattga------AAAGTAAGAT---TCATTTTTT-AAAATTACATAATTTACTGTCTTGAGTATGTGCTGCAACATG
CCCATATTTATTCTCAAATTCTCACCC-C-GTACATCCACAGCAGAAATGATG-ACATGAATTTAATCATGCCACTTC
TCTGCTTAAAATCTTTCAAAT-AATTTT-GT-CTTATTTTAGGATAATGTCT
>Bushbaby
ACAAA-GAATAAGTCTTCTCTT-TCTTAAATTAATATGACACTCTAATTTTAGATTGAGATGAAGAAAGGGTACAGAA
ACAAGT--CAGTAA---AGGGTAAGTAGAA------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------ATCATTTTTTAAAACTAAGTCATTGATTTTCTTGGGTATGTTCTGTAATATG
TCCACATTTACTGCTAAATTCTCACTG-TCGTACACCCACAGCAGGAATGATAAACACAAATTTAACTCTTTAACCCC
TCTGTTTAAAGTATTTCACAG-GATTTT-AC-CTT-TCTTAGTGTAATATCT
>Mouse_lemur
ACAAA-GAATAAGTCTCTCCTT-CCTCAAATTAATATGACACCCTAATTTTAGATTGAGGTGAAGAAAGTGGAAAGGA
ATAAGT--CACTAA---AGAACAAGTAGAA------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------ATC-AAATTTTAAATTATGTAATTGATTTTCTTGGATATGTTCTGTGCTATG
TGCATATTTACTCTCAAATCCTCACCA-TCGTACACCCACAGCAGGAATCGGAAACCCAAAGTTAACCACACCACACC
TCTGTTTAAAATCTCTCAGAC-GATTTT-AT-CTT-TCTAGGGATAATGTCT
>Tree_shrew
-----------AGTCTTCACTT-TCTTAAATTAATACGACATTC-AGTTTCAGATTGATGTGAAGAGAGGGGAAAGAA
GTAAGTCACACAAA---AAAATAGGTAGAT------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------ATCAGGTTTTT-AATTATGTCATTGATTTCTTTGGGTATATTCTGAAATATA
TTTGTATTTACACTCAAATCCTCCCC----ATCTGCTCACAGAAGAAATGATAAGCAGAAATTTAATCAGACCACTCC
TCTGTTTAAAATCCTTCAAAG-GACTTC-AT-AGTATCTTAGGATAATGTGT
>Dog
ACAAAAGAACAAGTTTTCTCTT-TCTTAAATTAATA--GCACTCTAGTTTAAAGTGCTAGTAAAGAAAGGATGAAGAA
GCAAAT--CATTAA---AAAA-AAGTAGAA------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------ATCATTTTT--AAATTCAGTAATCAACATTGTTGGGTACACTCTGTGGTATG
TCCATATGTCAT-TCAAATCCTTGCCC-TTGTGTACTCCCAGCAGAAACCACAAAGACCAACATATTCTGGTCACCCT
TCTATTTAAAATCCTTCAAAGTGTTTTTAAT-CTCATTTTAAGATAATGTCT
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Marker L70

>L1PB4_3'-End
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------gggagctaaacaatgkgtac
acatg---------------------------------gacatac--aga--gtgg----------------------
--aataatagacactggagactcmgaaaggtgggagggtgggaggggggtgagggatgagaaattacctawtgggtac
aatgtacactattcgggtgatggktacactaaaagcccagacttcaccacta---cgcaatatatccatgtaacaaaa
ctgcacttgtaccccctaaatctataaa----aataaaaaaa------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------------
>Human
TTTTTCTAGGCTTGGG-TGC-ATTGATTATTC------TTTGTTTAAAATATGATGACACAGTAAATATTCCTCTTTT
GCGCTGTGTTACC-AATTTTTGATGTACCAGTGTTCCTGTAGT----CTTATTTACATAAAGGCTCTTTTAAATACAT
A--CCATTCTTAATTTAAATATAACTACT-AAAA-------TTGTATATCTCTACTGCAAATGGAGATACCATGTTAC
TTGCAATAGATAGGAG----AAA-ACCATTAAA----atggaaac--agagtgtgg----------------------
--aatgatagacaatggagacctggaaggttgcaggggtgggaagggagtgggagataagaaatcacttactgggtac
aatgtacgttattcaggtgatggatgcag-aaaaaccctgtcttcgccactatacagtaatatatgcatgtagcaaaa
taacacctggactcca-aaatttatacc----AAAAGCCCCCAC-----AAAAGCATAACTACTACAAAAA---TCTA
CCTGTGCTC-----CACCCA-------AAATCATCTTGCACATCAACACTTATGCATCTG-CTACCTTTTGCAAAGC-
ACTACTCAATTTTACCATTTATTAAATTATCAAAAGACAG-ACT-TTTAAGAGAGAGATTTTCTGTGGTATATTTATA
GATCATTGTACAATCATAGCTTATAAAAAG-ACATACATTGGTAAGA--GTTTGAACAGA-TCTTTGGATACTC
>Chimp
TTTTTCTAGGCTTGGG-TGC-ATTGATTATTC------TTTGTTTAAAATATGATGACACAGTAAATATTCCTCTTTT
GCACTGTGTTACC-AATTTTTGATGTACCAGTGTTCCTGTAGT----CTTATTTACATAAAGGCTCTTTTAAATACAT
A--CCATTCTTAATTTAAATATAACTACT-AAAA-------TTGTATATCTCTACTGTAAATGGAGATACTATGTTAC
TTGCAATAGATAGGAG----AAA-ACCATTAAA----atggaaac--agagtgtgg----------------------
--aatgatatacaatggagacttggaaggttgcaggggtgggaagggagtgggagataagaaatcacttactgggtac
aatgtacgttattcaggtgatggatgcag-aaaaaccctgtcttcgccactatacagtaatatatgcatgtaacaaaa
taacacctggactcca-aaatttatacc----AAAAGCCCCCAC-----AAAAGCATAACTACTACAAAAA---TCTA
CCTGTGCTC-----CACCCA-------AAATCATCTTGCACATCAACACTTATGCATCTG-CTACCTTTTGCAAAGC-
ACTACTCAATTTTACCATTTATTAAATTATCAAAAGACAC-ACT-TTTAAGAGAGAGATTTTCTGTGGTATATTTATA
GATCATTGTACAATCATAGCTTATAAAAAG-ACATAAATTGGTAAGA--GTTTGAACAGA-TCTTTGGATACTC
>Orangutan
TTTTTCTAGGCTTGGG-TGC-ATTGATTATTC------TTTGTTTAAAATATGATGACACAGTAAATATTCCTCTTTT
GCACTGTGTTACC-AATTTTTGCTGTACCAATGTTCCTGTAGT----CTTATTTACATAAAGGCTCTTTTAAATACAT
A--CCATTCTTAATTTAAATATAACTACT-AAAA-------TTGTATATCTCTACTGTAAATGGAGATACCATGTTAC
TTGCAACAGATAGGAG----AAA-ACCACTAAA----atggaaac--agagtgtgg----------------------
--aatgatagacaatggagacttggaaggttgcaagggtgggaagggagtgggagataagaaatcacttagtgggtac
aatgtacgttattcaggtgatggatgcac-aaaaaccctgacttcgccactatacagtaatatatgcatgtaacaaaa
taacacctggattcca-aaatttatacc----AAAAGCCTTCAC-----AAAAGCATAACTACTACAAAAA---TCTA
CCTGTGCTC-----CACCCA-------AAATCATCTTGCACATCAACACTTACGCACCTG-CTACC--TTGCAAAGC-
ACTACTCAATTTTACCGTTTATTAAATTATCAAAAGGCAG-ACT-TTTAAGAGAGATATTTTCTGTGGTATATTTATA
GATCATTGTACAATCATAGCTTATAAAAAG-ACATAAATTGGTAAGA--GTTTGAACAGA-TCTGTGGATACTC
>Baboon
TTTTTCCAGGCTTGGG-TGC-ATTGATTATTC------CTTTTTAAAAATGTGATGACACAGTAAATATTCCTCTTTT
GCACTGTGTTACCTAATTTTTGCTGTACCAATGTTCCTGTAGT----CTTATTTACATAAATGCTCCTTTTAATACAT
A--CTATTCTTAATTTAAATGTAACTACTAAAAA-------TTGCATATCTCTACTGTAAATGGAGATACCATATTAC
TTGCAATAGATAGGAG----AAA-ACCATTAAA----atgaaaac--agaatgtgg----------------------
--aatgatagacaatggagacttggaaggttgcaggggtgggaagggagaaggagataagaaatcacttagtgggtac
aatgtacattattcaggtgatagatgcac-aaaaatcctgtcttcgccactatacagtaatatatgcatgtaacaaaa
taacacctggactcca-aaatttatacc----AAAAACCCTCAC-----AAAA-CATAACTACTACAAAAA---TCTA
CCTGTGCTC-----CACCCA-------AAATCATCTTGCACATCAACATTTATACACATG-CTACCTTTTGTAAAGC-
ACTGCTCAATTTTATCATTTATTAAATTATCAAAAGGCAG-ACT-TTTAGGAGAGATAGTTTCTGTTGTATATTTATA
GATCATTGCACAGTCATAGCTTATAAAAAT-ACGTAAATTGGTAAGA--GTTTGAACAGA-TCTTTGGATACTC
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>Rhesus
TTTTTCCAGGCTTGGG-TGC-ATTGATTATTC------CTTTTTAAAAATGTGATGACACAGTAAATATTCCCCTTTT
GCACTGTGTTACC-AATTTTTGCTGTACCAATGTTCCTGTAGT----CTTATTTACATAAATGCTCCTTTTAATACAT
A--CTATTCTTAATTTAAATGTAACTACTAAAAA-------TTGCATATCTCTACTGTAAATGGAGATACCATATTAC
TTGCAATAGATAGGAG----AAA-ACCATTAAA----atgaaaac--agaatgtgg----------------------
--aatgatagacaatggagacttggaaggttgcaggggtgggaagggagaaggagataagaaatcacttagtgggtac
aatgtacattattcaggtgatagatgcac-aaaaatcctgtcttcgccactatacagtaatatatgcatgtaacaaaa
taacacctggactcca-aaatttatacc----AAAAGCCCTCAC-----AAAAGCATAACTACTACAAAAA---TCTA
CCTGTGCTC-----CACCCA-------AAATCATCTTGCACATCAACATTTATACACATG-CTACCTTTTGTAAAGC-
ATTGCTCAATTTTATCATTTATTAAATTATCAAAAGGCAG-ACT-TTTAGGAGAGATAGTTTCTGTTGTATATTTATA
GATCATTGCACAGTCATAGCTTATAAAAAT-ACGTAAATTGGTAAGA--GTTTGAACAGA-TCTTTGGATACTC
>Marmoset
TTTTTCCAGGACTTGG-TGC-CTTGATTATTCCTCTTTTTTTTTTTTAATACCATGTCACACTAAATATTCCTCTTTT
GCACCGTGTTCCC-AATTTTTGCTGTATGAATGTCCCTTTTGTGTAGCTTATTTATACAAAAGCTTTCTTTAATACAG
A--ACATTCTTAATTTAAATGAAACGACTGAAAT-------TTGTATATCTCTACTGTAAATGGAGATACTATATTAT
TTGCAATAGATAAGAG----AAAAACCATTAAA----atgaaaac--cgattttaattgaaaattaaaatcacattcc
ataatgatagacaatggagacttggaaggttgcatgcgtgggaagggagtggaagataagaaatcacttagtgggtac
aatgtacattgttcaggtgatggatgcactaaaaactttgacttcgccaccatacactaatatatgcatataacaaaa
tagcacttatactcca-agatttatacc----AAAAGCCCTCAC-----AAAGGCATAGCTACTACAAAAA---TGTA
CCTGTGCTC-----CACCCA-------AAATCATCCTGCACATCAACAGTTATACACATG-CTAGCTTTTGCAAAGC-
ACTGCTCAGTTTTACCATTTATTAAATTTTTAAAAGGCAG-AAT-TTTAAGAGAGATATTTTCTGGGTTATATTTGTA
GATCATTGTACAATTATAGCTCATAAAAAG-ACATAATTTGGTAAGA--GTTTGAACAGA-TCTTTGGATACGC
>Tarsier
TCTTCCCAGACTCCAG-CACAATTGATTATTC------TCTTC-----ATACCATGACACAGTATATATTCCTCTTTC
ACAATATTTCCCC-AA-TTTTGCTGCCCCAATGTTCCTTTACT----CTTATTTACTCAGTAACTTTCCTTAACATAT
A-CCCATTTTTAATTTAAATAAGACTACT-AATA-------TTTTGTGTCTCTACCATAACTGGAGATATAATGTTAC
TTGCAATAGATAAGAG----AAA-ATCATTAAG----ataaaaacatagaatgtgg----------------------
--agtgacagacaacagatacttagaagggta-aagggcaggatggg-gtggatgataagaaattctttaatgggtac
aatgtacattatttgagtgatgaatacac-taaagccctgacttcaccattgtgcagtaatatacctatgt-------
----acatgtatcccatacatttatgcc----AAAATAATCCAC-----AAAAACATAACTACTACAAAAA---TCTA
ACTATGGTC-----CATACA-------AAATCATCTTATATATCAACAGTGGTACATATT-TTACCTTTTGCAAAAC-
ATTGCTCAATTGTACTGTTACTCAAATTATCAAAATGCAG-AC---TTAAGAGAGATATTTTCTGAAAGCTCTTTATA
GAACATTGAATAATCACAGCCTATAAAAAT-ACATACATTTGTAAAAAGGTTTAAGCAAA-TCTTCAAATAATC
>Bushbaby
-CTTTTCAGGATCAAG-CACAGTTGATTATTC------CTTTCTTT--ATACCATAACAGAGGACATATTCCTCTTGT
GCACTGTGTTCCC-AGTTTTGACTGTACCAATGTT-CTGCAGT----CTTATTTACTTAAAAGCTTTCTTTAATATAC
A-CACATTCTTAATTTAAATAAAACTATT-AAACAT-----TTTTACATTTCTACTGTCAATGCAGATACAATGTTAC
TCACAATAGATGCATG--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------CAAACCCACAAA-----AATAAAAACATTGCTACAAACA---TCTA
ACCATGCTC-----CATCCA-------AAATCACCCTGCACGCCAACAATGATGAACACA-CTACCCTTTGCAAAGCA
AGTGTTCAATGGTACCGTTTGTCAAATTATCAAAAGGCAG-AATTTTAAAGAGAGAGATTATCTGGAGAATATTTCTA
GGCCATTGCACAAATATAGCTCACAAAATG-GCATCAATTTGTAAAAGGATTTAAACAAA-TCTTTGGATAATC
>Mouse_lemur
TCTTTTCGGGCTCAAG-CACAGTTGATTATTC------CTTTCTTT--ACACCATGACATAGGATATATTCCTCTTTT
GCACTGTGTTCCC-AATTTTTTCTGTACCAATATTCCTGTAGT----TGTATTTACTTAGTAGCTTTCTTTAATATAT
A-TTCATTCTTAATTTAAATAAAACTACT-AAAATT-----TTTTACATCTCTACTGTAAATGGAGATACAATGTTAC
TTGCAATAGATCTGTG--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------AAAACCATAAAA-----ATAAAAACA-TTACTATAAATA---TAT-
---TTGCTC-----CATCCA-------AAATCATCTGACA---TAACCATGATGCACATG-CTACCTTTTGCAAAAC-
ATTGCTCAATTATAACATTTGTCAAATTAACACAAGGTAG-ACT-TTATAGAGAGAGATTTTCTGGAGAATATTTACA
GGCCATTGTATGATCATAGCTCATAAATAG-ACATAAAACTGTAAAAGGGTTTAAACAAA-TCTTTGGATAATC
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>Mouse
TCTTTCTAGATTCAAATAACAGTCACTTATTC------TTTCATT---AGAAAATCATAGAGTATATACTTTTC-TTT
ACATTATTTTCCT-AATGTTTGTTATAGCAA-ACTAAATATAT----CTTGTTTTCTTAATAACATTCACTAACATAT
AGATGATTATTAACTTAAATAATACTGCT-TTAAAAAGAACATTTGTATTTCTGCACTAAATGGAAACTCAGTGTGAC
TTGCATTAGATATGAG--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------AAACCCATCAAA-----ATAAAAAAAATAATTGCTACAA---AAA-
TCTGTCTGCACCCAACATTTTTTAACATCATCTTGCATAACAACACTGGCATATTGG-TG----CTCTTACAAT-ACC
ACCCACATGCACTGTTGATTGCATCATT-GAAAATCC-AAG----TTACAGAGAG--AAGTTCTGGCAAATATTTCCA
GGGCATTATATAAAT------TATGGAAGG---GTAAATTTGTGAAA--GATTGGATATG-TCTTTTGGT-ACC
>Guinea_pig
T-CTTTCAGGCTCAAA-CACAATTGATTATTC------TTTCCTTC--ACATAATCATGCAGTGTATATTCT---TTT
ACACTATTATCCC-CTTTTTGCAGTGTGGATTC-ACCTGTGAT----CTTG----TTGAATAGCTTTCATTAACATGC
A-ACCATTCTTAACCTATATAAAGCCACT-GTAAACAGCA-----------CTGTACT----------------TTAC
TTGCAATAGATATGAA--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------AAAACCCCATAA-----AAATAAAAACATCTCTATAGAA---ATCT
AACTGTGCC-----CTTCCT-------AGTATTG--TGCACAGAACTCACGATATGTATGCTG----CTTTTGGAAT-
TCTGCCCACTCGTACTATTTATTAAATTAT---GTTG-TGG----TTAAAGAGAG---ATTTGTGGAGAATATTTACA
GGTCACTGTACAACCATCCC-TGCAAAAGT----TAAATTTGTAAAT--GTGATTATCACACCTTTAGATGATC
>Dog
TCATTTCAGGCTCAAG-CACAATTGATTATTC------CTTTCTTT--ATGCCTCCATACACTGTATATTCCTCTTTT
GTATTGTTTTCCC-AATTTTTGCTGTAACAGTGTATCTGTAGT----CTTACTTACTTAATAGCTTTCTTTCACATAT
A-TCCATT-TTAACTTAAATAGAACTATC-CAAAAAGGAAATGTTCTATTTCTGCTATTCATGGACATGCAGTGTTAT
TTGCAGTAGATATGAG--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------AAAAACATAAAA-----ATAAAAAATATAACTATTACAAAAATCTA
TCAATTGCC-----CATGTA-------AAATCATCTCACACATCAGTGGCAATACACATG-CTACCTTTTGGAGCAT-
GCTGCTCAATTGTACCACTTATCAAATTATCCA-----------------------------------AAGATTTATA
GGCCTTAGTATGATGATGGCTTATAAAAAAGATAGAAATT--TAAGAGGGTTTAAACAAA-TCTTTAAATAATC
>Horse
TCATTCCAAGCTGAAG-CACGGTTGATTATTC------CTTTCTTT--ATACCATCATAGAGTGTATATTCCTCTTTT
GCACTGTTTTCCC-AA-ATTTGCTGTAATTGTGTACCTGTAGT----CTTGTTAACTTAATAGCTTTCTCTAATGTAT
A-TCCATTCTTAATTCAAACAAAACTATT-CAAAAAGGAAACGTTATGTCTCTAGTGTAAATGGAGATGCAGTGTTAC
TTGCAATAGATATGAG--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------AAAACCACAGAA-----ATAAAAACACAATCTCTAGAAAA--ATCA
AACAATGCCC----CAGGTA-------AAATCATCTTGCATATCAATGTGAG---ACATG-CTACCTTTTGAAAAGC-
TCTGCTCAACTGTACCGCTTACCAAATTATCCAAATGTAG-GCTTTTAAAGAGAGA--TTTTCTGGAGAAGATTTACA
GACCATCATACAATCCCAGCTTATAAAAAAGATATATATTTGTAAAAAGGGCTAAACAAA-TCTTTAAATAATC
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Marker L77

>L1PB4_3'-End
----------------ctggagactcmgaaaggtgggagggtgggaggggggtgagggatgagaaattacctawtggg
tacaa-----------------------------------tgtacac---------------------tattcgggtg
atggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatc
tataaaaataaaaaaa--------------------------------------------------------------
------------------------------------------------------------------------
>Human
GGATGAAATATTCCAGGCACCAAGAA-GGTGCTT-ATACCAAAAGCTATCGGTCTCCCCCTCTCAGTAACTCCAAGAT
CCCAAACAGCTATACTTGCT----AAATGTGTGTAA----tgtacactattgtgtacccaaaaaccactatttgggta
gtggttacaataaaaatccagacttcaccactgtgtagtatatccttgtagcaaaactgcacttgtgccacttaaatt
tatataaataaatag--ata--------AAT-AAATATATTCTGAA----TACCATAACACTTA--TCTGTATCATAG
CCTTCTCATCATATTCTAATCACATGTTTATTCG-------------------TCTGTGTTTACAGACAGTG
>Chimp
GGATGAAATATTCCAGGCACCAAGAA-GGTGCTT-ATACCAAAAGCTATCGGTCTCCCCCTCTCAGTTACTCCAAGAT
CCCAAACAGCTATACTTGCT----AAATGTGTGTAA----tgta---------------------cactatttgggta
gtggttacaataaaaatccagacttcaccactgtgtagtatatccttgtagcaaaattgaacttgtgccacttaaatt
tat--------------ata--------AAT-AAATATATTCTGAA----TACCATAACACTTA--TCTGTATCATAG
CCTTCTCATCATATTCTAATCGCATGTTTATTCA-------------------TCTGTGTTTACTGACAGTG
>Orangutan
GGATTAAATATTCCAGGCATCAAGAA-GGTGCTT-ATACCAAAAGCTATCGGTCTCCCCCTCTCAGTTACTCCAAGAT
CCCAAACAGCTATACTTGCT----AAATGTGTGTAA----tgta---------------------cactatttgggta
gtggttacactaaaaatccagacttcacaactgtgtaatatatccttgtagcaaaactgcacttgtgccacttaaatt
tatataaataaatag--ata--------AAT-AAATATATTCTGAA----TACCATAACACTTA--CCTGTATCATAG
CCTGCTCATCATATTCTAATCGCATGTTTATTCA-------------------TCTGTGTTTACTGACAGTG
>Rhesus
GGATGAAATATTCCAGGCCTCAAGAA-GGTGCTT-ATACCGAAAGCTATCAGTCTCCCCCTCTCAGTTACTCCAAGAC
CCCAATTGGCTATAGTTGCT----AAATGTGTGTAA----tgta---------------------cactatttgggta
atggttacactaaaaatccagacttcaccactgtgtaatatatccttgtagcaaaactgcacctgtgccacttaaatt
tatataaataaatag--ataaata----AATATGGTATATTTTGAA----TACCATAACA-TTG--TCTGTATCATAG
CCTGCTCATCATATTCTAATCGCATGTTTATTCA-------------------TCTGTATTTGCTAACAGTG
>Marmoset
GGATGAAATATTCCAGGCCCCGGGAA-GGTCCCT-ACACCAAAAGCTATTGGTCTCCCCATCTCAGTTACTCCAAGAT
CCTAAAGGGCTATATTTACT----AAATGTGTGTAA----tgtt---------------------cactattcaggta
atggttacactaaaagcccagacttcaccactgtgtaatatatccttgcagcaaaactgcacttgtgccac-----tt
tat--------------ataa--------ATAAAGTATATTCTGAA----TACC-TAACACTTA--GCTGTATCATAG
CTTCCTCATCATATTCTAATCACATGTTTATTCA-------------------TATGTGTTTACCAACAGTG
>Tarsier
GGATGAAATGTTCTAGGACCCAAGAAGGGTAATT-ACACCAAAAGGCATGTGTCTCACCCTCTCAGTTACTCCACGAT
TTCAAATGACTATACTTGCT----CAACAAGTATCA----tgga---------------------cactgtatgggtg
atgattacactaagagtctagaccttaccagtaagcaatatatccacaaaacaaaattgtatttatatcccttaaatt
tacagaaataaaatgtaaaaa--------ATAAAGCATATTCTGAA----TACCATAGCAC------CTGTGTCAGAG
AATGCTCATCACATTCTATTTGCATGTTTATTTA---------------------TGTCTTTATCAACAACA
>Bushbaby
GGAGGAAATATTACAGACCCCAAGAAGAATGACT-ACA-CAAAAGGTGTCTATCTCAA--------TTGTTCCAAAAT
CCCAAAGGGCTATACTTACT----------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------CAAAAGTATGTTCTAAA----AACCATAACATTTA--TCTGTGTTGTAC
CATGCTCATCACATTCTAAATTCATGCTTATCCA-------------------TCTATCTTAACTGACAGTG
>Mouse_lemur
GTAGGAAATATTCCAGGTCCCAAGAAGAGTGCCT-ATACCACAAAGTATCTGTCTCACTCTCTAAGGTACTCCAAGAT
CCAAAAGGGCTACACTTACT----------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------CAACAGTGTATTCTGAG----TTCCATGGCATGTA--TCTGTGTCATAG
CATGCTCATCACATTCTAGTTGCAAGTTTATGCA-------------------ACTGTCTTTACTGACAGTG
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>Tree_shrew
CAAGAAAATATTCCAAGTCCCAATGAGAATGCCTAATACCAAAAGTTTTCTGCCTCAACCTCTCATTTACTCCCAGCT
CTCAAAGCACTATACTTCCT----------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------TGGTAGCTCTGAA----TACCTTAACATTTTTTTCTGGGTTATAA
CTTGCTCATCACATTCTAATTGCATGTTAATTCATCCTTTTTGTTTTATTTCATCTGTTTTTACCAACAGTG
>Mouse
AGCAGGAATGTGGTGGGTCTCATGAAGAATGACT--TTATGAATGGTGTCAGTCTAACTGTCTCACTTATTCTAAGAT
CCCAAAGTGCT-----TGCT----------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------CAAGAGCATATTTTGA-----TTCCACAGCAATCA--TTGTTCATACAG
CATGAACTTTACCTTTTG-GTG--TGCTCATCCC-------------------TACTTAGTTAGTTAGCAAC
>Dog
GGG--GAACATTCCAGGCCCCAAGTAAAGGGCTT-ATCTCTAAAGGTGTCTTTCTGACACTCTTCATTACTCCAAGAT
CCCAAAGGACCACATTTACT----------------------------------------------------------
------------------------------------------------------------------------------
----------------------------CAAAAAGTACTTTCTGAT----TACTGTAACAATTA--TCTGTGCCACAG
CATGCTCAGCACATTCTAAATACCTGTTTGTCCA-------------------CCTGTCTTTACTGATGGTG
>Horse
GGGTGAAATATTCCAGGCACCAAGAAGAGTGCCT-ATACCAGAAGGAGT--------AACTCTTAGTTTTTCCAAGAT
CCC-AAGGGCCAGATGTGCT----------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------CAAAATTACATTCTGAA----TACCAGAATGATTA--TCTGTGCCATAA
CATGCTCATCACATTGTAACTGCAGGTTTGTGCA-------------------TCTGTCTTTACTGATAGTG
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Marker L79

>L1PB4_3'-End
------------------------------------------------------------------------------
------------aaac---aatcaac-agagtgaagagacaacctacagaatgggagaaaatatttgcaaactatgca
tctgacaaggggctaatatccagaatctataaggaactcaaacaactca------acaagaaaaaaacaaacaacccc
attaaaaagtgggcaaaggacatgaacagaca----------------------------------------------
------------------------------------------------------------------------------
---------tttttcaaaagaagacatacaagcggccaacaaacatatgaaaaaatgctcaacatcactaatcatcag
agaaatgcaaattaaaaccacaatgagataccatcttacaccagtcagaatggctattattaaaaagtcaaaaaacaa
cagatgttggcgaggatgcggagaaaagggaacgcttatacactgttggtgggaatgtaaattagtacaacctctatg
gaaaacagtatggagatttctcaaagaactaaaaatagaactaccattcgatcca-gcaatcccactactgggtatct
acccaaaggaaaagaaat---cattatatcaaaaagatacctgcactcgtatgtttatcgcagcactattcacaatag
caaagatatggaatcaacctaagtgtccatcaatggatgactggataaagaaaatgtggt-----------------a
tatatacacca---------------------------------------------------------tggaatacta
ctcagccataaaaaagaatgaaatcatgtcttttgcagcaacatggatggaactggaggccattatcctaagtgaaat
aactcag--aaacagaaagtcaaat-----accgcatgttctcacttataagtgggagctaaacaatgkgtacacatg
gacatacagagtggaataatagacactggagactcmgaaaggtgggagggtggga-ggggggtgagggatga-gaaat
tacctawtgggtacaatgtaca-ctattcgggtgatggktacactaaaagcccagacttcaccactacgcaatatatc
catgtaacaaaactgcacttgtaccccctaaatctataaaaataaaaaaa----------------------------
------------------------------------------------------------------
>Human
ATGGGTTTAGAGATAAGAGGCAATATCTTAGTAACCAACACAAGTGTCTTTCAAATCCCAGTCTCTTTCAT---AAAC
TCCTATTGGATTAAAT---aatcaac-agagtgaacagagagcctacagaatgggagaaaatacttgcaaactatgca
tccaacagaaaactaatatccggaatttacaaggcactcctacaactcagtgacagcaaaaacaacaaaaataacccc
attaaaaagtggacaaaggacatgaatatgta----------------------------------------------
------------------------------------------------------------------------------
---------tttttcaaaagaagatatacaaatggtcagcaagcatatgaaaaa-tgcttaacatcactaatcatcag
aaaagagcaaattaaaaccacaatgagttagcatcttataccagttaggatggctattactaaaaatacaagaaataa
cggatgtcgatgaggatgcagagaaaatggaacactcatacacaattattgagaatataagttagaacaacctctatg
gaaaacagtttggagatttctcaaataactacaaatagaactaccattcaaacca-gcaataccactactgggtatct
acccaaaggaaaaaaaaa--ttgttatatcaagaagatacctgcattcatatgtttattgcaatactattcataatag
caaagatatggaatcaacctaactgttcatctacagatgattggataaagaaaatgtggt-----------------a
tacatatgtac-------------------------------------------------------aatggaatacta
ttcagtcatagaaaagaatgaaattgtgtcttttgcaactacatggatggaactggaggtcattgtcttaagtgaaac
aactcag--aaacagaaaaatactg-----tgcgttctcacttattcataggaagtaaataatgtgtacacatgggca
ta------gagtgtagaataataggcattggagactaaaaggtgagggagtagaattgggggtagatgttga-gaaat
tacctaatgggtataatgtaca-ttgttcaggtgatggctactctataaggccagacttcaccactacacaatatatc
tatataacaaaattatacttgtacttcttaaattt-----AAACCCCCCAAAA--AT--------TTCCTACAGTATC
ACTTGGAACACAGCTCTCACCTGCTCCAATATCTTCATGTCCTATTGAGCAAAGGAAATTCAATAC
>Chimp
ATGGGTTTAGAGCTAAGAGGCAATATCTTAGTAACCAACACAAGTGTCTTTCAAATCCCAGTCTCTTTCAT---AAAC
TCCTATTGGATTAAAT---aatcaac-agagtgaacagagagcctacagaatgggagaaaatacttgcaaactatgca
tccaacagaaaactaatatccggaatttacaaggcactcctacaactcagtgacagcaaaaacaacaaaaataacccc
attaaaaagtggacaaaggacatgaatatgta----------------------------------------------
------------------------------------------------------------------------------
---------tttttcaaaagaagatatacaaatggtaagcaagcatatgaaaaa-tgcttaacatcactaatcatcag
aaaagagcaaattaaaaccacaatgagttagcatcttataccagtcagcatggctattactaaaaatacaagaaataa
cggatgtcgatgaggatgcagagaaaatggaacactcatacacaattattgagaatataagttagtacaacctctatg
gaaaacagtttggagatttctcaaataactataaatagaactaccattcaaacca-gcaatcccactgctgggtatct
acccaaaggaaaaaaaaaaattgttatatcaagaagatacctgcattcatatgtttattgcaatactattcataatag
caaagatatggaatcaacctaactgttcatcaagagatgattggataaagaaaatgtggt-----------------a
tacatatgtac-------------------------------------------------------aatggaatacta
ttcagtcatagaaaagaatgaaattgtgtcttttgcaactacatggatggaactggaggtcattgtcttaagtgaaac
aactcag--aaacagaaaaatactg-----tgcattctcacttattcataggaagtaaataatgtgtacacatgggca
ta------gagtgtagaataataggcattggagattaaaaggtgagcaagtagaattgggggtagatgttga-gaaat
tacctaatgggtataatgtaca-ttgttcaggtgatcgctactctataagaccagacttcaccactacacgatatatc
tatataacaaaattatacttgtactccttaaattt-----AAACCCCCCAAAA--AT--------GTCCTACAGTATC
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ACTTGGAACACAGCTCTCACCTGCTCCAATATCTTCATGTCCTATTGAGCAAAGGAAATTCAATAC
>Orangutan
ATGGATTTAGAGCTCAGAGGCAATATCTTAGTAACCAACACAAGAGTCTTTCAAATCCCAGTCTCTTTCAT---AAAC
TCCTATTGGATTAAAT---aatcaac-agagtgaacagagagcctacagaatgggagaaaatacttgcaaactatgca
tccaacagaaaactaatatccggaatttacaaggcacttctacaactcaatgacagcaacaacaacaaaaataacccc
attaaaaagtggacaaaggacatgactatgta----------------------------------------------
------------------------------------------------------------------------------
---------tttttcaaaagaagatatacaaatgaccagcaagcatatgaaaaa-tgcttaacatcactaatcatcag
aaaagagcaaattaaaaccacaatgagttagcatgttgtaccagtcaggatggctattactaaaaatacaagaaataa
cggatgttgatgaggatgcagagaaaatggaacactcatacacaattattgagaatataagttagtacaacctctatg
gaaaacagtatggagatttctcaaataactacaaatagaactaccattcaaacca-gcaatcccactactgggtatct
acccaaaggaaaaaaaaa--ttgttatatcaagaagatacctgcattcatatgtttattgcaatactattcataatag
caaagatatggaatcaacctaactgtccatcaacagatgattggataaagaaaatgtggt-----------------a
tacatttgtac-------------------------------------------------------aatggaatacta
ttcagtcatagaaaagaatgaaattgcgtctttttcaactacatggatggaactggaggtcattgtcttaagtgaaac
aactcag--aaacagagaaatactgtgcgttgcgttctcacttatttgtaggaagtaaataatgtgtacacatggaca
ta------cagtgtagaataataggcattggagactaaaaggtgagggagtagaatgggggatagatgttga-gagat
tatctaatgggtataatgtaca-ttgttcaggtgatggatactctataaggccagacttcaccactacacgatatatc
tatataacaaaattatacttgtactccttaaattt-----AAACCCCCCAAAA--AT--------TTCCTACAGTATC
ACTTGGAACACAGCTCTCACCTGCTCCAATATCTTCATGTCCTATTGAGCAAAGGAAATTCAATAC
>Baboon
ATGGGTTTAGAGCTAAGAGGCAATATCTTAGTAACCAACACAAATATCTTTCAAATCCCAGTGTCTTTTAT---AAAC
TCCTATTGGATTACAT---aatcaac-agaatgaacagagagcctacagaatgggagaaaatacttgcaaactattca
tccaacagaatactaatatctggaatttacaaggaactcctacaaccaaatgacagcaacaacaacaaaa--aatccc
attaaaaagtgggcaaaggacatgaatatgta----------------------------------------------
------------------------------------------------------------------------------
---------tttttcaaaaggagatatacaaatggccagcaagcatatgaaaaa-tgctt---atcactaatcatcag
aaaagggcaaattaaaaccacaatgagttagcatcttataccagtcaggatagctattactaaaaatacaaaaaataa
cggatgttgatgaggatgcagagaaaatggaacactcatacacaattggtgagaatataagttagtacaacctctttg
gaaaacagtattgagatttctcaaataactacaaatagaactaccattcaaccca-gcaatcccactactgagtatct
acccaaaggaaaaaaaaa-attgttatatcaagaagatacctgcatttgtatgtttattgcaacagtattcataatag
taaaaatatggaatcaacctaactgtccatcaacagatgattgaataaagaaaatgtgct-----------------a
tacatgtgtac-------------------------------------------------------agtggagtacta
ctcagtcatagaaaagaatgaaatcgtatctttttctactacatgaatggaaccggaggtcattgtcttaagggagac
aactcag--aaacagaaaagtactg-----tgtgttctcacttattagtgagaaataaataatgtgtacacatggaca
ta------gagtgtagaatgataggcattggaaactgaaaggtgagggagtagaatgtggaatggatgttga-gaaat
tacctaatgcgtataatgtaca-tttttcaggtgatggatactctaaaaggccagacttcaccactacacgatatatc
tatataacaaaattatgcttgt--------------------------------------------------------
------------------------------------------------------------------
>Marmoset
ATGGGTTTAGAGCTAACAGGCAGTAGCTTAGTAACCAACACAAATATCTTTCAAATCCCAGTCTCTTTTAT---AAAC
CCCTATTGGATTAAAT---aattaac-agagtgaacagacagcctatggaatgggagaaaatactaacaaactctgca
tccaacagaaaactagtatctggaatttacaaggaattcctacaactcaatgatagcaagaacaacaaaaataatcct
attaaaaagtgggcaaaggacatgaatacaaacttttttaaaagaagatatacaaatggccagcaagcatatgaaaaa
tacttaacatcactaatcatcagagaagtgcaaattaaaaccacaatgagatagcatcttataccagtcagggtagct
aatacaaacttttttaaaagaagatatacaaatggccagcaagcatatgaaaaa-tacttaacatcactaatcatcag
agaagtgcaaattaaaaccacaatgagatagcatcttatacaagtcagggtagctattactaaaaatacaagaaataa
cagatgttgatgaggatgcagagaaaatagaacacttatacacaattggtaagaatataaattagtacaacctccatg
gaaaacagtgtggagatttctcaaataactacaaatagaactactattcaatcca-gcaatcctactactaggtatct
gcccaaaggaaaaaaaat----gttatatcaaaaagatacctgcatttgtatgtttattacagcattgttcataatag
caaagatatggaatcaacctaactgtccatcaacagatgattggataaagaaaatatggt-----------------a
tacatatgtac-------------------------------------------------------aatgaaatacta
ttcagtcatagaaaagaatgaagtcatgtcttttgcaactacgtggatgggactggaggccattgtcttaagtgaaac
aactcag--aaacataaaaatactg-----tgtgttctcacttattagtggggagtaaataatgtgtatgcatggaca
tt------gaatatagaatgatagaccttggagactgaaaggtgagggagtcaagtgggatgtagatgttga-gaaat
tacctaatgggaataatttgca-ttattcaggtgatggatactctaaaaggccagacttcaccagtacataatatttc
tatat-acaaaattgtacttttactccttaaattt-----ATACCATATAAAA-TAT--------TTCCTGCAGTATT
ATTTGGAACACATCTCTCACCTGCTCAAATACCTTCATGTCCTATTGAGCAAAGTAAATTCAATAC
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>Tarsier
ATGAGTTTAGAACTGAGAGACAATAGCTCAGTA------ACAAATGTCTTCCCAATCCCAGTCTCTTTTGT---AAAT
TCCTATTGGATTAAGT---aatcagcaagcatgaacagacagcctgcagaatgagagaaaatatttgtagactatgca
tca------------------ggaacttacaaggaactcaaataactca---acaacaaaaataacata---tacccc
tttaaaaagtgggtaaaaagcatagata--------------------------------------------------
------------------------------------------------------------------------------
---------tttttcaa----agacatacaaatggtcaacaagtgtatgaaaaa-tgcttaacatcactaatcatcag
agaaatgcaaattaaaaccacagtgagat---atcttacaccagttagggtggctattattaaaaa------aaaaaa
cagatgctggtgaggatgcagagaaaagggcatgcttatgcactgttggtgggaatataaatcagtacaaccactacg
gaaaacagtatggagaattctcaaagaagtaaaaatagaactaccattttatctactcagtcacactactgagtatat
gcccaaaggaaaggaaat----------------------------------------------------------ag
caaagatatggaatcaatctaagtgtctatcaatagatgattggattaa-aaaatgtgttGTGTGCAGCACGCACACA
CACACACGCACACGCTCACACACACACACACACACACACACACACACACACACACACACACATGAAaatgggatacta
ctcaaccata-aaaataatgaaatcatgacttttgcagccaaatggatggaactggaggtcattatcttaagtgaaac
aactcaaacagaaagaaaaatacag-----caaattctca---ataagtgagaggtaaataatgtgtacaaatggaca
taataattgagtgtggaattctagacattggagactcaaaggttggcaagggaggtgggaggaggtggatgatgatat
tacctaatggatacaatgtacagttattcaggtgagggatgcactaaaagcctagactttaccactatgcaatatat-
-----------------------ccatctaaattt-------------TAAA--AGA---------TCCTATAGCACC
ACTTAAAATATAGCTCTGATCTGCTCAAATATCTCCATGTACTACTGAGCAAAGTAAATTTTATAC
>Bushbaby
-ATGCCTCGGAGCTGAGAGACAATAACTTAGTAAACAGCTCAAGTGTCTTCCTAATCTCAGTCTCTTTTGT-------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------AAGCTCCTATTGAATAG-----ATTTTCTCACAGCACC
CTTTGGGACAGAGTCCTTACCTGCTCAAAAATCTTCATGTCCGATTGAGCGAAGTTCGTTCGATGC
>Mouse_lemur
ATTGGTTTAGAGCTGAGAGGCAAT-ACTTTGTAACTAGCACAAGTGTCTTCCTACTCTTAGTCTCTTTT-T-------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------AAACTCCCATTGAATTA-----ATTTTTCCACAGCACC
ACTTGGAATAGAACTCTTGCCTGCCCAAATATCTTCATGTCCTATTGAGT--AGTCAATTCAATGA
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>Tree_shrew
ATAGGTTTATAGCTGAGAGGCAACAGTTTAGTGACCAGCATAAATAGCTCCC-AATCCC-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------AATTCTTACTGTGTTAA------TTTTCCCACAGTACC
ACTTAGAACCCAGTTTGTGCCTGCTTAAATATCTTCATGTCCTACTAAACAAAGTCAATTTGATAT
>Dog
TTGGATTGAGGGCTGAGAGACAGTAGCCTAGTAACCAACACAAATATCTTCTCATTCGTAATCTCTTCTAT-------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------AAAATCTGATTGGTTTA-----ATTTCCCCACAGCACC
ATATGGAACACAGCTCTTG-CTGTGCAGATCTCTTTGTCTCCTACTGAACAATGTCAACTCAATAC
>Horse
ATGGATTGAGAGCTGAGAAAGAATAGTTTAGCAACCAGCACAAATTTCTTTCCAACCCTAATCTCCTCTGT-------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------AAACTCCTATTGGTTTA-----ATTTTCCCGCAGCACC
ACATGGAACACAGCTCCTACCTGCTCTTTCATCTTCATGTCCAACTGAACAAAGTCAACTCAATGC
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Marker L84

>L1PB4_3'-End
gacatacagagtggaata-----------------------------------------atagacactggagactcmg
aaaggtgggaggg-----------------------------------------------------------------
-------------------------------tgggaggggggtgagggatgagaaattacctawtgggtacaatgtac
actattcgggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgc---act
tgtaccccctaaatctataaaaataaaaaaa-----------------------------------------------
------------------------------------------------------------------------------
-----------
>Human
AAAATTTCTACCCATCTGTTTGTCTACATATCTATTTATTGAG-AGCATGAAGGATAAAGAAAATGTGGCAAAATACC
AATATTTGGGAAATCTGGATTAAGGGAAAACAAGAATTCTTT----------TTTGGAAGTTTTT-GTAGGTC--AAA
TCATTTTATAAC---AAAAAGTTAATAA---taggggaggggtgagggatgagaaattatttaatggttactgtgtac
actatttgggtgatggctacactaaaaatgcagacttcaccagtatataatatatccatctaacaaaacaac---att
tgtac-ccccaaatctataa----CAATAAAAATAAA---GTTTTGT-AAATTAGAAAGACATCTTACCATTGTTTAA
TTTGCATTT--TTAA--TTTTTTGCAAGCGTGAACGTTTTCATGTTTAATTGGTTTTGAGCCTTATTTACAAAGTTTT
CAATGTTTCAA
>Chimp
AAAATTTCTACCCATCTGTTTGTCTACATATCTATTTATTGAG-AGAATGAAGGATAAAGAAAATGTGGCAAAATACC
AGTATTTGGGAAATCTGGATTAAGGGAAAACAAGAATTCTTT----------TTTGGAAGTTTTT-GTAGGTC--AAA
TCATTTTATAAC---AAAAAGTTAATAA---taggggaggggtgagggatgagaaattatttaatggttactgtgtac
actatttgggtgatggctacactaaaaatgcagacttcaccagtgtataatatatccatctaacaaaacaac---att
tgtac-ccccaaatctataa----CAATAAAAATAAA---GTTTTGT-AAATTAGAAAGACATCTTACCGTTGTTTAA
TTTGCATTT--GTAA--TTTTTTGCAAGGGTGAACGTTTTTATATTTAATTGGTTTTGAGCCTTATTTACAAAGTTTT
CAATGTTTAAA
>Orangutan
AAAATTTCTACCCATCTGTTTGTCTATGTATCTATTTATTGAG-AGAATGAAGGATAAAGAAAATGTGGCAAAATACT
AATATTTGGGAAACCCGGATTAAGGGAAAACAGGAATTCTTT----------TTTGGAATTTTTT-GTAGGTC--AAA
TCATTTTATAAC---AAAAAGTTAATAA---taggggaggggcgatggatgagaaattatttaacggttactctgtac
actatttgggtgatggctacactaaaaatgcagacttcaccagtatataatatatccatctaacaaaacaacattatt
tgtac-ctccacatctataa----TGATAAAAATAAA---GTTTTGT-AAATTAGAAAGACATCTTACTGTTGTTTAA
TTTGCTTTT--TTAA--TTTTTTGTGAGGGTGAAGGTTTTCATGTTTAATTGGTTTTGAGCCTTATTTACAAAGTTTT
CAATGTTTGAA
>Baboon
AAAAATTCTACCCATCTGTTTGTCTACATGTCTATTTATTGAG-AGAATGAAGGATAAAGAAAACACGGCAAAATACC
AATATTTGGGAAATCTGGATTAAGGGAAAACAGGAATTCTTT-GTTCT-TTATTGGAACTTTTTT-GTAAGTA--AAA
TCATTTTATAAT---AAAAAGTTAATAA---tgggggaggggtgagggataagaaattatttaatggttaccatgtac
actatttgggtgacggctacactaaaaacccagacttcaccactatgcaatatatctatgaaacaaaacaac---att
tgtacaatttaaatctataa----CAATAAAAATAAA---GTTTTGT-AAATTAGAAAGACATCTTACTGTTGTTTAA
TTTGCATTT--TTAA---TTTTTGTGACGGTGAACGTTTTCATATTTAATTGGTTTTGAGCCTTATTTATAAAGTTTT
CAATGTTTAAA
>Rhesus
AAAAATTCTACCCATCTGTTTGTCTACATATCTATTTATTGAG-AGAATGAAGGATAAAGAAAACATGGCAAAATACC
AATATTTGGGAAATCTGGATTAAGGGAAAACAGGAATTCTTT-GTTCT-TTATTGGAACTTTTTT-GTAAGTC--AAA
TCATTTTATAAT---AAAAAGTTAATAA---tgggggaggagtgagggataagaaattatttaatggttaccatgtac
actatttgggtgatggctacactaaaaacccagacttcaccactatgcaatgtatctatgaaacaaaacaac---att
tgtacaacttaaatctataa----CAATAAAAATAAA---GTTTTGT-AAATTAGAAAGACATCTTACTGTTGTTTAA
TTTGCATTT--TTAA---TTTTTGTGACGGTGAATGTTTTCATATTTAATTGGTTTTGAGCCTTATTTATAAAGTTTT
CAATGTTTAAA
>Tarsier
--------------------------------------------------------AAGAAAAATGTGGC---ATATT
AAATTTGGGGAAATCTGGATAAAGGGAAAACAGGAATTCTTGTGTTAT-TTATGGGAACATTTTTGGTAAGTC-AAAA
TTATTTTATACT---AAAAGGTTAAAAA---tggggaag-----agggatgagaaattacttagtggatacagtgaac
actattcatgtggtggagacataaaaaattcagtttttaccactgcatgatatagctatgtaacaaaaatac---att
tgtaccccctaaatct--------A--TGAAAAAAAA---GTTTTGA-AAATTATAAAGACATCCTTCTGTTATTTAA
TTTGCATTT--TTAATTTTTTTTTTGAGGATGGATA-GTTCATGTTTAATTGACTTTGAGTTTTCTTTACGAAGTTTT
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CAGTGTTTAAA
>Bushbaby
AAAAATTCTATCCATTTGTTTATGTATCTATTTATTTATTGAG-AGAATGAAGGACAAAGAGAATGTGGCAAAA----
ATCATGTGGGGAATCTGGATTAAGGGAAAACAGAAATTCTTT-ATACTATTATTGCAGCTTTCTT-GTAAGTC--GCA
TTATTTTACAAT------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AAAAAGTAAAAAA---GTTTTTC-AAATTAGGTAGACATCTTATTGTTGTTTAG
TTTACATTTTCTTGA--TATTTTGTGAGGATGGATGTTTTCATGTTTCATTGGCTTTGAGTCTTACTTGCAAAGTTTT
CAGTGTTTAGA
>Mouse_lemur
AAAAATTCTGTCTATTTGTCTGTGTATC----TATTTATTGAG-AGAATGAAGGATAAGGAAAATCTGGCTAAATACT
AATATTTTGGGAATCTGGATTAAGTGAAAACAGAAATTCTTT-GTACTATTACTGTAACTTTTTT-GTAAGTC--AAA
TTATTTTACAAT------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AAAAAGTTAAAAA---TGTTCTTCAAATTAAATAGAGATCTTATTGTTGTTTAG
TTAGTATGTTCTTGA--TTCTTTGTGAGGATGGATGTTTTCATGTTTAATTGGCTTTGAGTCTTATTTACAAAGTTTC
CAATGTTTCAA
>Tree_shrew
AAAATT-----CCGTTTGTCAATTTATCCATTTATTTATTGAGAAAAATAAATGAT--TAAAAATGTGGCATAATGCT
AATATTTGGGGTATTTGGATTAAGGAATAATAGGATATTTTT-GTACT----ATTCAACTTTTTTGGTAAGTC--AAC
TTAATTTA---C------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AAAAAGTTAAAAT---GTCTTGT-GACTCAGAAATTTT----ATTGTTGTTCAA
TTTATATTTCTTTAA--ATTTTTGCAAGGATGAATGTTTTTATTTTTAATTGGCTTTGAGTCTTAATTACAAAGTTTT
CAGTGTTTAAA
>Horse
------CCTCTCTATCCATTTGTCAAC------------TGAG-AGAATGAATAATAAAGAAAATGTGGTAAAATATT
AATATTTCGGAAATTTGGATTAAAGGTATACAAGAATTCTTT-GTATTATTATTACAACGCTTTT-GTAAGTCAGAAA
TTATTTTGAAAT------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------ATAAAGTTAAAAT---ATTTTAC-AAGTTACATAGAC---------ATGTTTAA
TTTGCATTT--TTTG--T---GAGTGAG---GAGGGTTTTAATGTTCAATTAGCTTTGAGTCTTATATGCAAAGTTTT
CAATGTTCAAA
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Marker L85

>L1PB4_3'-End
--------------------------------------------------------------------ggtgggaatg
---------------------taaat---tagtacaacctctatggaaaacagtatggagatttctcaaagaactaaa
aatagaactaccattcgatccagcaatcccactactgggtatctacccaaaggaaaagaaatcattatatcaaaaaga
tacctgcactcgtatgtttatcgcagcactattcacaatagcaaagatatggaatcaacctaagtgtccatcaatgga
tgactggataaagaaaatgtggta----tatatacac-----------------------------------------
----ca-tggaatactactcagccataaaaaagaatgaaatcatgtcttttgcagcaacatggatggaactggaggcc
attatcctaagtgaaataactcagaaa-----------------cagaaagtcaaataccgcatgttctcacttataa
gtgggagctaaacaatgkgtacacatggacatacagagtggaata----------------------------ataga
cactggagactcmgaaaggtgggagggtgggaggggggtgagggatgagaaattacctawtgggtacaatgtacacta
ttcgggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccc
cctaaatctataaaaataaaaaaa------------------------------------------------------
-----------------------------------------
>Human
CTAACTCCACAACTTAGTGATGGTCTGT-GCTTG--GACTAGTTATTTAATTTCCCTAGGACCTTAATACTGTCCACA
TAAGACTGTAGGATT---AAATAAAT---tagtacaacctctatggaaaacaatatggagatttctaaaagaactaaa
catagaactaccatttgatctggcaatactactactgggtatttacccaagggaaaataaatcattatattaaaaaga
tgcctgcataggtatgtttatctcagcactattcacaattgcaaagatatggaatcaacccaagtatccatcagtgga
tgattggatttttaaaatgtggtg----tatatatat----------------------------------------a
tgtgcaatggaatactactcaagcat-aagaagaacaaaatcatgtcttttgcagcaacatggatggaactggaagca
a-----ttaagtg----aactcagaaa-----------------cagaaaatgaaacactgcatgttcttagttataa
gtgggagtgaaataattcatatacgtgggcatagacactggagttataagcaggagtgaaataattcatacacatgga
ataatggacactggagactgagaagagtgggaggggggtgagggatgagaaattacttgaggagtacagtgtgcacta
ttcaggtaatggctatactaagagcccagatttcaccactatgcaatatatccatgtaacaaaactgcacttgtatcc
ccaaaatctatatacgtttt-------AAA-AAAAAATT---ATGTCTCATGGCATAT-GTAAGCAC-TCAATTAATT
CGAG----TTATTA---ATGTTAATATTTTAGGTGAGATTA
>Chimp
CTAACTCCACAACTTAGTGATGGTCTGT-GCTTG--GACTAGTTATTTAATTTCCCTAGGACCTTAATACTGTCCATA
TAAGACTGTAGGATT---AAATAAAT---tagtacaacctctatggaaaacaatatggagatttctaaaagaactaaa
aatagaactaccatttgatctggcaatactactactgggtatctacccaagggaaaataaatcattatattaaaaaga
tgcctgcataggtatgtttatcttagtactattcacaatcgcaaagatatggaatcaacccaagtatccatcagtgga
tgattggatttttaaaatgtggtg----tatatatat----------------------------------------a
tatgcaatggaatactactcaagcat-aagaagaacaaaatcatgtcttttgcagcaacatggatggaactggaagca
attatcttaagtgaaataactcagaaa-----------------cagaaaatgaaacactgcatgttcttagttataa
gtgggagtgaaataattcatatacataggcatagacactggagttataagcaggagtgaaataattcatacacgtgga
ataatggacactggagactgagaagagtgggaggggggtgagggatgagaaattacttgagg-----agtgtgcacta
ttcaggtaatggctatactaagagcccagatttcaccactatgcaatatatccatgtaacaaaactgcacttgtatcc
ccaaaatctatatacgtttt-------AAA-AAAAAAAT----TGTCTCATGGCATAT-GTAAGCAC-TCAATTAATT
CGAG----TTATTA---ATGTTAATATTTTAGGTGAGATTA
>Orangutan
CTAACTCCACAACTTAGTGATGGTCTGT-GCTTG--GACTAGTTATTTAATTTCCCTGGGACCTTAACACTGTCCACA
TAAGACTATAGGATT---AAATAAAT---tagtacaacctctatggaaaacaatatggagatttctaaaagaactaaa
aatagaactaccatttgatccggcaatactactactgggtatctacccaagggaaaataaatcattatattaaaaaga
tgcctgcatagatatgtttatctcagtactattcacaatagc-aagatatggaatcaacccaagtatccatcagtgga
tgattggatttttaaaatgtgatg----tatatatat----------------------------------------a
tatgcaatggaatactactcaagcat-aagaagaacaaaatcatgtcttttgcagcaacatggatggaactggaagca
attatcttaagtgaaataactcagaaa-----------------cagaaaatgaaacactgcatgttcttagttataa
gtgggagtgaaataattcatacacgtgggcatagacactggagttataaatgggagtgaaataattcatacacgtgga
ataatagacactggagactgagaagagtggg-ggggggtgagggatgagaaattacttgaggggtacagtgtgcacta
ttcaggtaacggctatactaagagcccagacttcactactatgcaatatatccatgtaacaaaactgtacttgtatcc
ccaaaatctatatactttttt-a----AAA-AATATATT---ATGTCTCATGGCATAT-GTAAGCAC-TCAACTAATT
CAAG----TTATTA---ATGTTAATATTTTAGGTGAGATTA
>Baboon
CTAACGCCACAACTTAGTGATGGTCTGT-GCTTG--GACTAGTTATTTAATTTCCCTAGGACCTTAATCCTGTCCACA
TAAGGCCACAGGATT---AAATAAAT---tagtacaacttctatggaaaacaatatggagatttctaagagaactaaa
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aatagaactaccatttgatccagtgataccactactgggtatctgcacaagggaaaagaaatcattatattaaaaaga
tgcctgcgtatgtatgtttatctcagtactattcacaatagcaaagatatggaatcaattcaagtatccatcagtgga
tgattggatttttaaaatgtggtg----tatacacac------------------acacacacacacacacacacaca
catgcaattgaatactactcaaccat-aagaagaacaaaatcatgtcttttgcagcaacatggatggaactggaggca
attatcttatgtgaaataactcagaaa-----------------cagaaaatgagacactgcatgttcttagttataa
gtggaagtgaaataattcatacacgtgggcatagacactggagttataagtgggagtgaaataattcatacacatgga
ataatagacactggagactgagaagagtggg-agggggtgagagatgagaaattacttgatgggtacagtgtgcacta
ttcaggtaatggctacactaagagcccagacttcaccactatgcaatatatccatgaaacaaaactgcacttgtatct
ccaaaatctatatacttttaaaa----AAA-TATATATT---ATGTCTCATGGCATA---TAAGCAC-TCAATAAATG
CAAG----TTATTA---ATGTTAATATTTTAGATGAGATTA
>Rhesus
CTAAGGCCACAACTTAGTGATGGTCTGT-GCTTG--GACTAGTTATTTAATTTCCCTAGGACCTTAATCCTGTCCACA
TAAGGCCACAGGATT---AAATAAAT---tagtacaacctctatggaaaacaatatggagatttctaagagaactaaa
aatagaactaccatttgatccagtgataccactactgggtatctacacaagggaaaagaaatcattatattaaaaaga
tgcctgcatatgtatgtttatctcagtactattcacaatagcaaagatacggaatcaactaaagtatccatcagtgga
tgattggatttttaaaatgtagtg----tatatatatatatatatacacacacacatatatacacatacacacacaca
tatgcaattgaatactactcaaccat-aagaagaacaaaatcatgtcttttgcagcaacatggatggaactggaggca
attatcttatgtgaaataactcagaaa-----------------cagaaaatgagacactgcatgttcttagttataa
gtggaagtgaaataattcatacacataggcatagacactggagttataagtgggagtgaaataatacatacacatgga
ataatagacactggagactgagaagagtgggaggggggtgagggatgagaaattacttgaggggtacagtgtgcacta
ttcaggtaatggctacactaagagcccagacttcaccgttatgcaatatatccatgaaacaaaactgcacttgtatct
ccaaaatctatatacttttttaa----AAA-TATATATT---ATGTCTCATGGCATAT-GTAAGCAC-TCAATAAATG
CAAG----TTATTA---ATGTTAATATTTTAGATGAGATTA
>Marmoset
CTAACTCCACAACTTAGTGATGGTCTGT-GCTTG--AATTAATTATTTAATTTCCCTAGGACCTTAAGACTGTCCACA
TAAGGCTGTAGGATT---AAATAAAT---tagtacaacctctatggaaaacaacatggagattcctaaaagaactaaa
aatagaactaccatttgatccagcaataccactactgagtatctacctaaaggaaaagaaatcattaaattaaaaaga
tgcatgcatacgtatgtttatctcagtactattcacaatagcaaagatacagcatcaacccaagtatccatcagtgga
tgactggatttttaaaatgt--------aatatatat----------------------------------------a
tgcacaatgggatactactcaaccat-aagaagaacaaaatcatgt-ttttgcagcaacatggataaaactggaggcc
attatcttatgtgaaataactcagaaa-----------------tagaaaatgaaacactgcttgttcttagttataa
atgggagtgaaataattcatacacatggacata--------------------gagt----------------attga
ataatagacactggagactgagaagaatggg--aggggtgagggatgagaaattacttgaggggtacagggtgcacaa
tttaggtaatgtctacactaagagcccagatttcaccaccatgcaatatatccatgtaacaaaactggacttgtatcc
ccaaaatctatatgctattttt-----AAA-AAGATATT---ATGTCTCGTGGCATAT-GTAAGCAC-TCAATAAATG
CAAG----CTATTA---ATGTTAATATTTTAGGTGAGATTA
>Tarsier
CTAACTCCACAATTTAGTGACAGTCTAT-GCTTG--GCCCAGTTATTTAATTTCCCTAACACCTTAATACCTTCCACA
CAAGGCTATAGGATT---AAATAAAT---tagtacagtctctatggaaagtaatgtggagatttccaaaagaactaaa
aacaggactaccattcaatccatc-attccactactgggtatctacccaaaggaaagtaaattattatgtcagaaaga
tgcatgcatttgtatgtttatcacattactattcacaatagc-------------------aagtatctatcaacaga
tgattgaa-ttttaacatgtagtt----tat----------------------------------------------a
tatgcagaggaatattgctcagccataaaaaagaattaaatcatgtctttttcagcaacatagatggaagcagaggcc
attatcttaactgaaataactcagaaacagaaataactcagaatcagaaagtcaaatattgcaagttctcactaataa
gtg-----------------------------------------------------------------------tgga
ataatagatattggagactcaaaagtgtgtgagtggggtgacgaatgaggaactgcttgaggggtacagtgtaaacta
ttcgagtaatagctacaccaaaagcccagacttcaccactatgcaatataaccacattacaaaactgcatttgggctc
cctaaatctatgtaaattttgtt----CAA-AAGGTATT---ATGTCTCATGGTGCATGGTAAGCGT-TTCATAAATG
CAAG-ATATTATTG---ATGCTAATATTTTAGGTGAGATTA
>Bushbaby
CCGACTCCATAACTTAATGATTGTTTGCAACTTAATGACCAGTTATTTAATT-CCCTAAGACCTTAATACCTTCCACA
TTAGGCTGTGGGATT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------AAATAAGATATT---ATAACTCATAGCACAAGGTAAAGAC-TCAATAACTG
CAAT----TTATTATTGATGTTAATATTTTCGGTGATACTA
>Mouse_lemur
CTGACTCCACAACTTAATGACTGT-----GCTTA--GACCAGTTATTTAATTGCCCTAAGACCTTAATACCTTCCACA
TCAGGCTGTAGGATT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------AAACAAGATATT---ATATCTCGTGGCACATGGTAAACAT-TCAATAAATG
AAAG----TTATTGTGGATGTTAATATTTTAGGTGATATTA
>Dog
CTGA-TCTACAACTTAAAGGCTATCTGA-GCTTC--AACCACTTATTTAATTTCTCTAAAGTTTTAATACCTTCCACA
CAAGGATTAAGT------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AAGATA-T---ATGTCTCATGGCACGGCACATGGTGAATACTCAAAT
ACAAGTTTTTTATTG---ATGTTAATAATT---TAAGATGA
>Horse
CTGACTCCACAATTCAATAGCTATCTGT-TCTTC--AACGAGTTATTTAATTTGCCT-AAGACTTAGTACCTTCCACA
AAAGACTGTGGGATT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------AAATAAGATATT---ATGTATCATGGCACATGCTGAGCACTTGATTAAGTG
CAAG-TTTTTATTG---ATGTTAATATTTCAAGTAAGGTTA
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Marker L87

>L1PB4_3'-End
----------------------------------------------------------------------actcagaa
acagaaagtcaaataccgcatgttctcacttataagtgggagctaaacaat---------------------------
------gkgtacacatggacatacagagtggaataatagacactggagactcmgaaaggtgggagggtgggaggggg-
----gtgagggatgagaaattacctawtgggtacaatgtacactattcgggtgatggktacactaaaagcccagactt
caccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatctataaaaataaaaaaa---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------
>Human
AA--TATAAATGAGGAACATAAAATGAAAATAGTGCAATTTACTAGAAAT-GACATCTGTAGTACAGATTTTCATCTA
GAAAATTGACT-------TTT------TTTCCCTTTT-TACTAAAAATGACAGATTTTGCCTGGAA---AAA----TA
AT----gtgtgtacatggacatggagtgtggaatgatagacattggagacttagaaaagtgggggctcagaagagggg
agggacaggtggtgacaaattatttaatgggtacagtgcatattatttgagtgactggtgtactaaaaggcaagactt
caccactatgcagtatactggtgtaacaaaattgcactggtatcccttaaatttagac----AAATACATT-----TC
TAAATTGTCCTCCCTAGAACATGGGTTATATCTATGTAGGTAGTCTCTTTGTTCTTCTTCTC-CTTATATTTCCTGAG
TCATCTGAGATTTTAACTGAATTAAAA-----TGGGGGGAGT-TTTT-GAATTCTCCCTATTCTC-----ATTCTGTG
ACCAGTTAAATTATAATCTCTTT-CCTAAACTGAATAATTTTCCTTTTCCATAACCAGTGTGTTCGAAAG
>Chimp
AA--TATAAATGAGGAAAATAAAATGAAAATAGTGCAATTTACTAGAAAT-GACATCTATAGTACAGACTTTCATCTA
GAAAATTGACT-------TTT------TTTCCCTTTT-TACTAAAAATGACAGATTTTGCCTGGAA---AAA----TA
AT----gtgtgtacatggacatggagtgtggaatgatagacattggagacttagaaaagtgggggctcagaagagggg
agggacaggtggtgacaaattatttaatgggtacagtgcatattatttgagtgactggtgtactaaaagccaagactt
caccactatgcagtatattagtttaacaaaattgcactggtatcccttaaatttcaac----AAATACATT-----TC
TAAATTGTCCTCCCTAGAACATGAGTTATATCTATGTAGGTAGTCTCTTTGTTCTTCTTCTC-CTTATATTTCCTGAG
TCATCTGAGATTTAAACTGAATTAAAA-----TGGGGGGAGT-TTTT-GAATTATCCCTATTCTC-----ATTCTGTG
ACCAGTTAAATTATAATCTCTTT-CCTAAACTGAATAATTTTCCTTTTCCATAACCAGTGTGTTCGAAAG
>Orangutan
AA--TATAAATGAGAAACATAAAATGAAAATAGTGCTATTTACTAGAAAT-GACATCTATAGTATAGATTTTCATCTA
GAAAGTTGAAT-------TTT------TTTCCCTTTT-GACTAAAAATGACA--TTTTGCCTGGAA---AAA----TA
AT----gtgtgtacatggacatggagggtggagtgatagattttggagacttagaaaggtgcgggctcagaagaggt-
----acaggtggtgacaaattatttaatgggtacagtgcatattatttgagtgactggtgtactaaaagccaagactt
caccactatgcagtatattagtgtaacagaattgcactggtaccccttaaatttagac----AAATACATT-----TC
TAAATTGTCCTCCCTAGAACATGAGTTATATCTATGTAGGTAGTCTCTTTGTTCTTCTTCTC-CTTATATTTCCTGAG
TCATCTGAGATTTAAACTGAATTAAGA-----TGGGGGGAGT-TTTT-GAACTATCCCTATTCTC-----ATTCTGTG
ACCAGTTAAATTATAATCTCTTT-CCTAAACTGAATAATTTTCCTTTTCCATAACCAGTGTGTTCAAAAG
>Baboon
AAAATATAAATGAAGAACATAAAATGAAAATAGTGCAATTTACTAGAAAT-GACATCTATAGTACAGATTTTCATCTA
GAAAGTTGAAA-------TTT------TTCCCCTTTT-TACTAGAAATGACAGATTTTGCCTGGAA---AAA----TA
AT----gtgtgtacatggacatggagtgtggaatgatagacatcggagacttagaaaagtgggggctcagaataggg-
----acaggtggcgacacattatttaatgggtacagtgcatattatttgagtgactgg--------------------
--------------------------------------------ccttaaatttagac----AAATACATT-----TC
TAAATGTATTTCCCTAGAACATGAGTTATATCTATGTAGGTCGTCTCTTTGTTCTTCTTCTC-CTTATATTTCCTGAG
TCATCTGAGATTTAAACTGAATTAAAA-----TAGGGGGAGT-TTTT-GAATTATCCCTGTTCTC-----ATTCTGTG
ACCAGTTAAATTATAATCTCTTT-CCTAAACTGAATAATTTTCCTTTTCCATAACCAGTGTGTTTGAAAG
>Rhesus
AAAATATAAATGAAGAACATAAAATGAAAATAGTGCAATTTACTAGAAAT-GACATCTATAGTACAGATGTTCATCTA
GAAAGTTGAAA-------TTT------TTCCCCTTTT-TACTAGAAATGACAGATTTTGCCTGGAA---AAA----TA
AT----gtgtgtacatggacatggagtgtggaatgatagacatcagagacttagaaaagtgggggctcagaacaggg-
----acaggtggcgacgcattatttaatgggtacagtgcatattatttgagtgactggtacactaaaagccaggactt
caccactatgcagtatattcgtgtaacaaaattgcactggtaccccttaaatttagac----AAATACATT-----TC
TAAATGTATTTCCCTAGAACATGAGTTATATCTATGTAGGTAGTCTCTTTCTTCTTCTTCTC-CTTATATTTCCTGAG
TCATCCGAGATTTAAACTGAATTAAAA-----TAGGGGGAGT-TTTT-GAATTATCCCTGTTCTC-----ATTCTGTG
ACCAGTTAAATTATAATCTCTTT-------------AATTTTCCTTTTCCATAACCAGTGTGTTCGAAAG
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>Marmoset
AAAATATAAATGAGGAAAATAAAATGAAAATAGTGCAATTTACTAGAAAT-GATATCTATAGTACAGATTTTCATCTA
GAAAGTT-ACA-------TTT------TTCCCCTTTT-AAC-AGAAATGACAGATTTTGCCTGGAA---AAA----TA
AT----gtgtatacatggacatagagtgtggaatgatagacattggagacttagaaaagtgggggtgcagaagaggg-
----atgggtggtgataaagtatttaatgggtagaatgtgtattatttgagtgattggtacactaaaagccaagactt
caccactatgcagtttacttgtgtaacaaaattgcactgataacccttaaatttagac----AAACACATT-----TC
TAAACCATCCTCACTAGAATGTAAGTTTTATTTATGTAGGTAGTGTCTTTGTTCTTCTTCTC-CTTATATTTCCTGAG
TCATCTGAGATTTAAATTAAATTAAAC-----TGGGGGGAGT-TTTT-AAATTATACCTGTTCTC-----ATTCTGTG
ACCAGTTAAATTATAATCTCTTT-CCTAAACTGAATAATTTTCCTTGTCCAGAACCAGTGTGTTAGAAAG
>Tarsier
AAAACATAAAGAAGAAACATGAAATGAAAATAGTGAGGTCTACTGGAAAT-GACATTTGTAGCACAGAGTTTTGTCTA
GAAAGTTG--T-------ATT------TTCCCCTTTT-CCATAGACATGGCAGATTTTAATTTGCA---AAAATTTTT
AT----gtgaacacatgggcatagagtgtagaatgacagacattggacactcagaaaagtgggagcagggaaggggg-
-----tgggtattgggaagttgcttaacgggtacaatgtacgttatcag-gtgatggatacactaatagccaggatgt
cccc-ctgtac---cccccaatgtaataaaattgcacgtgtgccccttaagtttgtac----AAACAGATT-----TC
TAGACTGTCCTCACTAGGACATAAGCTATATCTATCCAT-TGGTCTCTTTGTTCTGCTTCTC-CTTACGTTTTCTGAA
TCTTTAGAGATTCAAACTGAATCAAAA------GAGGGGAAT-TTCT-GAATTATCCCTGTTCTA-----ACTCTGTG
ATCCATTAAATTATAATCTTTTTTCCTAAACTGATTAATTTTCCTTATTCATAACCAGCAAATTCAAAAG
>Bushbaby
AGAGTATAAATGAGGAACATACAATGAAAATGGTGAAATTTACTGGAAAT-GACATTTATAGCATAGA-TTTCATCTA
GAAAGTTGTAT-------------------CCTTTTT-TCAAAGGACTATCAGACTTTACCTTGAA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------AACCAAC-------TC
TGAGTTGTCCTCAGTAGAACATAAGCTACATCTATACACTGACTTTCTTCATTCTGTTTCTA-CTGACAATTCCTAAG
TCTTCGGAAATT-AAACTGAATTGAAA------GGGAGGAGT-TTCT-TAATTATTCTTCTTCTG-----ACTTTGTA
ATCAGTTAAATTATAATCT-TTT-CCTGAAGTGAATAATTTTCTTTTTCCATAACCAGCCAGTTCAAAAG
>Mouse_lemur
A-----TAAATGAAGGACATAAAACGAAAATAGTGAGATTTACTAGAAAT-GACATTTATAGCAGAGA-TTTCATCTA
GAAAGTTGTGT-------TTT------TTCCCCTTTT-TCATAGGAATGTCAGATTTTACTTTGAA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------AAACAAA-------TC
TAAATTGTCCTCACTAGAACATAAGTTACATCTATATGT--ACTCTCTTCATTCTGTTTCTA-TTTACATTTCCTAAG
TCTTCAGGGGTT-AAACTGAATTGAAA------GGGAGGAGT-TTCT-GAATTATTATTCTTATG-----ACTCTGTG
ATCAGTTAGATTATAATCT-TTT-CCTGAACTGAATAATTGTCTTTTTCCATAATCAGCTAGTTCAAAAG
>Tree_shrew
AA--TATAAATGAAGAACATAAAGTGGAAACAGTAAGATTTA------GT-GATATTTATAACACAGATTTTCTTCCA
GAAAGTTGTATATTTTCATTT------CTTCTCTTTT-TCATAGAAATGAAAGATTTTACTTTGAA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------AAA-AATTT-----TC
TAAATTGTTCTCACCAGAACATAAGCTACATCTGTGTATGTAGTCTTTTTGTTCAGCTTTTA-CCCTCATTTCCTGAG
TCTTCAGCAATTTAAGCTGAATTAAAT-----------GAGT-TTCT-AAATC-TCCCTGTAATC-----ACTCTGGG
ATCAGTTAAATTATAATCTATTT-TCTAAACTGAATAGTTTTCCTTTCCTATAACCAGTGAATTCAAAAG
>Guinea_pig
AG--TATAAATGAGGAATATAAATTTACAAGA------TCTATTAAAG-----------TAACACAAATT--TTTATA
GAAAATTATAT-------T----------TTTCCTTT-TCATAGAAGTAACAAAATT-ACTGTGCA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------GAAAAAAAGAGAATT-----TC
TAAATAGTCTTCATCTGAGCATAAGCCACATCTATGTGTGTGGTCTGTT----------CCA-TTCATATTTTTTGAA
TCTTCAGAAATTTAAACTTGTTAAAAA------GGGGGATGC-TTGCCAAATTA--CCTGTTACC-----ATGCTGTG
GCCAGTTCCATTATAATCTCCTT-TCTAAACTGAATAACTTCTCTTTCATATGATCAGTGAGTTCAAAAT
>Dog
AA--CAGAAAAG-----------GTAAAAATAGTGAGATTTAGTAGATTTAGAAATTAGTAGTGT---TTTTTTTCTA
GAAAGTTATAA-------TTTTTCTTTTCTTCTCTTTGTCATAGAAATGACAGATTTCTCATTGAA------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------ACAAAAAT-----CC
AGAATTATCCTTACTAGCACACAGGTCACATCCACGTGCATAGG---T--ACTCCCTTCCTACCTTACTGCTCCCAAG
TCTTCAGAGATTT-AGCTGAATTGAGTAGCCAGGGCGGGAGTGTTCT-GAATTATCCTGGTTTCCTGATGACTCTGTG
ATC----AAACTGTAGTATCTTT-CC-AAACTGAATGATTGTCCTTTTCCATATCCAGGGAGTTCAGAAG
>Horse
-----------------------ATGAAAGTAGTGAGATTCACTAGAATTAGAAATTTATAGCACAGATTTTCTTCTA
GAAAGTTACAA-------TTTTTCTTTTTTACCTTTT-TCATAGGAATGACAGATTTCATTTTGAA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------AAAAAAT-----TC
TAAATTGTCCTTCCTGGAGCCTAGGCTACATCTGTGTGTGTAGTCTCT--ATTCTGCTTCCA-CTCACATTTTCTGAC
TCTTCAGAGATTTAAGCTGAATTAAAG-GTGGGAGGGGGAGT-TTCT-GAATTATCCTTGTTGCC-----ACTCTGTG
ATCAGTTAAATTATAATATCTTT-CCTAAACTGAATAAGTGTCCTTTCCCGTATCCAGTGAGTTCAAAAG
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Marker L90

>L1PB4_3'-End
------------------------------------------------------------------------------
-----------------------------------gacatacagagtggaataatagacactggagac----------
------------------------------------------------------------------tcmgaaaggtgg
gagggtgggaggggggtgagggatgagaaattacctawtgggtacaatgtacactattcgggtgatggktacactaaa
agcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatctataaaaataaaaa
aa----------------------------------------------------------------------------
------------------------------------------------------------------------------
--
>Human
ATGCTCCTTCAACTTTTAGAATTTCATTCCATACCTGAGTTCAGAATAAAAGCAGCAAGATTAATGATGCAATGAAAG
TGCTGATCTTATTCTAAGAATTTTGCAATATATGACTCCTAACAAAATAAA-AA-TGCTAAGTAAAAGCA---CATGC
TCCTGGAACCACTGAAAAGGAGGTATTCAGATA-TTTGTTTTG---AAACTAAGTGAAGAGAA---tcagaagggtga
gggggtgggaagtgggtggatgatgagaaattatttagtaggtacaatgtatgttatgtgggtaatgaataccctgaa
agacctgatttcaccactatgcaatctatgcatgtaacgaaattacactagtatcccataaacatatgcaaattttta
aaaatttaaaaa-------AAAGAAAGTAATGTTAAA---TGGGAGCTTTCTCTGAAAAA-CTCTATTGATCTTTAGA
AGTTACTTAAGGTACTAAAACTATCAACCCA-TCTAGTGATTCACAGAAGAAGATATTATACTTGCTATCTCTAAGCC
TT
>Chimp
ATGCTCCTTCAACTTTTAGAATTTCGTTCCATACCTGAGTTCAGAATAAAAGCAGGAAGATTAATGATGCAATGAAAG
TGCTGATCTTATTCTAAGAATTTTGCGATATGTGACTCCTAACAAAATAAA-AA-TGCTAAGTAAAAGCA---CATAT
TCCTGGAACCACTGAAAAGGAGGAATTCAGATA-TTTGTTTTG---AAACTAAGTGAAGAGAA---tctgaagggtga
gggggtgggaagtgggtggatgatgagaaattatttagcaggtacaatgtatgttatgtgggtaatgaataccctgaa
agacctgacttcaccactatgcaatctatgcatgtaatgaaattacactagtatcccataaacatatgcaaattttta
aaaatt-aaaaa-------AAAGAAAGTAATGTTAAA---TGGGAGCTTTCTCTGAAAAA-CTCTATTGATCTTTAGA
AGTTACTTAAGGTACTAAAACTATCAACCCA-TCTAGTGATTCACAGAAGAAGATATTATACTTGCTATCTCTAAGCC
TT
>Orangutan
ATGCTCCTTCAACTTTTAGAATTTCATTCCATACCTGAGTTCAGAATAAAAGCAACAAGATTAATGACGCAACGAAAG
TGCTGATCTTATTCTAAGAATTTTGCAATATATGACTCCTAACAAAATAAA-AATTGCTAAGTAAAAGCA---CATAT
TCCTGGAACCACTGAAAAGGAGGAATTCAGATA-TTTGTTTTG---AAACTAAGCAAAGAGAA---tcagaagggtga
gggggtgggaagtgggtggatgatgagaaattatttagtaggtacaatgtatgttatgtggataatgaatacccagaa
agccctgacttcaccgctatgcagtctatgcatgtaacgaaattacactagtatcccataaacatatgcaaattttta
aaaatt---aaa-------AAAAAAAGTAATGTTAAA---TGGGAGCTTTCTCTGAAAAA-CTCTATTGATCTTTAGA
AGTTACTTAAGATACTAAAACTATCAACCCA-TCTAGTGATTCACAGAAGAAGGTATTATACTTGCTATCTCTAAGCC
TT
>Baboon
ATGCTCCTTCAACTTTTAGAATTTCGTTCCATACCTGAGTTCAGAATAAAAGCAACAAGATTAATGACGCAATAAAAG
TACTGATCTTTTTCTAAGAATTTTGCAATATATGACTCCTAACAAAATAAA-AA-TGCTAAGTAAAAGCA---TATAT
TCCTGGAATCATCGAAAAGGAGGAATTCAGATA-TTTGTTTTG---AAACCAAGTAAAGAGAA---tcagaagggtga
aggggtgggaagtgggtagatgataggaaattatttagtaggtacaatgtatgttatgtaggtaatgaatatcctgaa
agctctgacttcaccactgtgcaatgtgtgcatgtaacgaaattacactagtatcccataaacatatgcaaattttta
aaaatt--aaaaaaag---AAACTAAGTAATGTTAAA---TGGGAGCTTTCTCTGAAAAA-CTCCATTGGTCTTTAAA
AGTTACTTAAGGTACTAAAATTATCAACCCA-CCTAGTGATTCACAGAAGAAGGTATTATACTTGCTATCTCTAATCC
AT
>Rhesus
ATGCTCCTTCAACATTTAGAATTTCGTTCCATACCTGAGTTCAGAATAAAAGCAACAAGATTAATGACGCAATGAAAG
TACTGATCTTTTTCTAAGAATTTTGCAATACATGAC------------------------------------------
-----------------------------------------------------------------------agggtga
aggggtgggaagtgggtggatgataggaaattatttagtaggtacaatgtatgttatgtaggtaatgaatatcctgaa
agctctgacttcaccactatgcaatctgtgcatgtaacgaaattacactagtatcccatcaacatatgcaaattttta
aaaattaaaaaaaaag---AAACTAAGTAATGTTAAA---TGGGAGCTTTCTCTGAAAAA-CTCTATTGGTCTTTAGA
AGTTACTTAAGGTACTAAAACTATCAACCCA-CCTAGTGATTCACAGAAAAAGATATTATACTTGCTATCTCTAATCC
AT
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>Tarsier
ATGTTCCTTCAACTTTTAGAATTTTGTTCAA-ACCTGAGTTCAGAAT-AAAGCAGCAAAGTTAATGACACAATGAAAG
TAGTGATTTT-TTCTATGAATTTC----TAC-------------AAATAAA-AA-TACTAAGTAAAAGCA---CATAT
TCCTGGAACCACTAAAAAAGAGGAAGTCATATATTTTATTTTG---AAACTAAGCAAGAAGAC---ttagaagagtga
aggaataggaa--gggtggataaagagaaattacttaataagtgcaatgtatgttatttgggtgacagtttccctaaa
agccctgacttcaccacttcgcaatctatgcatgtggcaaaattacatttgtaccccat----------aaatttgta
aaaatg-taaaaaatg---AAACTAAGTAATGTTAAA---TGGGAGTGTTCTCCAAAAAA-CGGTATTACTCTTTAGA
AGTTACTTAAGCTGCTAAAATTATAAACCCT-CTCAATGGTTCACAAAAGGGGATATTATACCTGCCATCACTAAGGC
AT
>Bushbaby
----TGCTTCAAGTTTTTTAATTTAGTTCCATTCCTGAGCTCAGAGAAAAGGCAACAAGGTTAATCGCACAATAAAAG
TAGTGATTTTTTCCTACAAATTTGGCAGTATATAGCTCCTAACCAAACAAA-AA-TGCTAAGTAAACACA---CATAT
TCCTGGAATCAATAAAAAGGAAGAAGTCAGACATTTTATTGTG-----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------AAACTAAGTAATATTAAA---TAAGAACTTTCTCTGAAAAA-CCCTTTTAATCTTTAGA
AATTGCCTAAGCTGCTAAAACTATAAACCTA-TCCAATGATTCACAGAAAGGGATGTTATACTTGCTATCATTAAGCC
AT
>Mouse_lemur
----TCCTTCAAGTTTTAGAATCTAGTT-CACACTTGAGCTCAGAGTAAAGGCAACAAGAAT-ATGATGCAATGAAAG
TAGTGATCTTTTCCTAGGAATTTCGCAATATATAACTCATAACCAAAAAAAGAA-TGCTAAGTAAAAACA---CATAT
TCCTGGAATCATAAAAAAAGAGGAAGTCAGATATTTTATTG-G-----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------GAAACTAA---TGTTAAA---AGAGAGCTTTCTCTGAAAAA-CTCTGTTAATCTTTAGA
ATTTACTTAAGCTGCTAAAACTATAAAACCACCCCAATGATTCACAGAAGGGGATGTTATACTTGCTACCACTAAGCC
AT
>Dog
ATATCTCTTCCAGTTTTAGAATTTAATT-CATACCCAAGTTCAGAGTAAAAGCAATAAGGCTAATGATACAATAAGAG
TAGTGACTTTTTTCTAAGAATTTGGCAA-AAATAACTCTTAACCAAATAAA-AA-TGCTAAG-AAAAAAAAGCCATAT
TCTTGGAACC-AAAGAAAGGAAGAAGTTAGATATGTTGTTTTG-----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------AAACTAAGTAAAGTTAAA---TGAGAGCTTTTTTTGAAAAA-TTCTACTAATCTTTAGA
AGTTACTAGAGCTAGCAAAACCATAAAAACG-CCCAATGACTCACAGAAGGGGATATTAGGCTTTCTATCATTAAACC
AT
>Horse
ATGTTCTTTCCCG-TTTAGAATTTGGTT-CATCCCTGAGTTCAGAGTAAGGACAACAGAG-TAAGGATACAATAAGAG
TAGTGATCTTTTTCGAAGAATTGCACAATATATAACTTCTAACTAAATAAA-AA-TGCAAGT-AAAAACA---CATAT
TCCTGGAACC--AAAGAAGGAGGAAGTCAGATGTTTTGTTTTG-----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------AAACTAAGTAAAGTTAAA---TAAGAGCTTTCTCTAAAAAAGTTCTCCTTATCTTT---
AGTTACTTGAGCTAGTAAAACCACAAACACA-TCCAGTGATTCACAGAAGAGGGTCTTACACTTGCTGTCATCAAGCC
GT
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Marker L96

>L1PB4_3'-End
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------gacatacaggggtgg
gaggggggtgagggatgagaaattacctawtgggt-------------------------acaat-gtacactattcg
ggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtacccccta
aatctataaaaat--aaaaaaa--------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------
>Human
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGATATGGT-AGGAGTTAGCTGGGGG-------------------
---------------------------------------------------AAA-AAAAAAA----GC----------
-------------------------------------ATGATGCAT-------------------------TTGCTGG
AGAGGGTGATAGACA-GG--------------AG----ATAAGGCTGGGATCAGATGATGAAGGACCCGCAAAACCTG
TAAAC--TAGATAAGGCTAAATCCACATTATGACATGACTCA---T--ATGCAGCC---aacaatggtattttgtttg
ggtgataggtaccctaaaagcccttacat--acactatgca---------tgtaacaaaattattcttataccccata
catttatgcaaat--aaaaaa----TACACAAC---AGT---TCAGAAAG-----GAACTACAAAGAACATACAGGCA
TAACT--ATAGTA-TTTGTCCTGTATTAATATCCAGTTCCCCCA-CCTTAGGAATTGGAGACCTGTCAGGTAAATG-A
AGCTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCTC
ATCTG--CCA
>Chimp
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGATATGGT-AGGAGTTAGCTGGGGG-------------------
---------------------------------------------------GAA-AAAAAAA----GC----------
-------------------------------------ATGATGCAT-------------------------TTGCTGG
AGAGGGTGATAGACA-GG--------------AG----ATAAGGCTGGGATCAGATGATGAAAGACCCGCAAAACCTG
TAAAC--TAGATAAGGCTAAATCCACATTATGACATGACTCA---T--ATGCAGCC---aacaatggtattttgtttg
ggtgataggtaccctaaaagcccttacat--acgctatgca---------tgtaacaaaattattcttatgccccata
catttatgcaaat--aaaaaa----TACACAAC---AGT---TCAGAAAG-----TAACTACAAAGAACATACAGGCA
TAACT--ATAGTA-TTTGTCCTGTATTAATATCCAGTTCCCCCA-CCTTAGGAATTGGAGACCTGTCAGGCAAATG-A
AGCTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCTC
ATCTG--CCA
>Orangutan
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGATATGGT-ATGAGTTAGCTGGGGG-AAAA--------------
--------------------------------------------------AAAA-AAAAAAA----GC----------
-------------------------------------ATGATGTAT-------------------------TTGCTGG
AGAGGGTGATAGATA-GG--------------AG----ATAAGGCTGGGATCAGATGATGAAGGACTGGCAAAACCTG
TAGAC--TAGATAAGGCTAAATCCACATTATGACATGACTCA---T--ATGCAGCT---aacagtggtattttgtttg
ggtgataggtaccctaaaagcccatacat--acactatgca---------tgtaacaaaattattcttataccccata
catttatgcaaat--aaaaaa----TACACAAC---AGT---TCAGAAAG-----GAACTACAAAGAACATACAGGCA
TAACCTAATAGTATTTTGTCCTGTATTAATATCCAGTTCCCCCACCCTTAGGAATTGGAGACCTGTCAGGCAAATGAA
AGCTAAATAAATATCTCCCAGAATTGGGGCTCCTTGGATCCTCTCATTTT--CTTCTGGTCATCTTGGCTTCTGCCTC
ATCCTGCCCA
>Baboon
GTTCCAGGAGATGACACTAGAGCTGACTTTTGAAGATATGGT-ATGAGCTAGCTGGAGGAAAAA--------------
--------------------------------------------------AAAA-AAAAAAA----GC----------
-------------------------------------ATGATACAT-------------------------TTGCTGG
AGAGAGTGATAGAGA-GG--------------AG----ATAAGGCTGGGATCAGATGACCAGGGACCCACAAAACCTG
TAGAC--TAGATAAGACTGAATCCACATTATGACATGACTCA---C--AGGCAGCC---agcaatggtattttgtttg
ggtgataggtaccccaaaagcccttatat--acaccatgca---------tgtaacaaaattcttcttataccccata
catttacgcaaat---aaaaa----TACACAAC---AGTAGTTCAGAAAG-----GAACTACAAAGAGCATACAGGCA
TAACC--ACAGCA-TTTGTCCTGTATTAATATCCAGTTCCCCCA-CCTTAGGTATTGGAGACCTGTCAGGCAAATG-A
AGCTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCAC
ATCTG--CCA
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>Rhesus
GTTCCAGGAGATGACACTAGAGCTGACTTTTGAAGATATGGT-ATGAGCTAGCTGGAGG-AAAA--------------
--------------------------------------------------AAAA-AAAAAAA----GC----------
-------------------------------------ATGATACAT-------------------------TTGCTGG
AGAGAGTGACAGAGA-GG--------------AG----ATAAGGCTGGGATCAGATGACGAGGGACCCACAAAACCTG
TAGAC--TAGATAAGACTGAATCCACATTATGACATGACTCA---C--AGGCAGCC---agcaatggtattttgtttg
ggtgataggtaccccaaaagcccttatat--acactatgca---------tgtaacaaaattcttcttataccccata
catttacgcaaat---aaaaa----TACACAAC---AGTAGTTCAGAAAG-----GAACTACAAAGAGCATACAGGCA
TAACT--ACAGCA-TTTGTCCTGTATT-ACATCCAGTTCCCCCA-CCTTAGGTATTGGAGACCTGTCAGGCAAATG-A
AACTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCAC
ATCTG--CCA
>Marmoset
TTTCCAGGAGATGACACCGGAACTGACTTTTGAAGATATGAT-ATGAGTTAGCTGAGGG-------------------
---------------------------------------------------GAA-AAAAACA----GC----------
-------------------------------------CCGATGCAT-------------------------TTTCTGG
AGAGGGTGATAGAAA-GG--------------AG----ATAAGGCTGGTATCAGAAGACGAAGGAGCCGCAAAACCTA
TAGAC--TAGACAAGGCTAAATCCACCTTATGACATGATTCA---T--ATGCAGTT--gaacaacggtactttatctg
ggtgatgggtgtcctaaaagcc----------cactatgca---------tgtaacaaaattattcttata-cccata
catttatgcaaat--aaacaa----CAAAGAAC---AGT---TCAGAAAG-----GAACTACAAAGAACATACAGGCC
TAACT--ACAGTA-TTTGTCCTGCATTAATATCCAGTTCCCCCA-CCGTAAGAATTGAAAATCTGTCAGGAAAAGG-A
TGCTAAATAAATATCTCG--AGACTGAAGCTCCTTGAAT-CTCTCA-CTT--CTTCT-GTCATCTT-GCTTCTGCCTC
GACGG--CCA
>Tarsier
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGCTATGGT-ATGTGTTAGCTGGGCA-------------------
---------------------------------------------------AAC-CAACAAA----GC----------
-------------------------------------AC-------------------------------------GG
AGAGGGTGATAGAAA-GG--------------AGTAGAGTAAGCCAGGGATCAGATCACGGAGGACCAGCAAAATGGA
TGGAT--TGGACAAGGCTGAATTCACACAGTCACATGAATCA---T--ATGCAGTC---tacagtg---tacaatata
ggtgataggtaccctaaaagccctgacttcaccactatgcaatgtatgcttgtaacaaaattactcttgtaccccata
catttatacagatttagaaaa----TACGAAAC---AGT---T---AAAA-----TAATTATAAGGAACATGCAGGCA
TAAAC--ATAGCA-TTTGTCCTATATTAATATCCAGTTCCTACT-TCTTAGAAATTGGGGACCTATTAACCCAATG-A
AGCTAAATAAACATTGAC--AGGC-AGAGCTCTTTGGAT-CCCCTT-TCT--CTTGA-GTCATCTT-TCTTCTCCATC
ATCTG--CCA
>Bushbaby
TTTCCAGGAGATGACACTGGAGCTGACTTCTGAATATATGGC-ATGAGTTATCT-GGCC-AAAA--------------
--------------------------------------------------AAAA-AAGAAAA----GAAAGAAAAAGG
GTGGGGAGAGACATCTAAAA-TCAAAAAGCATG----ATGATGCAT-------------------------TT-----
----GGTGATAAAGA-GAGAGAAGA------AAG----ATACATCTGAGATCAGATCATAAAGGACCAGCAAAA--GG
TGGACAAGGGTCAAGGCTGAGTCCACATCGTGACAGGAAACA---A--GCACAGTC----------------------
------------------------------------------------------------------------------
-------------------------TACGGAAC---AGT---TCAGGAAGCTCCTGAACTGCAAAGAGCCTCTGGGTA
TAACC--ACAGGA-CTTGCCCTATGTTAATACCCAATTCCTCCT-CCTTAAGAATTGGGGACCTGTCAGCCAGATG-A
AGCTAAATAAACATCTCC--AGACTGAGAGTGCTTGGAT-CCCTTT-TTT--CTCGT-GTCATCCATGCTTCCCCACC
ATCTG--TCA
>Mouse_lemur
TTTCCAGCAGATGACACTGGAGCTGACTTTTGAAGATATGGT-ATGAGTTAGCTGGGCT-AAAA--------------
--------------------------------------------------AAAA-AAGAAAA----AA----------
-----GTGGGACATCCAAAAGTTAAAAAGCATAAAGCATGATGCAT-------------------------TTGCTGA
ACAGGATGATAAAGA-CAGAG-----------AG----ATAAGCCTGAGATCAGATCATAAAGGACAAGCAAGACGGA
TGGAC--TGGACAAGGCTGAATCCACATTGTGACATGAAACA---T--GTGCTGTC----------------------
------------------------------------------------------------------------------
-------------------------TACAGAGC---AGT---TCAGAAAG-----GAACTACAAAAGACATGCAGATA
TAACT--ATAGCA-TTTATCCTATGTTAATGTCCAGCTCCTCCT-CCTCAGGAATTGGGGACCTGTCAGCCAGATG-A
AGCAAAATAAATATTTCC--AG---GGATCTCTTTGGAT-TCCTTT-TTT--CTTGT-GTCATCTA-GCTTCCCCATG
ATCTG--CCA
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>Guinea_pig
TGTTCAGAAGATGGTGCTTGATCTGATTTGTAAGGATATAGT-ATGAGTTAGCTGAGCC-AAAA-------------T
AAATAA---AGATATA---------GG-----------------CGTCCAAAAG-TGGAAAACATGAG----------
-------------------------------------GTTTAGGAG------AACTGCATAAAGTTCATTGTAGCCAG
AGAGAGTGATAATGCTGG--------------AG----AAGAGGCTGGGATCAGGCACAACAGA-ATAGCAAAATGGG
TGGA---TGGA-------TCTCTCTCATGTGAATGTGCATGG---T--GACTTGAA----------------------
------------------------------------------------------------------------------
-------------------------TCCTCTGA---CAT---CTGCACAA-----TGGGTAAGAAAGTAATCAAAAAC
AC-CA--AAC-TA-TTTGTCCTGTGTTAATATATAATTGCTCCT-CCTTAGGAAAATGGATCT-GTTAGCCAAATG-G
AGCTCAGTAAATATCGTC--ACATGAGGGCCTTTTGGAT-CCCTC--TTT--GACCT-GTCATCC-------------
----------
>Dog
TTTTCAGGAGATAGCACTGGAGCCGACTTTCGAAGATACAAGTATGAGTTAAGTGGGCC-AAGAAATGAAATGAAATG
AAATGAAATGAGATGAAATAAAAACAAAGCAAGAAGGCAGAACCACCTTTAAAG-TTAGAAA----GT----------
-------------------------------------ATGATACATTTGGGAACCTGCATATAGTTTGGGATTGTTGG
AGAGGGTG----ACA-GAGAGATAAGCCTAGAGC----AGTAGACTGGGATCAAATCATGGA-AATCAACAAAACGAA
TGGAT--TGAACTAGGCTGAGTCCACACTGACATGATCATTT---TAGAAACAGGC----------------------
------------------------------------------------------------------------------
-------------------------TACAAAAC---ACT---TTGGAAAT-----GACCTACAGACAACATACATACT
TAACT--ACAGCA-TTTATCCAGTATTCAAATCCAATTCCTTCT-CT-TAAGTACTGAGGTCCTATCTGCCAAATG-A
GTCTAAATAAATATCTCT--ACACAGGAACTCTTTGGAT-CTTTA-TTTT--CTTTT-GTCATCCT-GCTTCTCCATC
GTCTG--CCA
>Horse
TTTTCAGGAGACAACACTGGAGCTGGCCTTTGAAGATATAGT-ATGAGTTAGCTGGATC-ATAAAA------------
----------GGATAA---------GG-----------------ACACCCAAAACTTAGAAA----GC----------
-------------------------------------CTGATGCATTTGAGGAACTGCATATAGTTCAGGATGGCTGG
AGGGGGTGATGAAGA-GTGAGGTGAGCCTGGAGA----AGCAGACTGGGAGCAGATTATGAAGGATCAGCAAAAGGAC
TGGCT--TGAACAAGGCTGAATCCACATTGTGACGTAAATCA---T--AGGCAGGC----------------------
------------------------------------------------------------------------------
-------------------------TACAAAAC---ACT---TTAGAAAC-----AAACTGCAAACAACATATGGGTC
TAACT--ACAGCA-TTTGTCCTGTGTTAATATCCAGTTCCTTCT-CCATAGGAACTGGGGACCTGTCAGCCAGATT-A
AACTAAATAAATATCTCC--TTGTAGAGACTCTTTGGAT-CCCTG-TTTTTCCTTTT-ATCATCCT-GCTTCTCGATC
ATCTG--CCA
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Marker L99

>L1PB4_3'-End
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------gacatacaggggtgg
gaggggggtgagggatgagaaattacctawtgggt-------------------------acaat-gtacactattcg
ggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtacccccta
aatctataaaaat--aaaaaaa--------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------
>Human
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGATATGGT-AGGAGTTAGCTGGGGG-------------------
---------------------------------------------------AAA-AAAAAAA----GC----------
-------------------------------------ATGATGCAT-------------------------TTGCTGG
AGAGGGTGATAGACA-GG--------------AG----ATAAGGCTGGGATCAGATGATGAAGGACCCGCAAAACCTG
TAAAC--TAGATAAGGCTAAATCCACATTATGACATGACTCA---T--ATGCAGCC---aacaatggtattttgtttg
ggtgataggtaccctaaaagcccttacat--acactatgca---------tgtaacaaaattattcttataccccata
catttatgcaaat--aaaaaa----TACACAAC---AGT---TCAGAAAG-----GAACTACAAAGAACATACAGGCA
TAACT--ATAGTA-TTTGTCCTGTATTAATATCCAGTTCCCCCA-CCTTAGGAATTGGAGACCTGTCAGGTAAATG-A
AGCTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCTC
ATCTG--CCA
>Chimp
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGATATGGT-AGGAGTTAGCTGGGGG-------------------
---------------------------------------------------GAA-AAAAAAA----GC----------
-------------------------------------ATGATGCAT-------------------------TTGCTGG
AGAGGGTGATAGACA-GG--------------AG----ATAAGGCTGGGATCAGATGATGAAAGACCCGCAAAACCTG
TAAAC--TAGATAAGGCTAAATCCACATTATGACATGACTCA---T--ATGCAGCC---aacaatggtattttgtttg
ggtgataggtaccctaaaagcccttacat--acgctatgca---------tgtaacaaaattattcttatgccccata
catttatgcaaat--aaaaaa----TACACAAC---AGT---TCAGAAAG-----TAACTACAAAGAACATACAGGCA
TAACT--ATAGTA-TTTGTCCTGTATTAATATCCAGTTCCCCCA-CCTTAGGAATTGGAGACCTGTCAGGCAAATG-A
AGCTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCTC
ATCTG--CCA
>Orangutan
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGATATGGT-ATGAGTTAGCTGGGGG-AAAA--------------
--------------------------------------------------AAAA-AAAAAAA----GC----------
-------------------------------------ATGATGTAT-------------------------TTGCTGG
AGAGGGTGATAGATA-GG--------------AG----ATAAGGCTGGGATCAGATGATGAAGGACTGGCAAAACCTG
TAGAC--TAGATAAGGCTAAATCCACATTATGACATGACTCA---T--ATGCAGCT---aacagtggtattttgtttg
ggtgataggtaccctaaaagcccatacat--acactatgca---------tgtaacaaaattattcttataccccata
catttatgcaaat--aaaaaa----TACACAAC---AGT---TCAGAAAG-----GAACTACAAAGAACATACAGGCA
TAACCTAATAGTATTTTGTCCTGTATTAATATCCAGTTCCCCCACCCTTAGGAATTGGAGACCTGTCAGGCAAATGAA
AGCTAAATAAATATCTCCCAGAATTGGGGCTCCTTGGATCCTCTCATTTT--CTTCTGGTCATCTTGGCTTCTGCCTC
ATCCTGCCCA
>Baboon
GTTCCAGGAGATGACACTAGAGCTGACTTTTGAAGATATGGT-ATGAGCTAGCTGGAGGAAAAA--------------
--------------------------------------------------AAAA-AAAAAAA----GC----------
-------------------------------------ATGATACAT-------------------------TTGCTGG
AGAGAGTGATAGAGA-GG--------------AG----ATAAGGCTGGGATCAGATGACCAGGGACCCACAAAACCTG
TAGAC--TAGATAAGACTGAATCCACATTATGACATGACTCA---C--AGGCAGCC---agcaatggtattttgtttg
ggtgataggtaccccaaaagcccttatat--acaccatgca---------tgtaacaaaattcttcttataccccata
catttacgcaaat---aaaaa----TACACAAC---AGTAGTTCAGAAAG-----GAACTACAAAGAGCATACAGGCA
TAACC--ACAGCA-TTTGTCCTGTATTAATATCCAGTTCCCCCA-CCTTAGGTATTGGAGACCTGTCAGGCAAATG-A
AGCTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCAC
ATCTG--CCA
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>Rhesus
GTTCCAGGAGATGACACTAGAGCTGACTTTTGAAGATATGGT-ATGAGCTAGCTGGAGG-AAAA--------------
--------------------------------------------------AAAA-AAAAAAA----GC----------
-------------------------------------ATGATACAT-------------------------TTGCTGG
AGAGAGTGACAGAGA-GG--------------AG----ATAAGGCTGGGATCAGATGACGAGGGACCCACAAAACCTG
TAGAC--TAGATAAGACTGAATCCACATTATGACATGACTCA---C--AGGCAGCC---agcaatggtattttgtttg
ggtgataggtaccccaaaagcccttatat--acactatgca---------tgtaacaaaattcttcttataccccata
catttacgcaaat---aaaaa----TACACAAC---AGTAGTTCAGAAAG-----GAACTACAAAGAGCATACAGGCA
TAACT--ACAGCA-TTTGTCCTGTATT-ACATCCAGTTCCCCCA-CCTTAGGTATTGGAGACCTGTCAGGCAAATG-A
AACTAAATAAATATCTCC--AGATTGGGGCTCCTTGGAT-CTCTCA-TTT--CTTCT-GTCATCTT-GCTTCTGCCAC
ATCTG--CCA
>Marmoset
TTTCCAGGAGATGACACCGGAACTGACTTTTGAAGATATGAT-ATGAGTTAGCTGAGGG-------------------
---------------------------------------------------GAA-AAAAACA----GC----------
-------------------------------------CCGATGCAT-------------------------TTTCTGG
AGAGGGTGATAGAAA-GG--------------AG----ATAAGGCTGGTATCAGAAGACGAAGGAGCCGCAAAACCTA
TAGAC--TAGACAAGGCTAAATCCACCTTATGACATGATTCA---T--ATGCAGTT--gaacaacggtactttatctg
ggtgatgggtgtcctaaaagcc----------cactatgca---------tgtaacaaaattattcttata-cccata
catttatgcaaat--aaacaa----CAAAGAAC---AGT---TCAGAAAG-----GAACTACAAAGAACATACAGGCC
TAACT--ACAGTA-TTTGTCCTGCATTAATATCCAGTTCCCCCA-CCGTAAGAATTGAAAATCTGTCAGGAAAAGG-A
TGCTAAATAAATATCTCG--AGACTGAAGCTCCTTGAAT-CTCTCA-CTT--CTTCT-GTCATCTT-GCTTCTGCCTC
GACGG--CCA
>Tarsier
TTTCCAGGAGATGACACTGGAGCTGACTTTTGAAGCTATGGT-ATGTGTTAGCTGGGCA-------------------
---------------------------------------------------AAC-CAACAAA----GC----------
-------------------------------------AC-------------------------------------GG
AGAGGGTGATAGAAA-GG--------------AGTAGAGTAAGCCAGGGATCAGATCACGGAGGACCAGCAAAATGGA
TGGAT--TGGACAAGGCTGAATTCACACAGTCACATGAATCA---T--ATGCAGTC---tacagtg---tacaatata
ggtgataggtaccctaaaagccctgacttcaccactatgcaatgtatgcttgtaacaaaattactcttgtaccccata
catttatacagatttagaaaa----TACGAAAC---AGT---T---AAAA-----TAATTATAAGGAACATGCAGGCA
TAAAC--ATAGCA-TTTGTCCTATATTAATATCCAGTTCCTACT-TCTTAGAAATTGGGGACCTATTAACCCAATG-A
AGCTAAATAAACATTGAC--AGGC-AGAGCTCTTTGGAT-CCCCTT-TCT--CTTGA-GTCATCTT-TCTTCTCCATC
ATCTG--CCA
>Bushbaby
TTTCCAGGAGATGACACTGGAGCTGACTTCTGAATATATGGC-ATGAGTTATCT-GGCC-AAAA--------------
--------------------------------------------------AAAA-AAGAAAA----GAAAGAAAAAGG
GTGGGGAGAGACATCTAAAA-TCAAAAAGCATG----ATGATGCAT-------------------------TT-----
----GGTGATAAAGA-GAGAGAAGA------AAG----ATACATCTGAGATCAGATCATAAAGGACCAGCAAAA--GG
TGGACAAGGGTCAAGGCTGAGTCCACATCGTGACAGGAAACA---A--GCACAGTC----------------------
------------------------------------------------------------------------------
-------------------------TACGGAAC---AGT---TCAGGAAGCTCCTGAACTGCAAAGAGCCTCTGGGTA
TAACC--ACAGGA-CTTGCCCTATGTTAATACCCAATTCCTCCT-CCTTAAGAATTGGGGACCTGTCAGCCAGATG-A
AGCTAAATAAACATCTCC--AGACTGAGAGTGCTTGGAT-CCCTTT-TTT--CTCGT-GTCATCCATGCTTCCCCACC
ATCTG--TCA
>Mouse_lemur
TTTCCAGCAGATGACACTGGAGCTGACTTTTGAAGATATGGT-ATGAGTTAGCTGGGCT-AAAA--------------
--------------------------------------------------AAAA-AAGAAAA----AA----------
-----GTGGGACATCCAAAAGTTAAAAAGCATAAAGCATGATGCAT-------------------------TTGCTGA
ACAGGATGATAAAGA-CAGAG-----------AG----ATAAGCCTGAGATCAGATCATAAAGGACAAGCAAGACGGA
TGGAC--TGGACAAGGCTGAATCCACATTGTGACATGAAACA---T--GTGCTGTC----------------------
------------------------------------------------------------------------------
-------------------------TACAGAGC---AGT---TCAGAAAG-----GAACTACAAAAGACATGCAGATA
TAACT--ATAGCA-TTTATCCTATGTTAATGTCCAGCTCCTCCT-CCTCAGGAATTGGGGACCTGTCAGCCAGATG-A
AGCAAAATAAATATTTCC--AG---GGATCTCTTTGGAT-TCCTTT-TTT--CTTGT-GTCATCTA-GCTTCCCCATG
ATCTG--CCA
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>Guinea_pig
TGTTCAGAAGATGGTGCTTGATCTGATTTGTAAGGATATAGT-ATGAGTTAGCTGAGCC-AAAA-------------T
AAATAA---AGATATA---------GG-----------------CGTCCAAAAG-TGGAAAACATGAG----------
-------------------------------------GTTTAGGAG------AACTGCATAAAGTTCATTGTAGCCAG
AGAGAGTGATAATGCTGG--------------AG----AAGAGGCTGGGATCAGGCACAACAGA-ATAGCAAAATGGG
TGGA---TGGA-------TCTCTCTCATGTGAATGTGCATGG---T--GACTTGAA----------------------
------------------------------------------------------------------------------
-------------------------TCCTCTGA---CAT---CTGCACAA-----TGGGTAAGAAAGTAATCAAAAAC
AC-CA--AAC-TA-TTTGTCCTGTGTTAATATATAATTGCTCCT-CCTTAGGAAAATGGATCT-GTTAGCCAAATG-G
AGCTCAGTAAATATCGTC--ACATGAGGGCCTTTTGGAT-CCCTC--TTT--GACCT-GTCATCC-------------
----------
>Dog
TTTTCAGGAGATAGCACTGGAGCCGACTTTCGAAGATACAAGTATGAGTTAAGTGGGCC-AAGAAATGAAATGAAATG
AAATGAAATGAGATGAAATAAAAACAAAGCAAGAAGGCAGAACCACCTTTAAAG-TTAGAAA----GT----------
-------------------------------------ATGATACATTTGGGAACCTGCATATAGTTTGGGATTGTTGG
AGAGGGTG----ACA-GAGAGATAAGCCTAGAGC----AGTAGACTGGGATCAAATCATGGA-AATCAACAAAACGAA
TGGAT--TGAACTAGGCTGAGTCCACACTGACATGATCATTT---TAGAAACAGGC----------------------
------------------------------------------------------------------------------
-------------------------TACAAAAC---ACT---TTGGAAAT-----GACCTACAGACAACATACATACT
TAACT--ACAGCA-TTTATCCAGTATTCAAATCCAATTCCTTCT-CT-TAAGTACTGAGGTCCTATCTGCCAAATG-A
GTCTAAATAAATATCTCT--ACACAGGAACTCTTTGGAT-CTTTA-TTTT--CTTTT-GTCATCCT-GCTTCTCCATC
GTCTG--CCA
>Horse
TTTTCAGGAGACAACACTGGAGCTGGCCTTTGAAGATATAGT-ATGAGTTAGCTGGATC-ATAAAA------------
----------GGATAA---------GG-----------------ACACCCAAAACTTAGAAA----GC----------
-------------------------------------CTGATGCATTTGAGGAACTGCATATAGTTCAGGATGGCTGG
AGGGGGTGATGAAGA-GTGAGGTGAGCCTGGAGA----AGCAGACTGGGAGCAGATTATGAAGGATCAGCAAAAGGAC
TGGCT--TGAACAAGGCTGAATCCACATTGTGACGTAAATCA---T--AGGCAGGC----------------------
------------------------------------------------------------------------------
-------------------------TACAAAAC---ACT---TTAGAAAC-----AAACTGCAAACAACATATGGGTC
TAACT--ACAGCA-TTTGTCCTGTGTTAATATCCAGTTCCTTCT-CCATAGGAACTGGGGACCTGTCAGCCAGATT-A
AACTAAATAAATATCTCC--TTGTAGAGACTCTTTGGAT-CCCTG-TTTTTCCTTTT-ATCATCCT-GCTTCTCGATC
ATCTG--CCA
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Marker L101

>L1PB4_3'-End
ACACTGTTGGTGGGAATGTAAATTAGTACAACCTCTATGGAAAACAGTAT----------------------------
-----------------------------ggagatttctcaaagaactaaaaatagaactaccattcgatccagcaat
cccactactgggtatctacccaaaggaaaagaaatcattatatcaaaaa-gatacctgcactcgtatgtttatcgcag
cactattcacaatagcaaagatatggaatcaacctaagtgtccatcaatggatgactggataaagaaaatgtgg----
------------------------------------------------------------------------------
--tatatatacacca----tggaatactactcagccataaaaaagaatgaaatcatgtcttttgcagcaacatggatg
gaactggaggccattatcctaagtgaaataactcagaaacagaaagtcaaataccgcatgttctcacttataagtggg
agctaaacaatgkgtacacatggacatacagagtggaataatagacactggagactcmgaaaggtgggagg--gtggg
aggggggtgagggatgagaaattacctawtgggtacaatgtacactattcgggtgatggktacactaaaagcccagac
ttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatctataaaaataaaaaaa-------
----------------------------------------------------------------------
>Human
TTGGATCCATCTCAGACTAATTAAATCAGAACCCATGGGGATGAGGCCCAGACATGAGTGGGTTTTTTGTTCTTTTTT
A--------AAAAAAAGCTCCCT-----aggagatttctcaaagaactgaaaatagaactaccatatgatccagcaat
cccacttttgggtatctacccaaaggaagataaattattatataaaaaa-gatacctgcactcaaatatttattgcaa
cactatccacagtagcaaaaatatggaatcaacctaactgtccatccatggatgactggataaagaaaatgtg-----
------------------------------------------------------------------------------
--tatatatacacacacaatggaatactattcattcgtaaaaaagaacaaagtc-tgtcttttgcagcaatatggaag
gaactggaagccattctcttaagtgaagcaactcagaaacagaaaggcaaattccacatgttctcacttacaattggg
agctaaataatgcatatgcatgggcacagagtgtggaataatagacattggagactcggaagggtgggggg-aatggg
agaggg-tcaatgatgaaaaattacttaatgagtacaacgtacattatttgggtgatgaatacactaaaagcccacac
tttaccactatgcaatatggccatgtaacaaaattgcccttacaccccttaaatttatacaaataaaaataaataaa-
-----t---AAAAGCTCCTTA---GGGCTGAGAACTACTGCTCCTGTCCTATGGGTCCCCAGCTTTATTT
>Chimp
TTGGATCCATCTCAGACTAATTAAATCAGAACCCATGGGGATGAGGCCCAGACATGAGTGGGGTTTTTTTTCTTTTTT
T--------AAAAAAGGCTCCCT-----aggagatttctcaaagaactgaaaatagaactaccatatgatccagcaat
cccacttttgggtatgtacccaaaggaagataaattattatataaaaaa-gatacctgcactcaaatatttattgcaa
cactatccacagtagcaaaaatatggaatcaacctaactgtccatccatggatgactggataaagaaaatgtg-----
------------------------------------------------------------------------------
--tatatatacacacacaatggaatactattcattcataaaaaagaacaaagtc-tgtcttttgcagcaatatggatg
gaactggaagccattctcttaagtgaagcaactcagaaacagaaaggcaaattccgcatgttctcacttacaattagg
agctaaataatgcatttgcatggacacagagtgtggaataatagacattggagactcggaagggtgggggg-aatggg
agaggg-tcaatgatgaaaaattacttaatgagtacaatgtacattatttgggtgatgaatacactaaaagcccacac
tttaccactatgcaatatggccatgtaacaaaattgcccttacaccccttaaatttatacaaataaaaataaataaa-
-----t---AAAAGCTCCTTA---GGGCTGAGAATTACTGCTCCTATCCTATGGGTCCCCAGCTTTATTT
>Orangutan
TTGGATACATCTCAGACTAATTAAATCAGAACCCATGGGGATGAGGCCCAGACATGAGTGGGTTTTTTTTTCTTTTTT
T--------AAAAAAAGCTCCCT-----aggagatttctcaaagaactgaaaatagaactaccatatgatccagcaat
cccacttttgggtatctacccaaaggaagatacattattatataaaaaa-gatacctgcactcaaatatttattgcaa
cactatccacagtagcaaagatatggaatcaacctaactgtctatccatgaatgactggataaagaaaatgtg-----
------------------------------------------------------------------------------
--tatatatacacacacaatggaatactattcatccataaaaaagaacgaagtc-tgtcttttgcagcaatatggatg
gaactggaagccattctcttaaatgaagcaactcagaaacagaaaggcaaattccacatgttctcacttacaattggg
agctaaataatgtatatgcatggacacacagtgtggaatgatagacattggagactcggaacggtgggggg-aatggg
agatgg-tcaatgatgaaaaattacttaatgagtacaatgtacattatttgggtgatgaatacactaaaagcccacac
tttaccactatgcaatatggccatgtaacaaaattgcccttacaccccttaaatgtatacaaataaaaa-aaataaa-
-----t---AAAAGCTCCTCA---GGGCTGAGAACTACTGTTCCTATCCTATGGGTCCCCAGCTTTATTT
>Baboon
TTGGATTCATTTCAGACAAATTAAATCAGAACCCATGGGGATGAGGCCCAGACATGAGTGGGGTTTTTTTTCTTTTTT
TTTTTA---AAAAAAAGCTCCCT-----aggagatttatcaaagaactggaaatagaactaccatatgatccagcaat
cccacttttgggtatctacccaaaggaagagaaattattacatagaaaaagatacctgcactcgaatgtttattgcag
cactattcacagtagcaaagatacggaatcaacctaactgtccatccatggatgactggataaagaaaatgtg-----
------------------------------------------------------------------------------
--tatacatacacacacaatggaatactattcatccataaaaaagagtggagtc-tgtcttttgcagcaatatgggtg
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aaactggaagccattctcttaaatgaagcaactcagaaatagaaaggcaaattccacatgttctcatttataattggg
agctaaatcatgtgtatgcatgaacacagagtgtggaatgatagacattg-agacttgaaagggtcgggggcaatggg
agagca-tcaatgatgaaaaattacttaatgagtacaatgtacgttatttgggtgatgaatacactaaaagtccacac
tttaccactatgcaatatggccatgtaacaaaattgccctcacatcccttaaatttatacaaataaaaa-aaataa--
-----t---AAAAGCTCCTTA---GGGCTGAGAACTACTGCTCCTATCCTATGGGCCCCTTGCTTTATTT
>Rhesus
TTGGATTCATTTCAGACAAATTAAATCAGAACCCATGGGGATGAGGCCCAGACATGAGTGGGTTTTTTTTTCTTTTTT
TTT--A---AAAAAAAGCTCCCT-----aggagatttatcaaagaactggaaatagaactaccatatgatccagcaat
cccacttttgggtatctacccaaaggaagagaaattattacataaaaaaagatacctgcactcgaatgtttattgcag
cactattcacagtagcaaagatacggaatcaacctaactgtccatccgtggatgactggataaagaaaatgtg-----
------------------------------------------------------------------------------
--tatacatacacacacaatggaatactcttcatccataaaaaacaatggagtc-tgtcttttgcagcaatacgggtg
aaactggaagccattctctcaaatgaagcaactcagaaatagaaaggcaaattccacatgttctcatttataattggg
agctaaatcatgtgtatgcatgaacacagagtgtggaatgatagacattg-agacttggaagggtcgggggcaatggg
agagcg-tcaatgatgaaaaattacttaatgagtacaatgtacgttatttgggtgatgaatacactaaaagtccacac
tttatcactatgcaatatggccatgtaacaaaattgccctcacatcccttaaatttatacaaataaaaa--aataa--
-----t---AAAAGCTCCTTA---GGGCTGAGAACTACTGCTCCTATCCTATGGGCCCC-----TTGCTT
>Marmoset
GTGGATCCGTCTCAGACTAATTAAATCAGAACCCATGGGGATGAGGCCTAGACATGAGTGGGGTTTTT----TTCTCT
A----A---AAAAAAAAATCCCT-----aggagatttctcaaagaactaaaaataaaaccaccatgtgatctagcaat
ccccattttgggtatctacccaaaggaagataaattattatataaaaaaagaaacctacactcaaatgtttattgcaa
cacaattcatagtagcaaagatatagaatcaacctaagtgtccatccatggatgattggataaagaaaatgtgatcat
gtgacatatgtgtatatacatgtcacgtgtatatacatatgtatatatgtgtatatgtatatctcacatgtgtgtgta
tctatatatatacacacgatggaatactgttcatccataaaaaagaatgaatttgtgtctttcgcagcaatatggatg
gaactggaagccattttcttaagtgaagcaactcagaaacaaaaaggcaaattccacatgttctcacttataattagg
agctaaataatgtgtatgcatggatacggagtgtgaaatgatagacattagagact-ggaagagttggggg-aatggg
agggag-tcagtgatgaaaaattacttaatgactacaatgtacattattttgatgataaatacactaaaagctgatac
ttcaccac-atgcaatatggccatgtaacaaagttgcctttgcaccccttaaatttatacaaataaaagcaaataaat
aaaaac---AAAAGCTCCATA---GGGCTGAGAACTACTGCTCCTATCCTGTGGATTCCCTGCTTTATTT
>Tarsier
TCAGATCCATC-CAGACAAGTTAAATCTGAACCTATGGGAA-AAGATCTAGACATCAGTGTGTTTTTT----------
---------AAA--AAGTTTCCT-----aggagatttatcgaaaaattacaaatagaactaccat--gatccaacagt
ttcactcctggatatctacccagagaaaaagaaatcattttatcaaaaa-gatacctgcactggtatgtttattgcag
cactatttgtgccagcaaagtcatggaatcaaccaaagtattcatcaactgatgactggataaagaaaacgtg-----
------------------------------------------------------------------------------
-----gtctgtgtacacaatggaatactacacagccataaaaatgaatgaactcacatcttttgcagcaacgtggatg
aaactggaggcaattatcctgagtgaaaacactctgacatagaaagtcaaataccacatgtcctaccttacatgtggg
cgctaaacaatgtggacacatggacatagagtgcagaataatagacactggagacttggaaggctaggag--agtgag
aggggg-tgagggaggagaatttagctaatgggtacaatgtacgttatttgggtggtggttacgctaggagcccagac
ttgaccactgcacgatatatccatgtgccaaaaccgttcttgtactccttacatttatacaaatacaaa--aataa--
-----t---AAATGCTCCCTA---GACTTGAGAACCACTGCTC-TATCCTATGAGACCTCTGCTTTATTG
>Bushbaby
CCAGATCCATCCCAAATTAATTAAATCAGAACCCATGAAGATGAGGCCCAGATATCAGTA---TTTTT----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------AAAAGCTCCCTA---AGGTTGAGAACTACTGCTC-TATCCTTTGAGAGCCCTCCCTCATTG
>Mouse_lemur
CCAGATCCATCCCAGGTTAATGAAATCAGAACCCATGAAAATGAGGCCCAGACATCAGTA---TTTTT----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------AAAAAGCACCCA--AGGGTTGAGAACTATTGCTC-TCTCCTATGGGACCCCTGCCTCACTG
>Tree_shrew
TTGGATTTGTCCCAGACTAATTAAATCATA-CCTATGAGAATAAGGGTCAGGCATCAGTATGTATATATATTTTTTAA
TCA---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------GAAAACCTTCTA---GAATTGAGAACCA-TGTTTCTATTTTATGGGGCCTCTGCTTTATTG
>Mouse
CCAGATATATTCATGAAGAGTTAAATTAGAGTCAATAAGGATGAAGCTCAGACATCAAT-GTTATTTACAAACAAACA
AACAAACA----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------AACAAACCCTTA---GGGTTGAGAACCACCAGTC-CATCCTATAAGGTCTCTATTGTAGCT
>Guinea_pig
ACAGATCTATCTCAGACTAATTAAATCAGAACTTACGGTGATAAGGCCTAGACATAGGTT-------------AAACA
AAC---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------AAAAACTCTTTA---GGGCCAAGAACCGCTACTC-CATCCTATAGGGTTTCTGCTTTATAC
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Marker L106

>L1PB4_3'-End
-----------------------------------------------------------aatgaaatcatgtcttttg
cagcaacatggatgg---------------------------------------------------------------
-aactggaggccattatcctaagtgaaatagacatacagagtggaataatagacactggagactcmgaaaggtgg---
-------gagggtgggaggggggtgagggatgagaaattacctawtgggtacaatgtacactattcgggtgatggkta
cactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatctataaaa
ataaaaaaa---------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------
>Human
GTTTTCTAATTTTTAAGAGGAGGTCATTATACCTACCAACAAGGTAGTTATCAACAAGTTGTAGGGTTACAT-GAACA
AGAATTATTAAGCAAGTTTTGGAAATGTG-AAAAGATCCTAGGTGCTTAATGAACTTT---AAAAAATACACTTAT--
-aaatggaagctaaataa-tgtgtactcatggac-acagcatagaataagagacgctggagactcagaaggctgt---
-------ggggggtgaggaggttgagggg-tgagaaattatgtaatgagtacaatgtacactatttgggtaatggcta
cactaaaagctcagacttcaccactgtgcaatatatccatgtatcaaaactgcgcttgta-cccctaaatgtatacaa
ataaaataaattaataaat---TAAACAAGTAAGA---GAA-TGCTTACATTTTTCTTAAGCATTTTATTTAGAAGCA
TG---TAT----CATGCAAATACACAAAAGAAATTTATTTTCAGAGCCT--GTTT----ATCTTTTAAAAGTACAC-T
TTTTGTTTT-----C--ACTGTAAGGAGAC----GATTGAACATGCTCCATTCTTATCATCAATGCAGG
>Chimp
GTTTTCTAATTTTTAAGAGGAGGTCATTATACCTACTAACAAGGTAGTTATCAACAATTTGTAGGGTTACAT-GAACA
AAAGTTATTAAGCAAGTTTTGGAAATGTG-AAAAGATCCTAGGTACTTAATGAACTTT---AAAAAATACACTTAT--
-aaatggaagctaaataa-tgtgtacttatggac-acagcatagaataagagatgctggagactcagaaggctgt---
-------ggggggtgaggaggttgagcgg-tgagaaattatgtaatgagtacaatgtacactatttgggtaatggtta
cactaaaagctcagactttaccactgtacaatatatccatgtatcaaaactgcacttgta-cccc--aatgtatacaa
ataaaataaattaataaat---TAAACAAGTAAGA---GAA-TGCTTACATTTTTCTTAAGCATTTTATTTAGAAGCA
TG---TAT----CAAGCAAATACACAAAAGAAATTTATTTTCAGAGCCT--AATT----ATCTTTTAAAAGTACAC-T
TTTTGTTTT-----C--ACTATAAGGAGAC----TATTGAACATGCTCCATTCTTATCA---ATGCAGG
>Orangutan
GTTTTCTAATTTTTAAGAGGAGGTCATTATACCTACCAACAAGGTAGTTATCAACAAGTTGTAGGGTTACAT-GAACA
AGACTTGTTAAGCAAGTTTTGGAAATGTG-AAAAGATCCTAGGTACTTAATGAACTTT---AAAAAATACACTTAT--
-aaatggaagctaaataa-tgtatactcatggac-acagcatagaataagagacgctggagactcagaaggctgt---
-------ggggggtgaggaggttgagggg-tgagaaattatgtaatgagtacaatgtacactatttaggtaatggtta
cactaaaagctcagacttcaccactgcccaatatatccatgtatcaaaactgcgcttata-cccctaagtgtatacaa
ataaaataaattaataaat---TAAACAAGTAAGA---GAA-TGCTTACGTGTTTCTTAAGCATTTTATTTAGAAGCA
TG---TAT----CAAGAAAATACGCAAAAGAAATTTATTTTCAGAGCCT--ATTT----ATCTTTTAAAAGTACAC-T
TTTTGCTTT-----C--ACTATAAGGAGAC----GATTGAACATGCTCCATTCTTATCATCAATGCAGG
>Baboon
GTTTTCTAATTTTTAAGAGGAGATCATTATACCTACCAACAAGGCAGTGATCAACAAGTTGTAGGGTTACAT-GAACA
AGAGTTATTAAGCAAGTTTTGGAAATGTG-AAAAGATCCTAGATACTTAATGAACTTT---AAAAAATACACTTAT--
-aaatggaagctaaataa-tgtgtatgcatggac-acagcatggaataagagacactggacactcagaaggctgt---
-------gggtgttggggaggttgagggg-tgcgaaattatgtaatgagcacaatgtacactatttgggtaatggtta
cgctaaaagctcagacttcaccactgtgcaatatatccatgtatcaaaactgcacttgta-cccctaagtgtatacaa
ataaaataaattaataaat---TAAACAACTAAGA---GAA-TGCTTACATTTTTCTTAAGCAATTTCTTTAGAAGCA
TG---TAT----CAAGCAAATACACAAAAGAAATTTATTTTCAGAGCCT--ATTT----ATCTTTTAAAAGTACAC-T
TTTTGTTTT-----C--ACTGTAAGGAGAT----GATTGAACATGCTCCATTCTTATCATCAATGCGGG
>Rhesus
GTTTTCTAATTTTTAAAAGGAGATCATTATACCTACCAACAAGGCAGTTATCAACAAGTTGTAGGGTTACAT-GAACA
AGAGTTATTAAGCAAGTTTTGGAAATGTG-AAAAGATCCTAGATACTTAATGAACTTT---AAAAAATACACTTAT--
-aaatggaagctaaataa-tgtgtatgcatggac-acaacatggaataagagacactggagactcagaaggctgt---
-------gggtgttggggaggttgagggg-tgcgaaattatgtaatgagcacaatgtacactatttgggtaatggtta
cgctaaaagctcagacttcaccactgtgcaatatatccatgtatcaaaactgcactcgta-cccctaagtgtatacaa
ataaaataaattaataaat---TAAACAACTAAGA---GAA-TGCTTACATTTTTCTTAAGCAATTTCTTTAGAAGCA
TG---TAT----CAAGCAAATACACAAAAGAAATTTATTTTCAGAGCCT--ATTT----ATCTTTTAAAAGTACACTT
TTTTGTTTT-----C--ACTGTAAGGAGAC----GATTGAACATGCTCCATTCTTATCATCAATGCGGG

82



>Tarsier
GTTTTCTAATTTTTAAGAGGAGGTCATCATACCTAGCAACAAGTTAGTTGTGAGCAAATTGTAGGATTACAT-GAATG
GGGGTTATTGAACAAGTTGAAGAAGCATGAAAAAAATCTTACATGCTTCATGAACTTG---AAAAAATGGACTTAC--
-aaatgggagctaaataa-tgtgtacacatggactagagtgtgggatgatagacattggagactcagaggaatgggag
agtaggagggaggtgaaggaagcgaggga-tgaaaaattactcaaggggtaaaatgtatgctatttgggtgatggtta
cactaaaatcccagacttaactgctatgcaatatattcatgtatcaaaactgcatttgtatcccctaaatttatgcaa
atgaaataaataaaaattt---CA---AAATAAGA---GAA-CCCTCAAGTCTTTCTTAGGTGATTCACTTGGAAGCA
TGACATAT----CAACCAAATAACCAAA-----------TACAGGGCTT--GCTG----ATCTTTTAAAAGTACTC-C
TTTTTTTTTTTTGAC--TCTATGAGGTGAC----AATGGAGCATGTT--ATTCTTATAATTAATGCGAG
>Bushbaby
GTTTTCTAATTTTTAATAGGAAGTGATCATACCTACCAACAAGATAGCTGTGAACAACTTGCAGGGTTACATAAAACA
AGGCTTATTGAACAAGTTGGAGAAATGTG-AAAAGAT-TTAGCTGCTTAATGAATTTT--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------TAAAAAATAAGA---GAA-TGCGCAAGTCTTTCTTAGGTAATTCACTCAGAAGTA
GGACATAC----CAACCAAATAAACAAAAGAGACTTATTTTCAAGGATTTATTTT----ATCTTTCAAAAGTACAT-T
TA----TTT-----CTAACTATAAGGAGAT----GATCTAACATGGTCTATTCTTATAACCAGTGCGGG
>Mouse_lemur
ATTTCCTAATTTTTAAGAGGAGGTAATCACACCTACCAACAAGGTAGTTATGAACAAGTTGTAGGGTTACAT-GAACA
AGGGTTATTGAACAGGTTGTAGAATTGTG-AAAACAT--------CTTAATGAACTTT--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------CAAAAATAAGA---GAA-TGCTCAAGTCTTTCTCAGGTAATTCACTTGGAAGCA
TGATATAG----CAGCCAAATACACAAAAGTGATTTATTTTCAAAGCT---CTTTAAAAATATTTTAAAGGTGCAT-T
TT----TTC-----C--ACTATAAGGAGAT----GATCAAACACGATCTATTCTTATAATCAGTGC---
>Mouse
TTTTTTTAATTGTTAAGAGGAGGTAATTACATCTAAC-TCAGGAT---------------------------------
------------------------------AGCTAATTCTACACGCTTAATGAACTTG--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------AAAGAAATAAAA---GAACTGCTTTCATCTTTTGTTGG----------TGACAGA
GGTTTTCCATGCCAATTAAATACACAAAAGAAACTT---ATTAGGATTT--GTTT----ATC---------------T
TT----TTG-----T--ACTTTAAAGAAATGCTTATTTGAACCTCCTGGATTCTTACAACCAGTGCCTG
>Guinea_pig
GTTTTCTAATATTTACAAGGAGGCTGTCCTGTCTACCATTAGGATA--------------------------------
------CTTGAACAAATAGCATAAATGTG-AGGTGATCCCAGGGGCTTAATGAGCTTT--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------AAAGAAAATAAAA---GAG-TGTCCCTGTGTTTCTTAGATGTTTCACTTGGAAGCA
TGATGTTT----CAACCGAATACAC-AAAAAAATTCATATTTAGGACTT--ATTT----ATCTTTTAAATAC-CACAT
TT----TTC-----C--ATAATAAAGAGACGATGGTTTCAATATGCTTAG----TGTAATCAGTGCAGG
>Dog
GTTTTCTAATTTTTAAGAGGAGGTAAGCTCATCTACCAGC--------------------------------------
AGAATTATTGAATAAGCTGTAGAAATGTG-AAAAGAT-TTATGTGCTTAATGAACTTT--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AAAAAGT---A---AGA--CTCATCTTTTTTAGGCAGTTAACTTGGAAGCATGA
TG---TAT----CAACCAAATACACAAAAGAAATTTATTTGGAGGACTT--GTTT----ACCTTTGTAAAGCACAT-A
TTGTTTTTG-----C--ACTAGAAAGAGATGATTGTTTGAGCATGCTGTATTCTTATAATGAGTGCAG-
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Marker L109

>L1PB4_3'-End
-------------------------------tgagggatgagaaattacctaw-------------------------
---------tgggtacaatgtacactattcgggtgatggktacactaaaagc----ccagacttcaccactacgcaat
atatccatgtaacaaaactgcacttgtaccccctaaat--------ctataaaaataaaaaaa---------------
---------------------------------------------------------------------
>Human
-CAGGCATTTACAAGCGCTAGCTAGCTTCCATGGCTAGCATTAATTAATAAGA---GGTTTGAGAT---AAAACTATA
AATTAA---tggatataatgtgcattattcagatga--gttacactaaaagctgacccagactttaccactacacaat
atatccatgtaacaaaactgcactggtaccccttacat--------ttatataaataa-a-----CAAACTCTAAATT
GT---ACCCGAAATGA------GTCTTCGGCATCTCTGCCCCAGTTTCTCCAAGGAAGCCCGTAGAAG-
>Chimp
-CAGGCATTTACAAGTGCTAGCTAGCTTCCATGGCTAGCATTAATTAATAAGA---GGTTTGAGAT---AAAACTATA
AATTAA---tggatataatgtgcattattcagatga--gttacactaaaagctgacccagactttaccactacacaat
atatccatgtaacaaaactgcactggtaccccttacat--------ttatataaataa-a-----CAAACTCTAAATT
GT---ACCCGAAATGA------GTCTTCGGCATCTCTGCCCCAATTTCTCCAAGGAAGCCCGTAGAAG-
>Orangutan
-CAGGCATTTACAAGTGCGAGTTAGCTTCCATGGCTAGCATTAATTAATAAGA---AGTTTGAGAT---AAAACTGTA
AATTAA---tggatataatgtgcattattcagatgatggttacactaaaagacgacccagactttaccactacacaat
atatccatgtaaaaaaactgcactggtaccccttacat--------ttatataaataa-a-----CAAACTCTAAATT
GT---ACCCGAAATGA------GTCTTCGGCATCTCTGCCCCAATTTCTCCAAGGAAGCCTGTAGAAG-
>Baboon
-CAGGCATTTACAAGTGCTAGTTACCTTCCATGGCTAGCATTAATTAATAAGA---GGTTTGAGAT---AAAACTATA
AATTAA---tggatataatgtacattattcagatgatggttacactaaaagctgacccagactttaccactacacaat
atatccatgtaacaaaactgcactggtaccctttacatttatacatttatataaataa-a-----CAAACTCTAAATT
GT---ACCCAAAATGA------CTCTTTGGCATCTCTGCCCCAATTTCTCCAAGGAAGCCCGTAGAAG-
>Rhesus
-CAGGCATTTACAAGTGCTAGTTACCTTCCATGGCTAGCATTAATTAATAAGA---GGTTTGAGAT---AAAACTAGA
AATTAA---tggatataatgtacattattcagatgatggttacgctaaaagctgacccagactttaccactacacaat
atatccatgtaacagaactgcactggtaccctttacatgtatacatttatataaataa-a-----CAAACTCTAAATT
GT---ACCCAAAATGA------CTCTTTGGCATCTCTGCCCCAATTTCTCCAAGGAAGCCCATAGAAG-
>Marmoset
-CAGGCCTTTACAAGTGCTAATTACCTTCCATGTCTAGCATTAAATAATAAGA---GGTTTAAGAT---AAAACTATA
AATCGA---tggatataatatacattatttaggtgatggttacactaaaaacccacccagactctaccactgcacgat
atatccatgtaacaaaactgcacttgtactccttacat--------ttacataaataa-a-----CAACCTCTAAATT
GT---ACCCAAAATGA------CTCTTCGGCATCTCTGCCCCAATTTCTTCAAGGAAGCCCGTAGCA--
>Tarsier
-CAGGCATTTACAAATGCT-GTTACTTTCTATGTCTAATGTTAATTAATAAGA---AGTTTGAGAT---A------TA
AATCAA---tgggtacaatgcacattatttaggtgatggtcacattaaaagat----cagatttcactaccacgccat
atatccaagtaataaaattgcacttgtactctttaact--------ttatacaaatttta-----AAAACTATAAGTC
AT---ATACAAAAGGA------CTCTTTGGCACCCTTGCCCCAATTTCTCCAAAGAAGCTCATAGCT--
>Bushbaby
-CAGGCATTTACAAACGCTAGTTACCTTCCAGGTCTGGGGCTAATTAATAAGA---GGCTTGAGAT------------
------------------------------------------------------------------------------
-----------------------------------------------------------------AAGACTATAAATC
AG---AACCAAAATGA------CTCTTCGGCACCCTTGCCCCAGTTTCTCCAAAGAAGCCCACAGCC--
>Mouse_lemur
-CAGGCATTTACAAATGCTAGTTACCTTCCATGTCTAAGGTTAATTAATAAGA---GGTTTAAGAT------------
------------------------------------------------------------------------------
-----------------------------------------------------------------AAAACTATAAATC
AA---AACCAAAATGA------CTCTTTGGCACCCTTGCCCCAATTTCTCCAAAGAAGCCCATAGCCAT
>Tree_shrew
-CAAGCACTTACAAAAATTAGCCACCTTCCTTGTCTAACATGAATTAGTTAAA---GATTTGGGAT------------
------------------------------------------------------------------------------
-----------------------------------------------------------------CAAACTACAAATC
AC---ACCCAAAATGA----AGCCTCCTTGATACCCCACCCCAATTTCTCCAAAGAAGGCCATAGCT--
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>Mouse
ACAGGCGCATGCTAGCACCAGGAACTTTCCCTGGTGAACATTCTCGAATAAAG---GGTTTGGGAC------------
------------------------------------------------------------------------------
-----------------------------------------------------------------TTTACTATAAGTT
AT---AACC-AAATGATTAGGCCTCTTTGATACCCCTGCCCCCATTTCTCCTAAGAAGCTGGTGCCT--
>Guinea_pig
-GAGGCATTTACACAT--GAGTTACCCTCCCTGGTTAACATAAATGAGTAAGATGAGTTTTAAGAT------------
------------------------------------------------------------------------------
-----------------------------------------------------------------ACAGCTATAAATC
AT---ACCC-AAATGATTGAATCTCTTTGATGCCCCACCTCTAATTTCTGCAAAGAAGCCCATCATT--
>Dog
-CGGGCACTTAGAAATGTTCATTACTTTCCCTATCTAACATTAATTA-TAAGA---GGCTTGGAAT------------
------------------------------------------------------------------------------
-----------------------------------------------------------------AAAACTATAAATC
AT---ACCCAAAAGGACTAAGCCTCTCTGACACTCTCGCCCCCGTTCCTCCAAGGAAGCCCATAGCT--
>Horse
-CAGGCATTTACAAGTGTTCATTACCTTCCCTGACTAACATTAATTAATAAGA---GGCTTGGGA-------------
------------------------------------------------------------------------------
-----------------------------------------------------------------AA--CTATAAATC
AT---ACTCAAAATGACTAAGCCTCTTTGACACCCCCGCCGCAATTTCTC-AGAGGAGCCCAAAGCT--
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Marker L111

>L1PB4_3'-End
tggatggaactggaggccattatcctaagtgaaatagacatacagagtggaataatagacactggagactcmgaaagg
-----------------------------------------------------tgggagggtgggaggggggtgaggg
atgagaaattacctawtgggtacaatgtacactattcgggtgatggktacactaaaag--cccag-acttcaccacta
cgcaatatatccatgtaacaaaactgcact----tgtaccccctaaatctataaaaataaaaaaa-------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------
>Human
AATACTTTAA-----TTATT-TTTTCACTTACA---TTTTATAGTATTT--ATTGTATGCACCAGAGTG-ATTGGTGA
TAAAAATGGAGGCCT-----ACTTAAG----TCT----AAGAGAGTTCT----tgtgaaagtgggagggggatgaggg
ttggaaaattgcctgttaggtgccatgttcactattcagatgatggatacactaaaag--tgcag-acttcaccacta
cgccatatatgcgtgtaagaaattggcact----tgtacccttgaaatacataaaactttataaaaaa-tt-a---AA
AAGAGTTACT---GTAATGATT--------------------------------------------------------
ATAAAATGAAAATTCTACGTCATGAGAAAGCATTGTGCCATATTTTCACCGGGAGCA---TTTTTTTTTCCTTAGGGG
AAATGAAAAATAATGGCATCTATGATCT
>Chimp
AATACTTTAA-----TTATT-TTTTCACTTACA---TTTTATAG----T--ATTGTATGCACCAGAGCG-ATTGGTGA
TAAAAATGGAGGCCT-----ACTTAAG----TCT----AAGAGAGTTCT----tgtgaaagtgggagggggatgaggg
ttggaaaattgcctgttaggtgcaatgttcactattcagatgatgggtacactaaaag--cgcag-acttcaccacta
tgcaatatatgcgtgtaagaaattggcact----tgtacccttcgaatacataaaactttataaaaaa-tt-a---AA
AAGAGTTACC---GTAATGATT--------------------------------------------------------
ATAAAATAAAAATTCTAAGTCATGAGAAAGCATTGTGCCATATTTTCACTGGGAGCA--TTTTTTTTTTCCTTAGGGG
AAATGAAAAATCATGGCATCTATGATCT
>Orangutan
AATACTTTAA-----TTATT-TTTTCACTTATA---TTTTATAATATTT--ATTGTATGCACAAGAGCT-ATTGGTGA
TAAAAATGGAGGCCT-----ACTTAAG----TCT----AAGAGAGTTCT----tgtgaaagtgggagggggatgaggg
ttggaaaattgcctgttaggtacaatgttcactattcagatgatgggtacactaaaag--cgcag-acttcaccacta
cgcaatatatgcgtgtaagatattggcactggtaggtacccttgaaatatataaaactttctaaaaaa-tt-a---AA
AAGAGTTACT---GTGATGATT--------------------------------------------------------
ATAAAATAAAAATTCTAAGTCATAAGAAAGCATTGTGCCATATTTTCATTGGGAGCATTTTTTTTTTTTCCTTAGGGG
AAATGAAAAATAATGGCATCTATGATCT
>Baboon
AATGCTTTAA-----TTATT-TTTTCACTTACA---TTGTATAGTATTT--ATTGTACACACAAGAGCT-ATTGGTGA
TAAAAATGGAGGCGTCATAGCCTTAGG----TCT----AAGAGAGTTCT----tgtgaaagtggga-ggggatgaggg
ttggaaaactgcctgttaggtatagtgttccctgttcagatgatgggtacactaaatg--agcag-acttcaccggta
cgcaatatacgcctgtaagaaatcggcact----tgtacccttgaaatacataaaacttcctaaaaaa-ttaa---AA
AAGAGTTACT---GTGATGATT--------------------------------------------------------
ATAAAATAAAAACTGTAAGTCATAAGAAAGCATTGTGCCATATTGTCATTGGAAGCA---TTTTTTTCCCCTTAGGGG
AAATGAAAAATCATGGCATCTATAATCT
>Rhesus
AATGCTTTAA-----TTATT-TTTTCACTTACA---TTGTATAGTATTT--ATTGTACACACAAGAGCT-ATTGGTGA
TAAAAATGGAGGCGTCATAGACTTAGG----TCT----AAGAGAGTTCT----tgtgaaagtggga-ggggatgaggg
ttggaaaactgcctgttaggtacaatgttccctgttcagatgatgggtacactaaatg--cgcag-acttcaccgcta
cgcaatatacgcctgtaagaaatcggcact----tgtacccttgaaatacataaaactttataaaaaattt-a---AA
AAGAGCTACT---GTGACAATT--------------------------------------------------------
ATAAAATAAAAACTGTAAGTCATAAGAAAGCATTGTGCCATATTTTCATTGGAAGCA--TTTTTTTTCCCCTTAGGGG
AAATGAAAAATCATGGCATCTATAATCT
>Marmoset
AATGCTTTAA-----TCATT-TTTTCACTTAGA---TTTTATAGTATTT--ATTGTATCCACAAGAGCT-GTTGGTGA
AAAAAATGGAGGCCT-----ACTTAAG----TCT----AAGAGAGTTCT----tgtgaaagtgggagagggatgaggg
ttggaaaattgcctgctgggtacgatgttcactattcagatgacaggtacatgaaaag--cgcag-acttcaccgcta
cgcagtatatccatgtgagacctcggcacg----tgtaccctcgaaatgtataaaactttttgaaaaa-tt-----AA
-AGAGCTACT---GTGATGATTATAAAATAAAAATTCTTTTTTTTTTTCACCTTGCTCTCATTTGGCAAACAGCATGG
ATAAAATAAAACTTCTAAGTCAT-AGCAAGTATTATGCCATAGTTTCATTGGCAGCA--TTTTTTTTTTCCTTAGGGG
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AAAGGAAAAATAATGGCATCTATAATCT
>Tarsier
AATGCTTTAG-----CCATTATTTTCACTTATA---TTTTATACTTTTT--ATTGTATGCACAAGGGCT-ATTGATGA
-GAAAATTGAGGTCT-----AATTAAG----CCT----AAAAGAGTTCT----tgtggaagtgggatgggaacgaagg
ttagaaaatgacctattgagttcaatgttcacgtttcaggtgatggctacactaaaagacttcatcacttcatcacta
tgcaatatatgcttgtaagaaatctgcatt----tggaccccc-aaatata------cttttaaaatt-tt-a---AA
AAGAGTTCTT---GAGCT-AGT--------------------------------------------------------
ATAAAATAAAGCTTCTAAGTGATAAGAAAGCATTGTGCCATATTTTAATTGGCAGTA----TTTTTTTCCCTTAGGAG
AAGATAAAAATAATGGCATCTATAATTT
>Bushbaby
AGAGCCTTGA-TCCCTTTTT-TTCTCACTTCTATTGTTACTTAGTTTTT--ATTGTATGCACAAGAGGT-ATCCATGA
CAAAAATAGAGGTCT-----AATTAAG----TCT--------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GA
AAGAGTTCTT---GTGATAAGT--------------------------------------------------------
ATAAAATCAAAAGCCTGAGTGATAAGAAAGCGCTGTGCCATATTTTAATTGGCAACA--TTTTCTCTTTCCTTAGA-G
AAACATGAAACAAGGGCATCTGGAATCT
>Mouse_lemur
AATGCCTTGA--CCATTTTT-TCCTCACTTATA-----------TTTTT--ATTGTATGCACAAGAGGT-ATCCATGA
CAAAAATAGAGGTCT-----AATTAAG----TCC--------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------AA
AAGAGTTCTT---TTGATAAGC--------------------------------------------------------
ATAAAATAAAAATTCTGAGTGATAAGAAAGCATTGTGCCATATTTTAATTGGCAGCA--TTTTTCC--TCCTTAGG-G
AAAAATAAAATAAAGGCAT-TGCAATCT
>Tree_shrew
AATGCCTTAAACATTTTTTT-TTCTCACTTATA---TTTTCACATTTTTAAATTGTATGCATAAGAGCC-ATCTATGA
CAAATGTAGAAATCT-----AATTAATCTAATCT--------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------------AATT
AAGAGTTCTT---GAGATAATT--------------------------------------------------------
ATAAAATAAAAATTATAAGTGGTAAGAAAGCATTATACCATATTTTAATTGGCAGCA--TTTTTTTT----TAAAGTG
GAAAATAAAATAATGACCTTTATAATCT
>Dog
AATGCCTAATCA---TTCGT-TCCTTACTTAT-----------GTTTTT--ATTGTATGCAGAAGAGTTAATCTATGA
CCAAAATGGAAGTCT-----AATTATG----TCT--------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------AA
AAACGTTCTT---GCCATAA----------------------------------------------------------
GACAAATAAA-AGTCTAAGTGATCAAAAAGCATTGCACCATATTTTAATAGGCAGCA---TTTGTTTTTCCTTGGT-G
GAAAATAAA-TAATGCCATCTACAATCT
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Marker L112

>L1PB4_3'-End
aaaaaagaatgaaatcatgtcttttgcagcaacatggatggaactggaggccattatcctaagtgaa-----------
--------------------------------------atagacatacagagtggaataatagacactggagactcmg
aaaggtgggagggtgggaggggggtgagggatgagaaattacctawtgggtacaatgtacactattcgggtgatggkt
acactaaaagcccagacttcaccactacgcaatatatccatgt-aacaaaactgcacttgtaccccctaaatctataa
aaataaaaaaa-------------------------------------------------------------------
-----------------------------------------------------
>Human
TCATAGCTCAATTTTCATT-------AAAAAAAGTCCTCAGAATAATTTTTTCTTTCCATCCA-TATTTTATCTACCT
TTGTACATTCAAAGATTC---TTGAATTTACTCTC---attaacataaaggttggaataatagacattgcagactatg
gaagatgggagggtggaagtggggcaagccttgaaaatttaccttttgggtacaatgttcattattt-ggtggtgggt
aaactaaaattccagatttcaccattacacagtgtatgcatgttaagaaatccacacttgcattccctaaatctataa
aaagaaaaaggaaaaaaa----agaaaacatattt---TTGAATGTACTCT---GCCAAAATAAACGTCATATAATCC
AGGTTCCCTCTTTGGT----AGGACAGAGGAGCTGCC-GAAACCTTTGAAATT
>Chimp
TCATAGCTCAATTTTCATT-------AAAAAAAGTCCTCAGAATAATTTTTTCTTTCCATCCA-TATTTTATCTACCT
TTGTACATTCAAAGATTC---TTGAATTTACTCTC---atgaacataaaggttggaataatagacattgcagactatg
gaaggtgggagggtagaagtggggcaagccttgaaaatttaccttttgagtacaatgttcattattt-ggtggtgggt
acactaaaattccagacttcaccactacacagtgtatgcatgttaagaaatccacacttgtattccctaaatctataa
aaagaaaaaggaaaaaaa----agaaaacatattt---TTTAATGTACTCT---GCCAAAATAAACGTCATATAATCC
AGGTTCCCTCTTTGGT----AGGACAGAGGAGCTGCC-GAAACCTTTGAAATT
>Orangutan
TCATAGCTCAATTTTCATT-------AAAAAAAGTCCTCAGAATAATTTTTTCTTTCCATCCA-TATTTTATCTACCT
TTGTACATTCAAAGATTC---TTGAATTTACTCTC---attaacataaaggttggaataatagacattgcagactatg
gaaggtgggtgggtggaaatggggcaagccttgaaaatttaccttttgggtacaatgttcattattt-ggtggtgggt
acactaaaattccagacttcaccgctacacagtgtatgcatgttaagaaatccacacttgtattccttaaatctataa
aaagaaaaaggaaaaaaa----agaaaaaatattt---TTTAATGTACTCT---GCCAAAATAAATGTCATATAATCC
AGGTTCCCTCTTTGGT----AGGACAGAGGAGCTGCC-GAAACCTTTGAAATT
>Baboon
TCATAGCTCAATTTTCATT----TAAAAAAAAAGTCGGCAGAATAATTTTTTCTTTCCAT----CATTTTATCTACCT
TTGTACATCCAAAGATTC---TTTCATGTACTCTC---atgaacataaaggttggaataatagacattgtagactatg
gaaggtgggagagtggaagtggggcaagctttgaaaatttacctgttgagtacaatgttcattattt-ggtggtgggt
acactaaaattccagacttcaccaccacacagtatattcatgttaagaaatccacacttgtatttcctaaatctataa
aaag--------------------------tatt----TTTAATGTACTCT---GCCAAAATAAATGTCATATAATCC
AAGTTCCCTCATTGGTAGGAAGGACAAAGGAGCTGCC-AAAACCTTTGAAATT
>Rhesus
TCATAGCTCAATTTTCATTAAAAAAAAAAAAAAGTCGGCAGAATAATTTTTTCTTTCCATCCATTATTTTATCTACCT
TTGTACATCCAAAGATTC---TTTCATGTACTCTC---atgaacataaaggttggaataatagacattgtagactatg
gaaggtgggaaagtggaagtggggcaagctttgaaaatttacctgttgggtacaatgttcattattt-ggtggtgggt
acactaaaattccagacttcaccactacacagtatattcatgttaagaaatccacacttgtatttcctaaatctataa
aaag--------------------------tattt---TTTAATGTACTCT---GCCAAAATAAATGTCATATAATCC
AAGTTCCCTCATTGGTAGGAAGGACAAAGGAGCTGCC-AAAACCTTTGAAATT
>Marmoset
TCATAGCTCAATTTTCATT-----------AAAGTCTGCAGAATAA-TTTTACTTTTCATCTATTATTGTATCTACTT
TTGTACATCCAATGATTC---TTTAATATACTCTC---atggacataaatgttggaataacagacattgtagactatg
gaaggtgtgagggtgggaatggggcaagcattgaagatttacccgttgggtacaatgttcattattt-actggtgggt
acattaaaagcccagacttcaccaccacacagtatatgtatgttaagaaatccacacttgtattccctaaatatataa
aaagaaaatgaggaaaaacattattaaaaatatt----TTTAATATACTCT---GCCAAAATAAAGGTCATATAATCC
AGGTCCCTTCTTTGGT----AGGACAGAGAAGCTATC-AAAACCTTTGAAATT
>Tarsier
TCATAACTCAATTTTCATA-----------AAAATATGCAGATTAA-TTTTGTTTGACATCCACTATTCTATCTAGCT
TTGCACGTACAGAGATTA---TTTAATGCACTTTC---aggggcatacagagaaaaataatagacattagagactaca
aaaggcaggcaggtgggagaggcatgagggttgaaaaattacctgtcgagtatgatgttcacttttcaggtaatgaat
acactaaaaacccagac--cgccactacccaatatatgcatg-taagaaatccaca----tgtaccctcaccataaaa
ataaaaataatagaaaaa------------gattc---TTTAATGTTCTCT---GCCTAAATAAAGGTTATAAAATCC
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AGGTTTCTCTTTTGGT----AAAACAGAGAAGCTGTC-AAAAACTTTGAAATT
>Bushbaby
TCATAACTCAATTTTCATA----------ATACATCTGCAGAATAG-TTTCACTTTCCATCTATTATTCTACCTACTT
TTGGATATCCAAAGATTC------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------ATTAATGTTCTCT---GCCAAAATTAAGTCCATATAGTCC
AGGTTCCCCCTTCGGT----AAAACAGAGAAGTTGTC--AAAGCTTTGAAGTT
>Mouse_lemur
TTGTAACTAAATTTTCATA----------ATGAATCTGCAGAATAA-TTTTGCTTTCCATCTATTATTCTGCCTATCT
TTGCATATCCAAAGATTC------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------ATTAATATGCTTT---GCCAAAATAAAGG-CATGTAATCC
AGGTTCCCCCTTTGGT----AAGACAGAAGAGCTGTC-AAAAGCTTTGAAATG
>Tree_shrew
TCATAACTCAGTTTTCATA----------ACAAATCTGCTGAATAATTTTTTCCTACCA---ATTATTCTGCCTATCT
CTGCATATCTAAAGATTC------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------TCTAAAGTAATCT---GCCAAAATAAAGCCATATAATTCA
GTTTTCCTGTTTTCAT----AGGGCAGAGGAACTACC-AAAAGCTTTGAAATT
>Mouse
TTCTAAGTCAATTTCCATA----------GCATATCAGTTGAATAA-TGTGACTTTTCAACTATTACTCAATCTGCCT
CTGCATATCCA-GGATTC------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------TCTGTGTATTCTT---TCC-AAATCAAACCAATATAATCC
AGATATTCTCTTTATT----AGCCCAGATGGGTTTTCAAAAAATTTAA--GAT
>Guinea_pig
TCAAAACTCAATTTTTGTA----------ACAAATTGGCAGAAAAA-TATTCTTTTCCATCTATTATTTGATTTATTT
TTGCATATTCAAAGATTA------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------TTTAATGTACTCT---TCAAAAATAAAATCCATATAATCC
AGATTTCTCTTTTGAT----TGAATGTAAGAGTTATC-ACAAGCTTTAAAATT
>Dog
TCATAACTTAATTTT-----------------------CAAAATAA-TTTTGCTTTCTATCCATTATTCTACTTGCCT
TTGCCTATTCAAAAACTC------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------T--AATAT--CCT----CCAAA-TAAAGGCCATGTG-TTC
AGACTTCCTCTTTAGC----AGGACAGAGGAGCTGTC-AAAAGCTTTGAAATC
>Horse
TCATAACACAATTTTCATA----------ACAAATCTGCAAAATAA-TTTTGCTTTCTATCCATTATTCTATCTATCT
TTGCATGTCCAAAGATTT------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------TTTAATATACTTT---TCCAAAAGAAAGGCCATATA-TCC
ATATTTCCCCTTTGGT----AGGACAGAGGACCTGTC-AAAAGCTTTGAAATT
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Marker L113

>L1PB4_3'-End
-----------------------agtgtccatcaatggatgactggataaagaaaatgtggtatatatacaccatgga
------------------------------------atactactc---------------------------------
------------------------------------------------------------------------agccat
aaaaaagaatgaaatcatgtcttttgcagcaacatggatggaactggaggccattatcctaagtgaa---actcagaa
acagaaagtcaaataccgcatgttctcacttataagtgggagctaaacaatgkgtacacatgatagacatacagagtg
gaataatagacactggagactcmgaaaggtgggagggtgggaggggggtgagggatgagaaattacctawtgggtaca
atgtacactattcgggtgatggktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgc
acttgtaccccctaaatctataaaaataaaaaaa--------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------
>Human
CTCAGAAGTGCAAAGGAGAAGTATTCAACAGGGTAT-AACTAGATCTAGTGTGCATTTTAACATTTGAAATACATATT
AAAATTGATGCATTT----AAAATGAACTCATG---atattattc---------------------------------
------------------------------------------------------------------------agccat
aaaagagaatgaaaccatgtcttttgcagcaacatggatggaactggagtctattatcataagtgaaacaacacagaa
acagaaagtcaaatactgcatgttctcatttatcagtgagagctaaaaaatgggtacacatg---gacatacagtgtg
gagtaatagacactgaagactcggaagggtgagagagtcagagggggatggggaatgagaaattatttaatgggtaca
atgtatattattt-ggtgatgaatacaccagaagcctggacttcaccactacataatatatccatgtaacaaaacggt
acttgtactcattaaatttatacaaataaattaaatttaaaat---AAAATAAGCTCATG---AACACCAGTCTATCT
--GCACCTTCCAATACTTTCTG---AAAAAAAAAA--------CACATAA-------------------ATTACATGG
------TATACTGTATACTCTG-ATGCTAAAGAA-TAAGTGTCTATTTTTCAATTAAATA---TATATA---AAAAAA
GATTTGAATGTTTAAATTAATTGACAGCTGATCTAAAAAAAAA---AGGTAATCAGAA-TTTTTCAT-----------
TAGTTGTCACTACCTAGCAAATGTACAA-CCAGAAAGGAATTCCACAGTGGAACTAGACTCCTGTCGTCCTCC-----
TGACTGCTATAGAATGTAG-GAACATCACCATA
>Chimp
CTCAGAAGTGCAAAGGAGAAGTATTCAACAGGGTAT-AACTAGATCTAGTGTGCATTTTAACATTTGAAATACATATT
AAAATCGATGCATTT----AAAATGAACTCATG---atattattc---------------------------------
------------------------------------------------------------------------agccat
aaaagagaatgaaaccatgtcttttgcagcaacatggatggaactggagtctattatcataagtgaaacaacacagaa
acagaaagtcaaatactgcatgttctcatttataagtgagagctaaaaaataggtacacatg---gacacacagtgtg
gagtaatagacactgaagactcggaagggtgagagagtcagagggggatggggaatgagaaattacttaatgggtaca
atgtatattattt-ggtgatgaatacaccagaagcctggacttcaccactacataatatatccatgtaacaaaacagt
acttgtactcattaaatttatacaaataacttaaatttaaaat---AAAATAAGCTCATG---AACACCAGTCTATCT
--GCACCTTCCAATACTTTCTG---AAAAAAAAAC--------CACATAA-------------------ATTACATGG
------TATACTGTATACTCTG-ATGCTAAAGAA-TAAGTGTCTATTTTTCAATTAAATA---TATATA---AAAAAA
GATTTGAATGTTTAAATTAATTGATAGCTGATCTAAAAAAAAA----GGTAATCAGAA-TTTTTCAT-----------
TAGTTGTCACTACCTAGCAAATGTACAA-CCAGAAAGGAATTCCACAGTGGAACTAGACTCCTGTCGTCCTCC-----
TGACTGCTATAGAATGTAG-GAACATCACCATA
>Orangutan
CTCAGAAGTGCAAAGGAGAAGTATTCAACAGGGTAT-AACTAGATCTAGTGTGCATTTTAACATTTGAAATACACATT
AAAATCGATGCATTT----AAAATGAACTCATG---atattattc---------------------------------
------------------------------------------------------------------------agccat
aaaatagaatgaaaccatgtcttttgcagcaacatggatggaactggagtctattatcataagtgaaacaacacagaa
acagaaagtcaaatactgcatgttctcatttataagtgagagctaaaaaatgggtacacatg---gacatacagtttg
gagtaatagacactgaagactcggaagggtaagagagtcagagggggatggggaatgagaaattatttaatgggtaca
atctatattattt-ggtgaagaatacaccagaagcccagacttcaccactacataatatatccatgtaacaaaacggt
acttgtactcattaaatttatacaaataaattaaatttaaaat---AAAATAAGCTCATG---AACACCAGTCTATCT
--GCACCTTCCAATACTTTCTG---AAAAAAAAAA--------CACATAA-------------------ATTACATGG
------TATACTGTATACTCTG-ATGCTAAAGAA-TGAGTGTCTATTTTTCAATTAAATA---TATATA---AAATAA
GATTTGAATGTTTACATTAATTGATAGCTGATCTAAAAAAAAA----GGTAATCAGAA-TTTTTCAT-----------
AAGGTGTCACTACCTAGCAAATGTACAA-CCAGAAAGGATTTCACGACTGGAACTAGACTCCTGTCATCCTCCG----
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TGACTGCTATAGAATGTAG-GAA----------
>Baboon
CTCAGAAGTGCAAAGGAGATATATTCAACAGGGTAA-AACTAGATCTAGTGTGCATTTTAACATTTGAAATACACATT
AAAATTGATGCATTT----AAAATGAACTC------atattattc---------------------------------
------------------------------------------------------------------------aaccat
aaaaaagaatgaaaccatgtcttttgcagcaacatggatggaactggagtctattatcataagtgaaacaacagagaa
acagaaagtcaaatactgcatgttctcatttataagtgggggctaaataatgggtatacatg---gacatacagtatg
gaataatacacactgatgactcggaagtgtggaagagtcagaggcggatggggaatgagcaattatttaatgggtaca
atgtacattaatt-ggtgatgaatacaccaaaagcccagacttcaccactacataatatatccatgtaacaaaactgt
atttgtactcattaaatttatacaaataaattaaatt-----a---AAAACAAGCTCATG---AACACCAGTCTATCT
--GCACCTTCCAACACTTTCTG---AAAAAAAAAA------ACCACATAA-------------------ATTACATGG
------TATACTGTATACTCTG-ATGCTAAAAAA-TGAGTGACTATTTTTCAGCTAAGTA---TATATA---AACGAA
GATTTGAATGTTTAAATTAATTGATAGCTGACCTAAAAAAAAAAATGGGCAATCAGAA-TTTTTCAT-----------
TAGTTGTCACTACCTAGCAAATGCACAA-CCAGAAAGGAATTCCACAGTGGAACTAGATTCCTGTCATCCTCC-----
TGACTGCTATGGAATGTAA-GAACATTGCCATC
>Rhesus
CTCAGAAGTGCAAAGGAGACGTATTCAACAGGGTAT-AACTAGATCTAGTGTGCATTTTAACATTTGAAATACACATT
AAAATTGATGCATTT----AAAATGAACTCATG---atattattc---------------------------------
------------------------------------------------------------------------aaccat
aaaaaagaatgaaaccatgtcttttgcagcaacatggatggaactggagtctattatcataagtgaaacaacagagca
acagaaagtcaaatactgcatgttctcatttataagtgggggctaaataatgggtatacatg---gacatacagtatg
gaataatagacactgacgactcggaagtgtggaagagtcagaggcggatggggaatgagaaactatttaatcggtaca
atgtacattaatt-ggtgatgaatacaccaaaagcccagacttcaccactacataatatatccatgtaacaaaactgt
atttgtactcattaaatttatacaaataaattaaatt-----a---AAAATAAGCTCATG---AACACCAGTCTATCT
--GCACCTTCCAACACTTTCTG---AAAAAAAAAA-------CCACATAA-------------------ATTACATGG
------TATACTGTATACTCTG-ATGCTAAAAAA-TGAGTGACTATTTTTCAGCTAAGTA---TATATA---AAAGAA
GATTTGAATGTTTAAATTAATTGATAGCTGACCTAAAAAAAAA--TGGGCAATCAGAA-TTTTTCAT-----------
TATTTGTCACTACCTAGCAAATGTACAA-CCAGAAAGGAATTCCACAGTGGAACTAGATTCCTGTCATCCTCC-----
TGACTGCTATGGAATGTAA-GAACATTGCCATC
>Marmoset
CTCAGAAGTGCAAAGGAGAAGTATTCAGTGGGGTGT-AACTAAATCTAGTGTGCATTTTAACATTTGAAATACACATT
AAAATCAATGCATTT----AAAATGAACTTGTA---ctattcagccataaaaaagaatgaggtcagtggggtgtaact
aaatctagtgtgcattttaacatttgaaatacacattaaaatcaatgcatttaaaatgaacttgtactattcagccat
aaaaaagaatgaggccatgtcttttgcagcaac----atggaaccagagttcattatcataagcaaaacaacacagaa
acaaaaagtcaaatacagcatgttctcatttataagtgggagccaaataatgggtacacatg---gacatacactgtg
gaataatcgatactgaagactcagaagggtgcgagagtcggatgggaatggggaatgagaaattatttaatgggtaca
atgtacattatct-ggtgatgaatacaccaaaagcccagatgtcaccactacctaatatatccacgtaacaaaactgt
acttgtactcattaaatttatacaaataagttaaatttaaaat---AAAATAAGCTCATG---AACCCCAGTCTATCT
--GCACTTTCCAATACTTCCTG---GAAAGAAAAA---------ACATAA-------------------ATTACATGT
------TGTACTGTATACTCTG-ATGCTAAAGAA-TAAGTGGCTATTTTTCAACTAAATT---TATATA---AAAGAA
GATTTGAATGTTTAAATTAATTGATAACTGATCTTAAAAGAAA---AGGCAATCAGAA-TTTTTTAT-----------
TAGCAGTCACAACCTAGCAAACATACAA-CCAGAAAGGAATTCCACAGTGGAACTAGGCTCCTGTCATCCTCC-----
TGACTGCTATGGAATGTAA-AAACATCACTGTA
>Tarsier
CTCAGAATACCAAAGG--------------GAGCAT-AGCTAGATCTAGTGTGCA-ATTAAAATTTGAAACACACATC
AAAACTGATACATTT----AAAATGAGCTCAAA---atactattc---------------------------------
------------------------------------------------------------------------agccat
a---------gaaatcacacgtttcacaacaac-----------tggaggccatcatcttgggtgaaacaactcagaa
acagaaagccaactgttgcacatttttacttataagtggaaactaaacaatgaatgcacatg---gatacagagtgta
gaatgatggacacagaagactcagaaaggcaagagggtcacagggtattgtgagatgagaaattacttaattgatgca
atatacgttattcaggttacagaaacactaaacgtccaggccttaccacaacacaacatattcatgcaatgtagctgc
acctttattctttaaactaatacaaacgaataaaatgaaaaat---AAAATGAGCATGTG---AA---CAGCCTATTT
CAGCACCCTCCAAAACTTCTTG---GAAAAATAAT-------------AC-------------------ATTGCGTGG
ATGTACTATATTATCTACTCTG-ATACTAAAAAAGTTAGTGGATATTTTTAAACAAAATA---TATATT---AAAGAA
GATTTGAATGTTGAAATTAATGGATTGCTGATCTGAAAAATAG------TAACCACAA-TTTTTCATTCACGTTCACA
TGAATGCCACAACCAAGCATGTGTACGA-CCAGTGAGGAATTCTACAATGGAAGTAGACTCCTGCCATCTTCT-----
-----------------AG-GAA----------
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>Bushbaby
CTCAGAATTCCAC-----------------GGATGTAAACTACAGGCAAGGTGCATTTTAAAATCGGAAACACAGGTT
AAAACTGATGCATTC---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------AAAATAAGCTCATG---AACACGAGTCTATGT
TTGTACTCTCCAGTACATCCTG-----AACAAAAG--------CATCAAG-------------------ATTACAGGG
-----CTATGCTG----CACTC-TCACTAGAGTA-TGAGTGACTATTCTTCAACCAAATA---TATGCT---A---AA
GATTTGAATGCTTAAATTAAGTGACAGCTGACCTG----AAAA----AGTAATCACAG-TTTTTCAG-----------
TAGTGGTCACAACCTAGCAATGGTACAACCCAGGCAGGAATTCCACGTTGGAACTCAACTCCTGCTGTTCACCTCCT-
AGACTGCTATAGAATATAG--CACACCAGGG-A
>Mouse_lemur
CTCAGAATTCCAAAAGACAAGTGTCCTACGAGGCATAAACTATATCCACTGTGCACTTTAAAATTTGAAACACACATT
AA----TATGCATTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------AAAATAAGTCCATG---AACACTAGTCTATGT
CAGTACCCTCCAGTATTTCCTGGAGAAAAAAAAAA--------CCCCACA-------------------CTAATTTTG
-----TGGTTCTA----CTCAG-ATGCTAAACAA-TGAGTGACTATTTTTCAACCAAATA---TATGTT---A---AA
GATTTGAATGTTTAAACTAACTGATAGCTGACCTG---AAAAA----AGTAATCACAA-TTTTTCAT-----------
TAGTGTTCATAACCTAGCAAATGTACCA-CCAGGGAGGAATTCCACCGTGGAATTCAACTCCTGTCATCCACCCCCCA
AGACTGCTATGGAATGTCA-GTACACCAAGGTA
>Mouse
CTCAGAATTCCAA---AGCCACGCTCTGTGAGGCAT-GACCATGCCTCCTGTACATTTCAAAGTTTGAAACACATCTT
AAAAATTACGTAATT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------GGAGCTCA-----CAGTGCCATTCTTTT
TAAGTTTCCTCCCACATTTGCTA--AAAGGAAAATTATGTATCACTTCAG-------------------GCTACATAG
-----GATTATATT---CTTTGGATAATAAGGAA-CAGGCAGCTAGTTATCATGTAAACA---TATATC---A---AA
GATTTGGGAGTTTAAGTAAACATACAAACGATCTGAAAACAGC-------CACCACAA-GTTTTCTC-----------
TACTGGCCACAACCCAAAAAATGTACAT-CCAGTGTGGAACTCCAGAAGAGGAGTGGAC-TCCAACAGCCTCT-----
AGAACTCTTTGGAGTTGAG-G----------TG
>Dog
CTCAGACTTCCAAAGGCGAAGTGCTCTACAGGAAAT-AAATGTATCTAATGTACATTTAAAAAGTTGAAATACACATC
AAAATTGATGAATTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------AAAGTGAGCTTATG---AATTCCAGTCTATTT
CTGTGCCCTCCAATAATTCTTT---AAAAACAACA-----------ACAACAACAACAACAACAACAACAACAAATTG
-----GCACATTTTCCACTCTGGATGCTAAAGAA-TAAGTGAATATTTTTCAACCAGATA---TATA---------AT
GATTTCAATGTTTAAATTAATTGAAAGCTTAC---------AA-------AATTACAATTTTGTTAT-----------
TAGTGGTCACAGTCTAGCAAACTTATAG-TCAGTGAAGAATTCTATAGGGTTGTTAGACTTTGCCATTCCT-G-----
GGACTGCTATGGAATGGAACACACACCAAAGTC
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>Horse
CTCAGATTTCTATAGGAGAAGCATTCTGT-GGGCAT-AACTATATCT-ATGTGCATTTAAAAATTTGAAACACACACT
AAAATGTATGCATTT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------AAAAGGAGCTTATG---AATTACAGTCGACTT
CATTGCCCTGTAATACTTCCTG---ACAAAAAAGC-----------ATAA-------------------ATTACATTG
-----GCATGTTTTCTATTCTGGATGCTAAAGAA-TGCGTGGATATTTTTCAGCCAAATA---TATATT---AAAGAA
GATTTGGGTGT-----TTAATTGATAGCTGATGTGA---AAAA-------AATCACCATCTT-TTAT-----------
GAGTGGTCACGATCAAGCAAATGTATAG-TCAGCGAGGAATTCTACAGTGGGACTAGACTCCTATCATCCG-C-----
AGGCTGTTATGGAATGTAG-GCACACTGAGGTA
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Marker L114

>L1PB4_3'-End
-----------------------------------------gaaaggtgggagggtgggaggggggtgagggatgaga
aa---------------------------------------ttacctawtgggtacaatgtacactattcgggtgatg
gktacactaaaagcccagacttcaccactacgcaatatatccatgtaacaaaactgcacttgtaccccctaaatctat
aaaaataaaaaaa-----------------------------------------------------------------
------------------------------------------------------------------------------
--
>Human
AGGAATGTTGCACTTAGTCTTATCGTGATAACAGAACAATCCTTATAAGTTTCAACAACATCTGC-TTACAAACATGT
AGGAGGTGAGAACAAGTCCAATTTTT--ATTTTATCTCA--ttacttaatgagtacaatggacattattcaggtgatg
gacacacttaaagcccagacttcaccactatgaaatatgtctctgtgaggaaattgcacttgtactccttaaatttat
acaaataaaaaaacag--CAATA--AATA--CATA-AAGTGTCCTGTAAAA-TTCAGTGTTCTTGCAGTTGGTTCACA
GGTCCTATCCGAGCATAACA-AAATTATTTACACAGCTTGTAACGACCTATTATAGATGGTATTAGAAGAATTCTTCT
AA
>Chimp
AGGAATGTTGCACTTAGTCTTATCGTGATAGCAGAACAATCCTTATAAGTTTCAACAACATCTGC-TTACAAACATGT
AGGAGGTGAGAACAAGTCCAATTTTT--ATTTTATCTCA--ttacttaatgagtacaatggacattattcaggtgatg
gacacacttaaagcccagacttcaccactatgaaatatgtctctgtaaggaaattgcacttgtactccttaaatttat
acaaataaaaaaacag--CAATA--AATA--CATA-AAGTGTCCTGTAAAA-TTCAGTGTTCATGCAGTTGGTTCACA
GGTCCTATCCGAGCATAACA-AAATTATTTACACAGCTTGTAACGACCTATTAGAGATGGTATTAGAAGAATTCTTCT
AA
>Orangutan
AGGAATGTTGCACTTAGTCTTATCATGATAGCAGAACAATCCTTGTAAGTTTCAACAACATCTGC-TTACATACATGT
AGGAGGTGAGAACAAATCCAATTTTT--ATTTTATCTCA--ttacttaatgagtacgatgaacattattcgggtgatg
gacacacttaaagcccagacttcaccaccatgaaatatgtccctgtaaggaaattgcacttgtactccttaaatttat
acaaataaaaaaacag--CAATA--AATA--CATA-AAGTGTTCTGTAAAA-TTCAGTGTTCATGCAGTCGGTTCACA
GGTCTTATCCGAGCATAACA-AAATTATTTACACAGCTTGTAACGACCTATTATAGATGGTATTAGAATAATTCTTCT
AA
>Baboon
AGGAATATTGC-CTTAGTCTTATTGTGATAACAGAACAATCCTTTTAAGTTTCAGCAACATCTGC-TTACATACATGT
AGGAGGTGAGTACGAGTCCAATTTTT--ATTTTATCTCA--ttacttaatgagtacaatggacattattcaggtgatg
gatacacttaaagcccagacttctccactatgaaatatgaccatgtaagaaaattgtacttttacttcttaaatttgt
gcagat-aaaaaacag--CCATA--AATA--CATA-AAGTGTCATGTAAAA-TTCAATGTTCATGCAGTTGGTTCACA
GGTCCTATCTGAGCATAACA-AAATTATTTGCACAGCTTGTAATGACCTAGTTTAAGTGGTACTAGAACAATTCTTCT
AA
>Rhesus
AGGAATATTGC-CTTAGTCTTATTGTGATAACAGAACAATCCTTTTAAGTTTCAGCAACATCTGC-TTACATACATGT
AGGAGGTGAGAACGAGTCCAATTTTT--ATTTTATCTCA--ttacttaatgagtacaatggacattattcaggtgatg
gatacacttaaagcccagacttctccactatgaaatatgaccatgtaagaaaattgtacttttacttcttaaatttgt
gcagat-aaaaaacag--CCATA--AATA--CATA-AAGTGTCATGTAAAA-TTCAATGTTCATGCAGTTGGTTCACA
GGTCCTATCTGAGCATAACA-AAATTATTTGCACAGCTTGTAATGACCTAGTTTAAGTGGTACTAGAACAATTCTTCT
AA
>Marmoset
AGGTATATTGCACTTTGTCTTATCATGATAGCAGAACAATGCTTGTAAGTTTCAAGGACATCTGC-TTACATACATGT
AGGAGGTGAGAACAAGTCCAGT-------GTTTATCTCA--ttacttaatgcgtacaatgaacattattcaagtgcta
gatatacttaaagctcagacttcaccactatgaaatatgtccatgtaagaaaattgcacttgtattccttaaatttat
gcaaat-aaaaaacag--CAATA--AATA--CATA-AAGTGTCCTGTAAAA-TTCAGTGTGCATGCAGTCGGTTCACA
GGTCCTATCTGAACATAA----AATTATTCACACAGCTTGTAATGACCTATTATAGATGGTATGAGAATAATTCTTCT
AA
>Tarsier
AGGAATATTGCACTTAGTCTTA---TGAGAGCCAAACCATGCTTATAAATTTCAACAATGTCTGCTTTGTGTACATAC
AGAAGGTGAGAAAAAGCCCAATTTTT--AATTTATCTTA--ttacttactgggtatagtgtgcattattcaggtgatg
gacacactaaaagcccagacttcaccaccaaccaatgtatccatgtagcaaaattgcatttgcgccccttaaatttat
acaaat-aaacaacaa--CAACAACAATA--AATACAAGTGTCCTGCACAA-TTCAGTGCTCGTGAGGTCAGTTCACA
GGTCTTATCCAAACATAATA-AAATTATTTACACAGCTTCTAATGACGTATTATAGATGGCATTGTAAAGACTCTTCC
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AA
>Bushbaby
AGGAACACTGCCCTGAGTTTCATTACGATAGCCAAACAATGCCTGTAAGTTTCAACAACATCTGCTTTCCATGCACAT
AGAAGGTGCACATAAGCCCAATTTTT----------------------------------------------------
------------------------------------------------------------------------------
------------------AATTCTTTTCA--TTTA-AAGTATCCTATACAA-TCAAATGCTTATGCAGTCCCTTACCA
GATCCTTTCTGGACATAATA-AAATTATTTACATAGCTCTGAATGGTGTATCATAGATGGTATTATAGTGATTCTTCT
AC
>Mouse_lemur
AGGAATATTGCACTTCGTCTCATCGAGATAGCCAAACAATGCATATGAGTTT---CAACATCTGCTTTACATACACAT
AGAAGGTGAGCAC-AGTCCAATTTTT----------------------------------------------------
------------------------------------------------------------------------------
------------------AATTTATTTCA--TTGA-AAGTATCCTGTAAGA-TTCAGTGCTCATGCAGTCAGTTCACA
GGTCCTATCTGGACATAATA-AAATTATTGATATAGCTTCAAATGGCATAGTATAGATGGTAGTGTAATGATTCTTCT
--
>Tree_shrew
AGGACGAATGCACTTAGTAGTCAAATGGTAGCCCAATAATGGTTACGAGTTT---CAATATCTACTTTACATACACCC
GGAAGGTAAGAAAACGTCCAATTTTG----------------------------------------------------
------------------------------------------------------------------------------
------------------AATTAATCCCA--TTT-------------AAAA-TCC--------------TAGTTCAGA
GATTATATCTGGGCATAAAA-AAACTTTTTACATAGC------------------------ACAGTAATGATTCTCCT
GA
>Guinea_pig
GAAAATATTGTACTGCATCTAACCAGGATGACAAAACAGTGCT------GTGTGCAGATGTC-------TGCACACTC
AAAAGGTGAGAATAAGCCAAAATTTT----------------------------------------------------
------------------------------------------------------------------------------
------------------AATCTC-CATA-------AAGAGCTTTGTAAAA-TTCAGT-ATTCTTGGATCAGTGTGAA
GAGCCTAGCTGGGTACAACA-CAATTAGTTGCACAGCTTCTAATGCCATATTATAGATGGTATTGCAGTGATTTGCCC
AA
>Dog
AGTAATATCGCACTTAACCTAATCATGATAGTCAAATGGTGCTGAGAAGTTTTGACAACATCTGCTTTACAAGTATAT
GGAAGGCAAAGACAACCCCAATTTTC----------------------------------------------------
------------------------------------------------------------------------------
------------------AGTTTATCTGA--TTTA-ATGTGTTCTATAAAACTTCAGTGTTCACATCATCGGTTCACA
GACCCTCTCTGAACATAATA-AAGTTATTTACACAGCTGCTGATGGCATAGTCGAGGTAGAATTATTAGGATTCTCCC
AA
>Horse
AGTAACATTGCACTTAGTCTAGTCATGACAGTCAAACAATGCTTAGAAGTTTCAATTGTGTCTGCTTTACACATATAT
AGAGGATGAGGACAAACCTAAGTTTT----------------------------------------------------
------------------------------------------------------------------------------
------------------AATTTATCTCT--TTTA-ATGTGTTCTGTAAAAATTCAATGTTCACACCAT---------
---CCTATCTGAACATGATATAAGTTATTTACACAGCCGCTAATGGCATATTATAGTTGGCATTGTTCTGATTCTCCC
AA
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Marker L122

>L1PB4_3'-End
------------tagaactaccattcgatccagcaatcccactactgggtatctacccaaaggaaaagaaatcattat
atcaaaaagatacctgcact--------------------cgtatgtttatcgcagcactattcacaatagcaaagat
atggaatcaacctaagtgtccatcaatggatgactggataaagaaaatgtggtatatatacaccatggaatactactc
agccataaaaaagaat--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------gaaatcatgtcttttg---cagcaacatggatggaactggaggccattatcctaagtgaaa
taactcagaaacagaaagtcaaataccgcatgttctcacttataagtgggagctaaacaatgkgtacacatggacata
cagagtggaataatagacactggagactcmgaaaggtgggagggtgggagggggg--tgagggatgagaaattaccta
wtgggtacaatgtacactattcgggtgatggkta------cactaaaagcccagacttcaccactacgcaatatatcc
atgtaacaaaactgcacttgtaccccctaaatctataaaaataaaaaaa-----------------------------
--------------------------------------------------------
>Human
AGTTTCATGAGTTCACATCAGAACCAAATGAATGTTTTCT-----ATGTTAAGAAAAA-TATCAATTCCTC---TTTC
TCAGATTCAATGTCATGAAAGCTG---TTAAATACT----catagacttatctcagcacaattcacaatagcaaagat
atggaatcaacctaagtgttcataaatggaggattggataaagaaaatgtattacatacataccccggaatagtattc
agctataaagacgaat--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------gaaatcatgtcttctgtaaaagcaacatgggtggaactggaggcaattatcttaattgaaa
caactcagaaacacaaagtcaaacatcacatcatctcacttctaagtgggagctaaataatgtgtacagttggac-ta
gaatgtggaataatcaacattggagaatcagaag-aagggagg--gtggaggaagg-taaggggtgataaatgatgta
atagatacaatgta--ttatcatggtgacggtaatggttatgctaaaagccctgacttcaccactgcacaatatatcc
ctgtaacaaaactgtaattgtatccattaaatttatacaaataa---GAAAAA-TACT----TGGTGTTTCATGTTAT
TTACTTGGGGGAAATATAGTCTATGGTATGTAAATATTCTGAAAGTTTTC-ATTGA
>Chimp
AGTTTCATGAGTTCACATCAGAACCAAATGAATGTTTTCT-----ATGTTAAGAAAAA-TATCAATTCCTT-----TT
TCAGATTCAATGTCATGAAAGCTG---TTAAATACT----catagacttatctcagcacaattcacaatagcaaagat
atggaatcaacctaagtgttcataaatggaggattggataaagaaaatgtattacctacataccccagaatagtgttc
agctataaagacgaat--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------gaaatcatgtcttttgtaaaagcaacatgggtggaactggaggcaattatcttaattgaaa
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caactcagaaacagaaagtcaaacgtcacatcatctcacttctaagtgggagctaaataatgtgtacagttggac-ta
gaatgtggaataatcaacattggagaatcagaag-aagggagg--gtggaggaagg-taaggggtgataaatgatgta
atagatacaatgta--ttatcatggtgatggtaatggttatgctaaaagccctgacttcaccactacacaatatatcc
ctgtaacaaaactgtaattgtatccattaaatttatacaaataa---GAAAAA-TACT----TGGTGTTTCATGTTAT
TTACTTGGGGGAAATATAGTCTATGGTATGTAAATATTCTGAAACTTTTC-ATTGA
>Orangutan
AGTTTCATAAGTTCACATCAGAACAAAATGAATGTTTTCTCTTCTATGTTAAGAAAAA-TGTCAATTCCTC---TTTT
TCAGAT-CAATGTCATAAAGGCTG---TTAAATACT----catatactta-----gcacaattcacaatagcaaagat
atggaatcaatctaagtgttcataaatgaatgattgaataaagaaaatgtattacatatgtaccctggaatagtattc
agctataaagaagaac--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------gaaatcatgtcttttgtaaaagcaacatgggtggaactggaggcaattatcttaactgaaa
caactcagaaacagaaagtcaaacgtcacatcatctcacttctaagtgggagctaaataatgtgtacacttggac-ta
gaatgtggaataatcaacattggaaaatcagaag-gtgggagg--gtggaggaagg-taagggatgataaatgatgta
atagatacaatgtacattgttatggtgatggtaatggttatgataaaagccctgacttcaccactacacaatatatcc
ctgtaacaaaactgtaattgtatccattaaatttatacaaataa---GAAAAA-TACT----TGATGTTTCGTGTTAT
TTACTTGGGGGAAATATAGTCTATGGTATGTAAATATTCTGAAAGTTTTC-ATTGA
>Baboon
AGTTTCATAAGTTCACATCAGAAGCAAATGAATGTTTTCT-----ATGTTAAGAAAAA-TGTCAATTCCTC---TTTT
TCAGAT-CAATGTCATAAAAGCTA---TTAAATACT----aatatacttatatcagcacaattcacaatagcaaagct
atggaatcaacctaagtgttcaa----ggatgattggataaagaaaatgtatgacatacacacactggaatagtattc
agctataaagaagaat--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------ggaatcatgtcttttgtaaaagcaacatggatggaaatggagacaattatcttaattgaaa
caactcagaaacagaaagtcgaatgtcacatgatctcacttataagtgggagctaaataatgtgtacacttggac-ta
gaatgtggaatgatcaacattggcgaatcagaag-gtgggagg--gtgggggaagggtaagggatgataagtggtgta
atagatgcaatgtacattattagggtgatggtaatggttatgctaaaagccctgacttcagcactacacaatatatca
ctgtaacaaaactgtaattatatccattaagtttatacaaataa---GAAAAA-TACT----TGATGTTTCATGTTAT
TTACTTGGGGGAAATATAGTCTATGACACGTAAATACTCTGAAAGTTTTCCATTGA
>Rhesus
AGTTTCATAAGTTCACATCAGAAGCAAATGAATGTTTTCT-----ATGTTAAGAAAAA-TGTCAATTCCTC---TTTT
TCAGAT-CAATGTCATAAAAGCTA---TTAAATACT----aatatacttatatcagcacaattcacaatagcaaagct
acggaatcaacctaagtgttcataaatggatgattggataaagaaaatgtatgacatacacacactggaatagtattc
agctataaagaagaat--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------gaaatcatgtcttttgtaaaagcaacatggatggaaatggagacaattatcttaattgaaa
caactcagaaacagaaagtcgaacgtcacatgatctcacttataagtgggagctaaataatgtgtacacttggac-ta
gaatgtggaatgatcaacactggcgaatcagaag-gtgggagg--gtgggggaagg-taagggatgataagtggtgta
atagatgcaatgtacattattagggtgatggtaatggttatgctaaaagccctgacttcagcactacacaatatatca
ctgtaacaaaactgtaattatatccattaagtttacacaaataa---GAAAAA-TACT----TGATGTTTCATGTTAT
TTACTTGGGGGAAATATAGTCTATGATACGTAAATATTCTGAAAGTTTCC-ATTGA
>Marmoset
AGTTTTATAAATTCACGTCGGAACCAAATGAATGTTTTCTCTTCTATGTCAAGAAAAA-TGCCAATTCCTC--TTTTT
TCAGAT-CACTGTCATAAAAGCTA---TTAAATACT----catatacttatctaagcacaattcacaa-ggcaaagat
atggaatcaacctaagtgttcataaatagactactggataaaggaaaggtgttacacacacacactggaatactatac
agctataaagaagaatATTCTTCTTTTTTTAAATTATACTTTAAGTTCTGGGCTACATGTGCGGAACATGCAGGTTTG
TTATGTAGGTATACACATGGCATGATTGTTTGCTGCATCGATGCCCCTGTCATGTACCTTAGGTATTTCTCCTAATGT
TAGCCCCACCGGATCCCCTCACCTCCTGCTATCCCTCCCCTAACCCCTCCCATCCCCTAACAGGCCCTGGTTTGTGAT
GTTCCCCTCCCTGTATCCATGTGTTCTCATTGTTCAACATCCACTTATGAGTAAGACTATGTGGTGTTTGGTTGTCTG
TTCTTGTGTCAGTTTTCTGAGAATGATGGTTTCCAGATTCATCCATGTCCCTGCAAAGAACATGAACCCATCCCTTTT
TATAGCTGCATAGTACTCCATGGCATATATGTGCCACATTTTCTTTATCCAGTCTATCATTAGTGGGCATTTGGGTTG
ATTCCAAGTCTTTGCTATTATAAACAATACCACAATAAACATATGTGTGCATGTGTCTTTATAATTGAATGTTTTATA
ATCCTTTGGGCATACACCCAGTAATGGGATTGCTGGATCAAATGGAATTACTATTTCTAGATCCTTGAGGAATCGCCC
CACTATCTTCCACAATGGTTGAACTAATTTACACTCCCACCAACAGTGTAAGTAAAAGTGTTCCTATTTCTCCACATC
CTCTCCAGCATCTGTTGTCTCCAGATGTTTTAATGATTGTCATTCTAACTGGCGTGAGATGGTATCTCAATGTGGTTT
TGATTTGCATTTCTCTAgaaatcatgtcttttgtaaaagcaacatggatggaactggaggcaattctcttaattgaaa
caactca--aacagaaagtcaaaagtcacatgatctcactgataagtgggagctacataatgtgtacacttggac-ta
gaatgtggaatcatcaacattagagaatcagaag-gtgggagg--gtgggggaggg-taagggatgataagttactta
atagatacaatgtacattattattgtgatggtaatggttatgctaaaagacccaacttcaccactacacaatatatcc
atgtaacaaaactgtatttgtatccatcaagtgtatacaaataa---GAAACA-TATT----TGATGTTTCATGTGAT
TTACTTTGGGGAAATATAGTCTATGGTATCTAAGTATTCTGAAGGTTT-C-ATTGA
>Tarsier
AATTTTATAAATTCATATCAGAGTTTAATGAATATTTCCTATTCTATGTTAAGAAAAA-TATCAGTTCCTC---TTCT
ATAAAT-----GTCATAAAAGCTA---TATAAATAT---ttgtgtgtttattgcagttctattcccaataacaaagat
atggaatcagtctaaatgtccatcaataaatgactggataaagaaaatgtagtatacatacacaatagactacaattc
agccataaaaaagaat--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------gaaatcatatatttgtca----caacatggatggaactggagaccattgttttaggtaaaa
caactcagaaacagaaagtcaaataccgcatattctcatttataaatggaa-ctaaataagatgcacacaagaacaca
gaatgtgtagtaccagacattggagactttaaagtgtgggaagaggtataggaag--taagttatgagaaattactga
atgggtacagtgtacatttttgggg----ggtaattgtt---------gccctgatttcacctcaacacaatatatcc
atgtaaaaacactgcacttgtatcccctaaatttaaacaaataa---AACAAAATATT----TCATGTT-------AT
TTAATTAGGGGAAGTACACTTTATGGTAAATAAATATTTTGAATGTTTTA-ATTGA
>Bushbaby
CATTTTATGAACTCACATTAGAGCTGAGTCAATGTTTTCTGTTCCTTCTTAAGAAAAAATCTCAGTTGCTCATTTTCT
GAGGAT-CAATGCTGTAAAAGTTA------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------TATGAG-TACT----TTATCTTTCATGTTAT
TTAAATGGGGGAAATATAATCTATGGTAAATGAATATTCTG----TTTCG-ACTGA
>Mouse_lemur
AATTTCAGAAACTCATGGTAGAGCTGAAAGAATGTTTTCTATTCCATCTTAAGAAAAA-TGTCAA---ATC---TTTT
GCAGGC-CAATGTCATAAAAGCTA------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------AAAGAA-TAAT----TGATCTTTCATGTTAT
TTATTTGGGGGAAATATAATCTATGATAACTAAATAT-------------------
>Tree_shrew
----TGATGAACTTGCATTATATTCAAATGAATGTTTTCTATTCTATCTTGAAAACAC-TGTCAGTTCTTCCTATTTG
GCAGCT-AAATATCAT-AAAGCTA------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------TATAAA-TCCT----TGATGTCTTATGTATT
TTG---------AATACAATCTATGGCAACTAAATATTCTGAATGTTTAT-ATTAA
>Guinea_pig
AGTTTCATGAACTCACATAGGATTCTAGTGAATGTTTTCTATTTTATGTTAAGAAAAA-TGTGAATTTCTCATCTTTT
GAATGT-CAGT-GGATAACAGCTA------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------TATAAA-TGCT----TGATGTTTCATGTTAA
CTACATTAA----ATATTGCTTATAGTAATAAATTATTTTGAATATTTTA-ACTGA
>Dog
AATTTCACGAACTCAC---AGAGCCAAATGAATGTTTTCTATTCTATCTTTTAAAAAA-AGTCAATTTTTCTTCTTTC
ACAAGT-CAATATTATAAAAATTA------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------CATGAA-TACT----CCATGCTTCATTTTAT
TGAATTAGGTGAAATATGGTCTATGGTAACTGAAT--TCTAAATTTTTCC-ATTGA
>Horse
--------------------GAGCCAGATGAATATTTTCTATTCTATCTTAAGAAAAA-TGTCAATTTCTCATCTTTT
-CAAGT-CAATGTAATAAAAATTA------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------TATAAA-TATT----TTATGCTTCATTTTGT
TGATTTGAGTGAAATATGGTCTATGGTAACTAAACATTCTGAATGTTTTC-ATTGA
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Marker M02

>MSTB1
------------------------------------------------------------------------------
----------------------------------------------------------tgtcttagtccattttgtgt
tgctataaaggaatacctgaggctgggtaatttataaagaaaagaggtttatttggctcacggttctgcaggctgtac
aagaagcatggcgccagcatctgcttctggtgagggcctcaggctgcttccactcatggcggaaggtgaaggggagcc
ggcgtgtgcagagatcacatggcgagagaggaagcaagagagagaggaggg----aggtgccaggctctttttaacaa
ccagctctcgcgggaactaatagagtgagaactcactcatccccac-cccgagggaggg-cattaatctattcatgag
ggatccgcccccatgacccaaacacctcccattaggccccacctccaacactggggatcaaatttcaacatgaggttt
ggaggggacaaac-------atccaaactatagca-------------------------------------------
------------------------------------------------------------------------------
-
>Human
TCCTTCACAAAAATTTTAAGATCTTGATCTATAAATTTATACTCTAAACTTTTACATGAATCAGAACTGTTA-AAAA-
--TACTCTGGATTCTATAGTTATCTTCTAGCAACCAGTATGACTCC---CAAAAT---tgtcctagtccatttatg-t
tgctgtaaaggaatacctgcggctagataatttacaaagaaaagagttttatttggcttgtgattctgcaggctatgc
aagaagcatggtaccagcatctgcattta-tgagg-tctcaagttgcttccactcatggcagagggtgaaagggaccc
agtgtgtgaagagatcacatggcaagaggg---------------agcaggcctaagattcccggctcttttcaacaa
ccacttcttgtgggaatagtga--aaa--------ctcact--cactcctgagagaatttcatcaagccatccacgag
ggatccacttccgtagcccaaaca----cca--------------------tgggcatcaaatttcaacatggaactt
ggtgaagcaaaacataccatatgcaagccatggca---CAAAT---AATTACCCTAAAACACAATATATTCACCATGT
TATAATTGGAAAAAA-TCAATGTCTACATCGTAGGTAGAATTTTGTTAATTATATAGTTTCC-TTACTCATGCCATTC
T
>Chimp
TCCTTCACAAAAATTTTAAGATCTTGATCTATAAATTTATACTCTAAACTTTTACATGAATCAGAACTGTTA-AAAA-
--TACTCTGGATTCTATAGTTATCTTCTAGCAACCAATATGACTCC---CAAAAT---tttcctagtccatttatg-t
tgctgtaaaggattacctgcggctagataatttacaaagaaaagagttttatttggcttgtgattctgcaggctgtgc
aagaagcatggtaccagcatctgcattta-tgagg-tctcaagttgcttccactcatggcagaaggcgaaagggaccc
agtgtgtgaagagatcacatggcaagaggg---------------agcaggcctaagattcccggctcttttcaacaa
ccacttcttgtgggaatagtga--aaa--------ctcact--cactcccgagagaatttcatcaagccatccacgag
ggatccacttccatagcccaaaca----cca--------------------tgggcatcaaatttcaacatggaactt
ggtgaagcaaaacataccatatgcaagccgtggca---CAAAT---AATTACCCTAAAACACAATATATTCACCATGT
TATAATTGGAAAAAA-TCAATGTCTACATCGTAGGTAGAATTTTGTTAATTATATAGTTTCC-TTACTCATGCCATTC
T
>Orangutan
TCCTTCACAAAAATTTTAAGATCTTGATCTATAAATTTATACTCTAAACTTTTACATGAATCAGAACTGTTA-AAAA-
--TACTCTGGATTCTATAGTTATCTTCTAGCAACCAATATGACTCC---CAAAAT---tgtcctagtccatttatg-t
tgctgtaaaggaatacctgcggctagctaatttacaaagaaaagaggtttatttggctcgtgattctgcagggtgtgc
aagaagcatggtaccagcatctgcattta-tgagg-tctcaagttgcttccactcatggcagaaggcgaaagggaccc
agtgtgtgaagagatcacatggcaagaggg---------------agcaggcctaagattccaggctcttttcaacaa
ccacttcttgtgggaatagtga--aaa--------ctcact--cactcccgagagaattacatcaagccattcacgag
ggatccacttccataacccaaacaactcccaccaggctcaacctccatcactgggcatcaaatttcaacatggaactt
ggtgaagcaaaacataccatatgcaaaccacagca---CAAAT---AATTACCCTAAAACACAATATATTCACCATGT
TATAATTGGAAAAAA-TCAATGTCTACATCGTAGGTAGAATTTTGTTATTTATATAGTTTCC-TTACTCATGCCATTC
T
>Baboon
TCCTTCACAAAAATTTTAAGATTTTGATCTATAAATTTGTACTCTAAACTTTTACATGAATCAGAACTGTTA-AAAA-
--TACTCTGGATTCTATAGTTATCTTCTAGCAACAAATATGACTCC---CAAA-T---tgtcctagtccacttatg-t
tgctgtaaaggactacccgtggctagataatttacaaagaaaagaggtttatttggctcatggttctgcaggctgtgc
aagaagaatggtaccagcatctgcattta-tgagggtctcaagttgcttccactcatggcagaaggcgaaagggaccc
agtgtgtgaagggatcacgtggcaaaaggg---------------agcaggcataagcttccaggctcttttcaacaa
ccacttcttgtaggaatagcga--aaa--------ctcact--cactcctgagataattacatcaagccattcatgag
ggatccacttccataacccaaacacttcccaccatgctccacctccatcactgtacatcaaatttcaacatggaactt
ggtgaagcaaaacataccatatgcaaaccatggcg---CAAAT---AATTACCCTAAAACACAATATATTCACCATGT
TATAGTTGGAAAAAA-TCAATGTCTACATCGTAGGTAGAATTTTGTTATTTATATAGTTTCC-TTACTCATGCCATTC
T
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>Rhesus
TCCTTCACAAAAATTTTAAGATTTTGATCTATAAATTTATACTCTAAACTTTTACATGAATCAGAACTGTTA-AAAA-
--TACTCTGGATTCTATAGTTATCTTCTAGCAACAAATATGACTCC---CAAA-T---tgtcctagtccacttatg-t
tgctgtaaaggactacctgtggctagataatttacaaagaaaagaggtttatttggctcatggttctgcatgctgtgc
aagaagaatggtaccagcatctgcattta-tgagggtctcaagttgcttccactcatggcagaaggcgaaagggaccc
agtgtgtgaagggatcacgtggcaaaaggg---------------agcaggcataagcttccaggctcttttcaacaa
ccacttcttgtaggaatagcga--aaa--------ctcact--cactcctgagataattacgtcaagccattcatgag
ggatccacttccataacccaaacacttcccaccatgctccacctccatcactgtacatcaaatttcagcatggaactt
ggtgaagcaaaacatgccatatgcaaaccatggcg---CAAAT---AATTACCCTAAAACACAATATATTCACCATGT
AATAGTTGGAAAAAA-TCAATGTCTACATCGTAGGTAGAATTTTGTTATTTATATAGTTTCC-TTACTCATGCCATTC
T
>Marmoset
TCCTTCACAAAAATTTTAAGATCTTGATCTATAAATTTATACTCTAAACTTTTACATGAATCAGAACTATTA-AAAA-
--TACTCTGGAATATGTAGTTATCATCTAGCAACCAATATGACTCC---CAAA-T---tgtcctggtccatttatg-t
tgctataaaggaatacctgagggtagataatttataatgaaaagaggtttatttggctcatggttctgaaggctgtgc
aagaagcatggtaccagcatctgtattta-tgagggtctcaagttgcttccactcatggcagaaggcaaaagagatcc
agtgtgtgaagagatcacacggcaagaggg---------------agcaggcataagggtccaggctgttttcaacaa
ccacttcttgtggga-tagtaa--aaa--------ctcact--cattcctgggagaattacatcaagccattcatgag
ggatccacttctgcaacccaaacacttcccacgaggctccacctccatcactgagcatcaagtttcaacacggaactt
agtaaagcaaaacataccatgtacaaaccatggca---CAAAT---AATTACACTAAAATACAATATATTCACCATAT
TTTAACTGGAAAAAAATCAATGTGTACATCATAGGTAGAATTTTGTTATTTTTATAGTTTCC-TTACTCATGCCATTC
T
>Tarsier
TCCTTCACAAAATTTGTAAGCTCTTGATCTATAAATTTATACTCTAAGCTTTTACATAAATCACAACCGTTAGAAAA-
--TACCCTGGATTTTATAGCTGTCTTCCAAAAACCAAGATGGCTCC---CAAA-T---tgcctcagtccgtgtgtg-c
tgctataaaggaacactca-gacagggttgtttatgaaggaaagaggtttgttggactc-cagttctgcaggctgtcc
aagctgcatgatgccagcatctacatccagtgagg-cctcaagctacgtctgctcagggcagaaggcaaaggggaccc
-gcctgtgcaaaggtcactcggccagagagcagatacagagggagagcaggggggag---ccaggctcttctcagtag
t--------gagggccccatcacagag--------ctcagt--cactcctgagagaacgacaggaggccctctgcagg
gggtcca-gcccatggcccaagcacctcccagcacgctccacctctgacagcggggatcagatatccacaggagactt
gttggggctcaacaatccctgtccaagccacagca---CGCGT---CAGTGCCCTCAAACTTACTGGAGCCGCCATTT
TCTTAGTTGGAAAAG-TCCTCG----------AGGTGGACTTCTGTTATTTATGTAGTTTTCGCTACTCGTGCTGTTC
T
>Bushbaby
TCC---ACAAAAATTACAAGGT-TTGATCTATAAATTGATATTCTAAGCTTATACATACAATAGAACTGATA-AAAA-
--TGCCTTGGATTCTATGGCTTTTTTCCAGCAACCAATATGAC-CC--------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------TAAAT------TACCCTAAAACATAGTACATTAACCATTG
A-------GAAAATA-TTAGTGATTATATTCTAGGTAGAATTTTGCTATTAATGTAATCACCTCTAACCATATGGTTC
T
>Mouse_lemur
------------------------------------------------------------------------------
---------------------ATTTTCCAGCAACCAATATGACTCC--------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------TAAAT---AATTACCGTAAAACATAGTATGTTCGCCATTT
ATTAATTGGAAAAAA-ACAATGTCTATATTCTAGGTAAAATTTTGTTATTTATGTAGTTTCCTCCATTCATACGATCC
T
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>Dog
TTGTCACCAAAA---------TCGTAATCTATACATTCCTACCC-------TTACTTAAACCAGAACTGTTA-AAAAA
AATACTTTGGATCCTGTAGTTATCTTTTAAAATCCAGCACAATTCC--------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------CAAAT---AATTACCCAAAAGCATGATATATTAACCTTTT
GAATAAGAAAAAAAAATCAGCATCCACACACTAGGTGGAATTTTGTTATTTACATA-TTTCCGCTACTCCTGATATTC
T
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Marker M11

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----tgctatagtttggat----------gtttgt----cccctccaaacctcatgttgaaatttgatccccagtgtt
ggaggtggggcctaat-----gggaggtgtttgggtcatggggg------cggatccctcatgaatagattaatgccc
tccc--tcggggt--ggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggc
acctccc--------------tcctctctctcttgcttcctctctcgccatgtgatctctgc----------------
-----acacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggc
gccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttt-tctttataaattacccagcctcaggta
ttcctttatagcaacacaaaatggactaagaca---------------------------------------------
------------------------------------------------------------------------------
---
>Human
TC---CTCTGCTGCAGGTCTACTG-AACCACTTGTG-CTTATCAGGTT------GTG-CCGAATTCTTTCCCTCTTCT
TCCATTCACATCCCCATCTTGCCTACCTGGTAAACTCCCAGTTGCTCTTCTAGTCTCAACTCAAGTGCTGACTTCTCT
AAGAGATGGTCT-TAAACTCCTCATAAGACAAAGTCAGATAACTCCTTCTTCAAGCTAAAATAGTATATTCCTATTTG
ATTATGTGCCA-CATTGG-ATTCTGAACACCTGCCTAGAGGTCTGGGTGC-------------------CCC-GTCAC
CTGGAAACTCATGTTGTATCCATTTCTAAACTTTTAGGGGTTGAAGCTACAACAA----------------TCAATAA
GGATAGGCACCC--TGTTTACCT------AAGTACAATATTTTT-----------CTCAATCTTTATAATACACAATG
CTACAGTCTTTT---------------------TTTGTAGTAAAACTAAATCCAAATAAATAAGTGGTAAAACTGAGC
TGTGAG------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ACCAAA
GCTCCTGCTCTTCATCACTGGCCAGT-CCAGATTC---CAGG------------------------------------
A---tgctgtggtttgaatatg-------gtttgtttggccctgctaagtctcatattaaaatttgatccccattgtg
ggaggtaaggttgcatagggtgggaggcatttggatcctgggggtgaggttgggtccctcatgaacgtcatggtgcct
ttctcatgggagt----------gtgagttc-ttacttttgg-ttcccctgaaaactggttgctaaaaagagcctggc
gcctcct---------------cctctccctcttgcttcctctcttgccatctgacttctgc----------------
-----ataggctggctcctcctcaactactgccgtgagtggaagcagcctgaagc-ctcaccagaagcaagtgtgggc
gccatgctttttgtacagcctgcagaacca-------aataaacctcttt-tatttataagttacccagtctcaggta
ttgctttacagaaacacaaa-cagact--gaca---CAGGA---ATA-------GAATAATTTCAATGAATAAATAAA
-TAGAATCTTATAACCAAATCATAGAAGTGGCAGCTCCC-TTTTAAA-----AC-TTA--GTGTTCCTTTCAAAACAT
ATT
>Chimp
TC---CTCTGCTGCAGGTGTACTG-AACCACTTGTG-CTTATCAGGTT------GTG-CCAAATTCTTTCCCTCTTCT
TCCATTCACATCCCCATCTTGCCTACCTGGTAAACTCCCAGTTGCTCTTCTAGTCTCAACTCAAGTGCTGACTTTTCT
AAGAGATGGTCT-TAAACTCCTCATAAGACAAAGTCAGATAACTCCTTCTTCAAGCTAAAATAGTATATTCCTATTTG
ATTATGTGCCA-CATTGG-ATTCTGAACACCTGCCTAGAGGTCTGGGTGC-------------------CCC-GTCAC
CTGGAAACTCATGTTGTATCCATTTCTAAACTTTTAGGGGTTGAAGCTACAACAA----------------TCAATAA
GGATAGGCACCC--TGTTTACCT------AAGTACAATATTTTT-----------CTCAATCTTTATAATACACAATG
CTACAGTCTTTT---------------------TTTGTAGTAAAACTAAATCCAAATAAATAAGTGGTAAAACTGAGC
TGTGAG------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------ACCAAA
GCTCCTGCTCTTCATCACTGGCCAGT-CCAGATTC---CAGG------------------------------------
A---tgctgtggtttgaatatg-------gtttgtttggccctgccaagtctcatattaaaatttgatccccattgtg
ggaggtaaggttgcatagggtgggaggcatttggatcctgggggttaggttgggtccctcatgaacgtcatggtgctt
ttctcatgggagt----------gtgagttc-ttacttttgg-ttcccctgaaagctggttgctaaaaagagcctggc
gcctcct---------------cctctccctcttgcttcctctcttgccatctgacttctgc----------------
-----ataggctggctcctcctcaactactgccgtgagtggaagcagcctgaagc-ctcaccagaagcaaatgtgggc
gccatgctttttgtacagcctgcagaacca-------aataaacctcttt-tatttacaagttacccagcctcaggta
ttgctttacagaaacacaaa-cagact--gaca---CAGGA---ATA-------GAATAATTTCAATGAATAAATAAA
-TAGAATCTTATAACCAAATCATAGAAGTGGCAGCTCCC-TTTTAAA-----AC-TTA--GTGTTCCTTTCAAAACAT
ATT
>Orangutan
TC---CTCTGCTGCAGGTCTACTGAAACCACTTGTGCCTTATCAGGTTG-----GTGCCCAAATTCTTTCCCTCTTCT
TCCATTCACATCCCCATCTTGCCTACCTGGTAAACTCCCAGTTGCTCTTCTAGTCTCAACTCAAGTGCTGACTTCTCT
AAGAGACTGTCT-TAAACTCCTCATAAGACAAAGTCGGATAACTCCTTCTTCAAGCTAAAATAGTATATTCCTATTTG
ATTATGTGCCA-CATTGGCATTCTGAACACCTGCCTAGAGGTCTGGGTGC-------------------CCC-GTCAC
CTGGAAACTCATGTTGTATCCATTTCTAAACTTTTAGGGGCTGAAGCTACAACAA----------------TCAATAA
GGATAGGCACTC--TGTTTACCT------AACTACAATATTTTT-----------CTCAATCTTTATAATACACAACG
CTACAGTCTTTT---------------------TTTGTAGTAAAACTAAATCCAAAGAAATAAGTGGTAAAAC--AGC
TGTGAG------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ACCAAA
ACTCCTGCTCTTCATCACTGGCCAGTCCCAGATTC---CAGG------------------------------------
A---tgctgtggtttgaatatg-------gtttgtttggccctgccaagtctcatatttaaatttgatccccattgtt
ggaggtaaggttgcatagggtgggaggcatttggatcctgggggtgaggtcgggtccctcatgaacgtcatggtgcca
ttctcatgcgagt----------gtgagttcgttacttgtgg-ttcccctgaaaactggttgctaaaaagagcctggc
gcctcct---------------cctctccctcttgcttcctctcttgccatctgacttctgc----------------
-----ataggctggctcctcctcaactactgccatgagtggaagcagcctgaagc-ctcatcagaagcaaatgcgggc
accatgctttttgtacagcctgcagaacca-------aataaacctcttt-tatttataagttacccagcctcaggta
ttgctttacagaaacacaaa-cagact--gaca---CAGGA---ATA-------GAATAATTTCAATGAATAAATAAA
-TTGAATCTTATAACCAAATCATAGAAGTGGCAACTCCCTTTTTAAA-----AC-TTA--GTGTTCCTTTCAAAACAT
ATT
>Baboon
TC---CTCTGCTGCAGGTCTACTG-AACCACTTGTG-CTTATCAGGTT------GTG-CCAAATTATTTCCCTCTTCT
TCCATTCACATTCCCATCTTGCCTACCTGGTAAACCCCCACTTGCTCTTCTAGTCTCAACTCAAGTGCTGACTTCTCT
AAGAAACAGTCT-TAGACTCCGCGTAAGACAAAGTCAGATAACCCCTTCTTCAAGTTGAAATGGTATATTCCTATTTG
ACTATGTGCCA-TGTTGG-ATTCTGAACACCCGCCTAGAGGTCTGGGTGC-------------------CCC-GTCAC
CTGGAAACCCGTGTTGTATCCATTTCTAAACTTTTAGGGGCTGAAGCTACCACAA----------------CCGATAA
GGATAGGCACTC--TGTTTACCC------ACGTGCAAT----------------------TCATTGTAATACACAATG
ATACAGTCTTTT---------------------TTTGTAGTAAAACTAAATGCAAAGAAATAAGTGGTAAAACTGAGC
TGTGAG------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ACCAGA
GCTCCGGCTCTTCATCACCGGCCAGT-CCAGAGTC---CAGG------------------------------------
A---tgctgtggttggaatatg-------gttcgtttggccctgccaaatctcatagtaaaatttgacctccattgtt
ggaagtaaggttgcatagggtgggaggcatttggatcctgggagggaggtcgggtccctcatgaacgtcgtgatgcca
ttctcacgggagt----------gtgagttc-ttacttttgg-ttcctctgaaaactggttcctaaaaagagcctggc
gcctcct---------------cctctccctcttgcttcctctcctgcggtctgacttctgc----------------
-----ataggctggctcctcctcaactactgccatgattggaagcagtctgaaac-ctcatcagaagcaaatgcgggc
accatgctttttgtacagtctgcagaacca-------aataaacctcttt-tatttgtaagttacccagcctcaggta
ttgctttacagaaac----a-cagact--gaca---CAGGA---CCA-------GAACAATTTCAATGAATAAATAAA
TTTGAATCTTATAACTAAATCATAGAAGTGGCAGCTCCC-TTTTAAA-----AC-TTAAGGTGTTCATTTCAAAAC--
ATT
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>Rhesus
TC---CTCTGCTGCAGGTCTACTG-AACCACTTGTG-CTTATCAGGTT------GTG-CCAAATTATTTCCCTCTTCT
TCCATTCACATTCCCATCTTGCCTACCTGGTAAACCCCCACTTGCTCTTCTAGTCTCAACTCAAGTGCTGACTTCTCT
AAGAAACAGTCT-TAGACTCCGCGTAAGACTAAGTCAGATAACCCCTTCTTCAAGTTAAAATGGTATATTCCTATTTG
ACTATGTGCCA-TGTTGG-ATTCTGAACACCCGCCTAGAGGTCTGGGTGC-------------------CCC-GTCAC
CTGGAAACCCATGTTGTATCCATTTCTAAACTTTTAGGGGCTGAAGCTACCACAA----------------TCGATAA
GGATAGGCACTC--TGTTTACCC------ACGTGCAATATTTTT-----------CTCATTCATTGTAATACACAATG
ATACAGTCTTTT---------------------TTTGTAGTAAAACTAAATGCAAAGAAATAAGTGGTAAAACTGAGC
CATGAG------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------TCCAAA
GCTCCGGCTCTTCATCACCGGCCAGT-CCAGAGTC---CAGG------------------------------------
A---tgctgtggttggaatatg-------gtttgtttggccctgccaaatctcatagtaaaatttgacctccattgtt
ggaggtaaggttgcatagggtgggaggcatttggatcctgggagggaggtcgggtccctcatgaacgtcatggtgcca
ttctcacgggagt----------gtgaattc-ttacttttgg-tttccctgaaaactggttgctaaaaagagcctggc
gcctcct---------------cctctccctcttgcttcctctcctgcggtctgacttctgc----------------
-----ataggctggctcctcctcaactactgccatgattggaagcagtctgaaac-ctcatcggaagcaaatgcgggc
accatgctttttgtacagtctgcagaacca-------aataaacctcttt-tatttgtaagttacccagcctcaggta
ttgctttacagaaac----a-cagact--gaca---CAGGA---CCA-------GAACAATTTCAATGAATAAATAAA
TTTGAATCTTATAACTAAATCATAGAAGTGGCAGCTCCC-TTTTAAA-----AC-TTAAGGTGTTCATTTCAAAAC--
ATT
>Marmoset
TCTCTCTCTTCTGCAGGTCTACTG-AACCACTTGTG-CTTATCAGGTT------GTG-ACAAATTATTTCCCTCTTCT
TTCATTCACATCCCCATCTTGCCTACCTGGTAAATCCCAACTTGTTCTTCTAGTCTCAACTCAAGTGCTGACTTCTCT
AAGAAACTGTCT-TAGACTCCTCATGAGACAAAGTCAAGTAACCCCTTCTTCAAGCTAAAATAGTATATTCCTATTTG
ATTATGTGTCA-TGCTGG-ATTCTGAACACCTGCCTAGAGGTCTGGGCAC-------------------TTT-GTCAC
CTGGAAACCCATGTTGTATTCATTTCTAAATTTTTAGGGGCTGAAGCTACAATAA----------------TTAATAA
GTATAGGTGCTC--TATTTATTT------AAGTACAATAT-----------------------TTATAATACACAATG
ATACAATCCTTT---------------------TTGGTAGTCAAACCAAATCCTAAGAAATAAGTGGCAAAACTGATC
TGTGAG------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ATCAAA
GCCCCTGCTCTTCATCA-TGGCCAGT-CCAGATTC---CAGG------------------------------------
A---tgctgtggcttgaatatgtttttttttttttttggccctgccaagtcttatactgagattgcatctccattgtt
ggaagtaaggttgcatagggtgggaggcatttggaccctaggggtgggatcaggtcc--catgtatgtcatagtacca
ttctcatg-gagt----------gtgagttc-ttacttttgg-ttcccctgaaaactggctgctgcaaagaacctggt
gcctcct---------------cttctccctgttgcttcctttcttgccatctgacttctgc----------------
-----acaggctggctcctcgtcatctactgcca---------------tgaagt-ctcaccaaaagcaaatgc-agc
atcatgcttttggtacagtctgcagaacca-------aatacacttcttt-tctttttaagttacccagcctcagtta
ttcctttacagaaacacaaa-cagact--gaca---CAGAA---CTAAATGAATGAACTATTTCGATGAATAAATCAA
TTTGATTCTTACAGACAAATCATAGAAGTGGCAGCTCCC-TTTTAAA-----CC-TTGA-GTGCTCACTTCAAAACGT
ATC
>Tarsier
TCTCCCTGTGCTATAGCTGGACTA-AACTATTTGTG-TTTATCCCACTA-----GTG-CCAAATTCCTTCC-------
-----TCATTTCCCCAGCTACCCTACTTGGTAAACCCTTACTTGCTCTTCAAGTCTCAACTCAAGTGCTGCTTTCTCT
CAGAAACTGTCT-TAGACTCCTCATAGGACAAAGT-AGGTAACCCCTTCTTGAAGTTAAAGTAGTATATCCCTGTTTT
ACCATGTGTCA-GGTTGT-GTTCTGAACACATGCCTAGAGACCTGCCTAT-------------------TC---TCAT
CTGGGAACTCATGTTGTAGCCATTACTAAACATTTAGGGGCAGAGACCATTATAA----------------TCAATAA
TGATAGGCACTCTTTGTTTTTCT------ATGTGTGATATTTTT-----------CTCAGTCTTTATAAAAAACAATG
ATATAGGTTTTTT----------TGTTTGTTTGTTTTCAGTAAAACTAAATCCAAAGAAACAGG-GGCAAAGCTGGGC
AGTAAAACCACCCCCCTTTTTTTCAGGCCTCCCTTTGGGAGGCCAAGGTGAGAGAACTGCCTGAGGCCACGGGTTTGA
GACCAGCCTGGGCAACTTGGCGAGACCTCATATCTACAATAAATCAAGAAAAATTAGCTGAGTGTGATAGTGCATGCC
TGTAGTTCCAGCTACTTGGAAGGTTGAGGTGGAAGGATGGCCTGAGCCCAGCAGGTCAAGACTGCGGTGGTTGTGAGC
ATGCCACTGCACTCCAGCTTGAGTGACAGAGTGAGACTCTGACTCAAAAAGCAAAAAACAACAAAACAAAACACCAAA
GCCCATGCCCTTCATCATTGGCCAGA-CAAGCTTC---CAGG------------------------------------
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A---tgctatgatttggatatg-------gtttgcttggccctgccaagtctcatgttgaaatttgatctccagtgtt
gaaggtggagcttcc-----tgggaggtgtttggatcatgagggtga------atctcttatgaatg-cttggtgcta
ttctcacgggcgt--------gagtgggttt-tgactcttagcttcctccaagaactggttgttggaaagagcctggg
gccttcttcttctctctctctctctctctctctctctctctctctctttttcttactcttgctgttgctcatttttcc
tctatccacactggctctcttttaccttctaccatgagtggaaacagctgttgcc-cttatcaggagcaggttctggt
gccatgtttcttgtacagtctacagaatcatgaacccaataaaattccttaaaaaaataaattagccagccttaagta
ttcctttatagcaacataat-atggctaagaca---CAGGA---CAA-------GAACAATTTCAATGAATAAATACA
TTCGAATCTTGTAACCAGATTCTAGAAGGGGCAATTACC-TTTTAAG-----AT-TTCAAGTGCTCGTTTCAAGACGT
ATT
>Bushbaby
TCCTCCCGTGCTGGGG----ACTG-AACCACTTGTG-TTCATCCCTGTG-----GTT-C--------ATCCCTCCCCT
CCCACTTGCATCCCTGTCCTGTCTACCTAGTGAACCCCCATTTGCTCTCTAAGTTGCAACTCCAGTGCTGCCTCCTCC
AGGAAAC------TAGACTGCTCCTAAGATGAAGTCAGGTAACCTGTACTTGAGGCTGAAATAGCAAATCCTGATTTT
ATCATGCATCACGGTTGT-ATTCTGAACACCTGGTTAGAGGTCTGGCCAC------------------CCCC-ATCAC
CTGGGGACTCATGTTGCACTCATTCCTCAATTCCCAGGGGC-CAAGCTATTATCACTTATTCTTTTCAGTCTTTATAA
TAATCAGTAACC--AACCTTCCT--TCCTTCCTTCCTTCCTTCC-----------TTCCTTCTTCCT-----------
---TCCCTCCCTTCCTTCCTTTCTTTTTTCTTTTTTGCAGTTAAATTAAGTCCAAAAGAATGAGTGACAAAGCTTGAC
AGTAAA------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ACCAAA
TTTCCTGCTCTAGATCACTGGCCAGA-CCAGCTGC-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CAGGA---CCA-------GGACAGTGCCAATGGACAAATAAC
TTTGATTCTTGTAACCAAATCATGGAAGCACCAG--------TTAAC-----AC-TCA-------------GAAGTAT
CT-
>Mouse_lemur
TCCTCCTGTGCTACGGCTGCACCG-AACCACTTGTG-CTTATCCCAGTG-----GTG-CTGGATGCTCTCCCTCTGCT
CCCATTTGCACCCCCATTTT-TCTACCTGGTGAACCCCCACTTGCTCTCCAAGTCTCAAC-CCAGTGCTGCCTTCTGT
AAGAAACTGTTTTTAGACTTCTCATAAAATAAAGTCAGGTAACCTGTTCTTGATGCTGAAATAGCATATCCCTATTTT
ATCATGTGCCA-GGTTGT-ATTCTGAACACCTGCTTGGAGGTCTGGCTGCATCACTGGCTGCATGAGTTCCC-ATCAC
TGGGGAACTCATGTCGTGTCCATTCCTAAATTCCCAGGGCT-GAAACTACTGCAA----------------TCTATAA
TGACAGGCACTC--TGTTTATCT--CTCCATGTGCAACAGTTTT-----------CTCAATCTTTATAATAAGCAATG
ATATGTTTCTTTGTTTTTAGGTCCTTTTGTTCGTTTA-AGTTAAATTAAGCCCAAAGGAATGGGGGGCAAAGCTGGGC
AGTAAA------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ACCAAA
GCCGGAGCACTGCATCACTGGCTGGA-CCAGCTGC-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CAGGA---CCA-------GAACGGTTTCAAGGAATAAATAAC
TTTGAGTCTTGTAACCAAATCATAGAGGCAGCAGTTACC-TTTTAAC-----ACATCA-------------AAAGAAT
CT-
>Tree_shrew
-----------TATGGCTGCACTG--ACCACTCAGG-TTTATGCTGGTACAGCCATG-CCCAGTTCCCTCCTTTGTCC
TACCTGCA---TCCCATCTTGTCTAATTGGTGAACTCCTACCTGCTCTTTAAGTCTTCCCTC-AGTGGTACCTTCTCT
CAGAAAC----T-TAAACTTATCATAAGACGAGGGTAGGCAAACCCTTCTCGAAGCCAAAAAAGCACAGCCCTATTTC
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ATCATGCATCA-GACTGT-ACACTGAACACCTGCTATGGGGTCTGGCTGC-------------------CCCAATAGC
CTGGGAACTCGTGG-GTATTCATTCCTACATTCCCAGGGCCTGAGTGT-TTATAA----------------TCAATTG
TGTTAGGCACTC--TATCTCTCTCTCTCCATATGCAGAATTTTTCTTAGTTTTTCCTTAGTCTTTATAATAAACTATG
ATACAGTCATTA-----------CTATCCTTATTTTGTAATAGAACTACATCCTGAAAAATGGGCAGCAAAGCTAGGC
TTTGAA------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ACCAAG
GTCTATACTCTTGACCATTAAACAGA-GTAGCTTT-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CAGAG---CGA-------GAATAGTTT-----------TACA
TTCTAGTCTTGTGACCAAATCATAGAAGCTAAAATGACA-TTTTAAATAATGAT-TTT--TTTTTAATTTTCAAACAT
ATA
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Marker M12

>MSTB
------------------------------------------------------------------------------
----------------------------------------------------tgatatggttt-ggatgtttgtcccc
tccaaatctcatgttgaaatgtgatccccagtgttggaggtggggcctgg----------------------------
-tgggaggtgtttggatcatgggggcggatccctcatgaatggcttggcgccatccccttggtgatgagtgagttctc
gctctgttagttcacgcgagatctggttgtttaaaagagtntggcacctccccc-ctctctctcttgctcccgctctc
gccatgtgacgtgcctgctcccccttcgccttctgccatgattgnaag------------------------------
------------------------------------------------------------------------------
--------------------------------------------------cttcctgaggcctcaccagaagccgagc
agatgccggcgccatgcttcctgtacagcctgcagaaccgtgagccaattaaacctc-----ttttctttataaatta
cc-----------------cagcctcaggtatttctttatagcaacgcaagaacggactaacaca-------------
------------------------------------------------------------------------------
-----------------------------------------------
>Human
TA----CAACTTGGGGTGAGGTG----TGGGCCTGTCCC-ACCAAGGTACTCATCTCTAAGAGGGCAAGAATGGACAG
TGTCCCCCATGGACCCAGCATACAGCTCATATTTGGAAAAG---GTTCT---tgatatggttt-ggatatttgtcccc
tccaaatctcatgtggaaatgtg----------ttggcggtggggcctgg----------------------------
-tgggaggtgtctgggttatgggtgcggacccctggtgaatagcttggtgcagctctcacggtcatgagaggcctctc
cgtctattagctcatgctaggcctggttgtttaaagaagcatggtgc---cccttccctctctcttctgtctgccctc
accttgtga--tgcctgctcccctctgctct-ccaccatgagtggaag------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ctgcctgaggcctccaaaga-----agc
agatgctggtgccatgcttcccgtacagcctgcagaaccgtgagccaaatcaacctc-----ttttctttataaatta
cc-----------------cagccttaggtcttcctttagagcaatgcaaaa-tggaccaggaca---GTTCC---CT
AGTTGAAAAGGTAAGCTC-ATTTAAGCATGGGTCTCACTTTTGGCAGGGGTACTGGTGGTAGGGAGATGGCAGAGGGG
TGTCAAACCCTTCAGGCCATGATGGAATTTGAATGACTAGTGTCCCA
>Chimp
CA----CAACTTGGGGTGAAGTG----TGGGCCTGTCCC-ACCAAGGTACTCATCTCTAAGAGGGCAAGAATGGAAAG
TGTCCCCCATGGACCCAGTATACAGCTCATATTTGGAAAAG---GTTCT---tgatatggttt-ggatatttgtcccc
tccaaatctcatgtggaaatgtg----------ttggcggtggggcctgg----------------------------
-tgggaggtgtctgggttatgggtgcggacccctggtgaatagcttggtgcagctctcacggtcatgagaggcctctc
cgtctattagctcatgctaggcctggctgtttaaagaagcatggtgc---cccttccctctctcttctgtctgccctc
accttgtga--tgcctgctcccctctgctct-ccaccatgagtagaag------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ctgcctgaggcctccaaaga-----agc
agatgctggtgccatgcttcccgtacagcctgcagaaccatgagccaaatcaacctc-----ttttctttataaatta
cc-----------------cagccttaggtcttcctttagagcaatgcaaaa-tggaccaggaca---GTTCC---CT
AGTTGAAAAGGTAAGCTC-ATTTAAGCATGGGTCTCACTTTTGGCAGGGGTACTGGTGGTAGGGAGATGGCAGAGGGG
TGTCAAACCCTTCAGGCCATGATGGAATTTGAGTGACTAGTGTCCCA
>Orangutan
CATGCACAACTTGGGGTGAGGTG----TGGGCCTGTCCC-ACCAAGGTACTCATCTCTAAGAAGGCAAGAATGGACAG
TGTCCCCCATGGACCCAGTATACAGCTCGTATTTGGAAAAG---GTTCT---tgatatagttt-ggatatttgtcccc
tccaaatctcatgtggaaatgtg----------ttggcggtggggcctgg----------------------------
-tgggaggggtctgggttatgggtgcggacccctggtgaatagcttggtgtagctctcacggtcatgagaggcctctc
cctctattagttcatcctaggcctggttgtttaaagaagcatggtgc---cccttccctctctcctctgtctgccctc
accttgtga--tgcctgctcccctctgctct-ccaccatgagtggaag------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ctctctgaggcctccaaaga-----agc
aggtgctggtgccatgcttcccgtacagcctgtagaaccaggagccaaatcaatctc-----ttttctttataaatta
cc-----------------cagccttaggtcttcctttagagcaatgcaaaa-tggaccaagaca---GTTCC---CT
AGTTGAAAAGGTAAGTTC-ATTTAAGCATGGGTCTCACTTTTCGCAGGGGTACTGGTGGTAGGGAGATGGCAGAGGGG
TGTCAAACCCTTCAGGCCATGATGGAAATTCAGTGACTAGTGTCCCA
>Baboon
CATGCACAACTTGGGGTGAGGTG----TGGGCCTGTCCC-ACCACGGTACTCACCTCCAAGAGGGCAAGAATGGACAG
TGTCCCCCATGGACCCAGTATACAGCTCG-ATTTGGAAAAG---GTTAT---tgatatggttt-ggatatttgtcccc
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tccaaatctcacgtggaaatgtg----------ttggaggtggggcctgg----------------------------
-tgggaggtgtctgggttatgggtgcggacccctggtgaatagcttggtgcacctctcactgtcttgagaggcctctc
cctctattagttcatgctaggcctggttgtttaaagaagcatggtgc---cccttccctctctcttccgtccaccctc
accttgtga--tgcctgctcccctgtgctct-ccaccatgag-gggagCCTGACCACACCCTATGGCTCACTTTCATA
AAGCAGGAGGCACTGGACTTCAGAAGGAAACTCACCCAGTCATGATCAGAGGTGAGTGCCCCATGCCTATTTCCTCAA
TGGACGCTTCTTGCATATCCAGCACTCATCTGCAACCCCTTTAGAGGCCTctccctgaggcctctaaaga-----agc
agatgctggtgtcatgcttcccgtacagcctgcagaaccatgagccaaatcaacctc-----ttttctttataaatta
cc-----------------cagccttaggtcttcctttatagcaatgcaaaa-tggaccaagata---GTTCC---CT
AGTTGAAAAGGTAAGTTC-ATTTCAGCATGGTTCTCACTTTTGGCAGGGGTACTGGTGGTAGGGAGATGGCAGAGGGG
TGTCAAACCCTTCAGGCCATGATGGAAATTCAGTGACTAGTGTCCTA
>Rhesus
CATGCACAACTTGGGGTGAGGTG----TGGGCCTGTCCC-ACCATGGTACTCACCTCCAAAAGGGCAAGAATGGACAG
TGTCCCCCATGGACCCAGTATACAGCTCG-ATTTGGAAAAG---GTTAT---tgatatagttt-ggatatttgtcccc
tccaaatctcacatggaaatgtg----------ttggaggtggggcctgg----------------------------
-tgggaggtgtctgggttatgggtgcggacccctggtgaatagcttggtgcacctctccctgtcttgagaggcctctc
cctctattaggtcatgctaggcctggttgtttaaagaagcttggtgc---tccttccctctctcttccgtccaccctc
accttgtga--tgcctgctcccctgtgctct-ccaccacgag-gggagCCTGACCACACCCTATGGCTCACTTTCATA
AAGCAGGAGGCACTGGACTTCAGAAGGAAACTCACCCAGTCATGATCAGAGGTGAGTGCCCCATGCCTATTTCCTCAA
TGGACGCTCCTTGCATATCCAGCACTCATTTGCAACCCCTTTAGAGGCCTctccctgaggcctctaaaga-----agc
agatgctggtgtcacgcttcccgtacagcctgcagaaccatgagccaaatcaacctc-----ttttctttataaatta
cc-----------------cagccttaggtcttcctttatagcaatgcaaaa-tggaccaagata---GTTCC---CT
AGTTGAAAAGGTAAGTTC-ATTTCAGCATGGGTCTCACTTTTGGCAGGGGTACTGGTGGTAGGGAGATGGCAGAGGGG
TGTCAAACCCTTCAGGCCATGATGGAAATTCAGTGACTAGTGTCCTA
>Tarsier
CCTGCACAGCTTGGGGTGGAGGAGACATG--CCTGTCCTTACCATAGTGCTCGCCTTCAAGAGGGCAAGGGTAGAACG
CATCCTCCATGGACCCAGGGCACAGC-CATATCGGGAAGAG---GTTCC---tgagagagttttggaaatttgtcccc
tccaaatctcatgtcaaactgtgatccctaatgtt-gaggtggtgtttgggttatagcagtggatttgggtcaatgag
gcaggaggtgtctgg-tcaaaggagtggatctctcatgaatggcttggtgccttctttgaggtaatgagtgagttctt
gctgtattagttcatacaagatctggttgtttaaa--agcctgg--c---acctcccttctctctcccttcctctctt
gccatgtga--tgcctgctcac--------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------aaga-----gac
ggggtct--tgccatgttgcctagctagccttgaactcctggcatcaaacaatcctcccaccttggcctcccaaagtg
ctgggatgacaggcacgcacagcctcagttatttctttacagcagagcaaaa-tggactaagaca---GTTCC---CT
GGTTGAAAAGGCACATTC-ACCTGAGCCTGGGTCTCACTTTTAGC--------TAGTGGCGGGAAGGTGGCAGAGGGA
TATCAGTCCTTTCAGGTCATGATGGAAACTCAGTGACTAGCATGCGA
>Bushbaby
TA----CAACTTGGGGTGAGGGAGGCATG-GCCTGTCCCCTCCACAGTGCTCACCTTTCAGGGGGCAAGGGTAGACGG
TGTCC-CCCTGGACACAGTGCACAGCCCTTATCAGGAAGTG-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------GCTCC---CT
GATTGAGAATAGAAATTC-ACTCGAGCACAGGTCTTATTTTTGGT---GGTG-TGGTGGCAGA------------GGG
CACCAATCCTTTTAGGCCACAATGGAGGCTCAGTGACTAGTGTCC-A
>Mouse_lemur
CA----CAACTTGGG-TGAGGGAGGCATG-GCCTGTCCCCTCCACAGTGCTCACCTCCCAGGGAGCAAGCGCAGACAG
TGCCC-CCATGGATCCAGTGCACAGCCCGTATCCAGAAGAG-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------GCTCC---CT
ATTTGAAAACACAAATTCCACCTGAGCACAGACCTCACTTTTGGC---GGTGCTGGTGGCAGA------------GGG
GACTGGTCCTTTCAGGCCACA-TGGAAACTCAGTGACTAGTGTCCCA
>Tree_shrew
CATGCACAATTTAGGGCAGGGGAGGCGTG-GCCTCTTCCTACCATGATGCTCACCTCCAGCAGGGCAAGGGCAAACAG
TGTCC-CCATGGACCCAGTCCACAGCCCATCTTGGGAAAAG-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------GCT-C---CT
AGTGGCGAAGGCGAATGC-AGCCAAGCACGGCTGTCACTTT-----GGTGCACCAGTGGTGAAGAGGTGGCAGAGGGG
TGTCAATCC----AGG-------------------------------
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Marker M14

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaat
gggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgcc-ctccctcggggtggggatgagtgagtt
ctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcctct-
--ctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcacc
agaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaatt
acccagcctcaggtattcctttatagcaacacaaaatggactaagaca------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------
>Human
AGGACT-TCTGCCTTCCATCCAGACTTAGAGATCCAGGGGCCTTCGGTTGGGCCTGTGGTGGTTTCCCGTTTCACCCA
GTTGTCCCCACCTCTTCCCAACACGGATCTAGAAGTGATACTAAT---TAGTCATTTAAC------AACCATAAGTTT
---GTCTCCT-GTCATCTTCCTGGTCACCCAGGCTCCCAAGCAGTT-TCAAGGCTAACCTATTCTTGGCTTTAGCCTC
AGCCTCAACCATTACATACATTAAGCTGCCAAA---------------------------------------------
-----------------------------------------TTC-TCTTCTAGAGTATTTTAGTCTTCCTTCCCATAA
------GCCCTCAGATATACAAAGGCCAGAATTCTCTTCCTCAAGCACAGACCTAATCATTGTCACTCA---CCTGC-
--tgatacagtgtgaatatttgtcccctccaaatctcatgttgtaatttgatccccaatattggaggtggagcctagt
gggaagagtttgggtcatggaggcagatgcctcttgaatggctaagtgccattcaatcc-tgtgggattgagtgagtt
ctcactc--ttagttcccatgagatctggctgtt--aaagagt--------------ctcccctctttctttcctcc-
---tcaccatgagat----------gccagctcctcttccccttctgccatgactggaagcttcctgaagccctcacc
agaagcagatgctggtgttatgcttcttgtacagcctgcagaacagtgagccagataaacctcttttctttataaatt
acccagcctcaggtattcctttacagcaacat-aaatgaactaagata---CCTGC---TTT---AAAAAAAAT----
----------------GGCTACCAATA------TTTTATAGAATAAAA-------CCTAAACAACTCATCCA---GCA
TTCAGGCTCAACCTACTTGGACTTCGGGCTTCTGTT-----CTAATGCCCCCCATACAGCCTGTTCCTGGAAAGCCAT
CCTGATAATGTGATCCCACTGTTCCCTGTGTTCTCCAGTCCCTAGGCCTGGACAATTGCTCTCTCCTCCCCCTGGAAA
GTCTCCCCACCTC-CCCACCACTAACTCTA-TCCACCCATCACAACTTCAACCAAGTATCCAGATTTCTCCCTAGTCA
AAATTCCTCACATTCTCTTGTTTTTTTAATCACTTTGCTTTATAGCACATTAAACCATTTGCATTATATTTATAGTAA
TTATTCGTCTACTTACTTCACTGCCAAACCTAAGGGGAAAGAG
>Chimp
AGGACT-TCTGCCTTCCATCCAGACTTAGAGATCCAGGGACCTTCGGTTGGGCCTGTGGTGGTTTCCCGTTTCACCCA
GTTGTCCCCATCTCTTCCCAACACGGATCTAGAAGTGATACTAAT---TAGTCATTTTAC------AACCATAAGTTT
---GTCTCCT-GTCATCTTCCTGGTCACCCAGGCTCCCAAGCAGTT-TCAAGGCTAACCTATTCTTGGCTTTAGCCTC
AGCCTCAACCATTACATACATTAAGCTGCCAAA---------------------------------------------
-----------------------------------------TTC-TCTTCTAGAGTATTTTAGTCTTCCTTCCCATAA
------GCCCTCAGATATACAAAGGCCAGAATTCTCTTCCTCAAGCACAGACCTAATCATTGTCACTCA---CCTGC-
--tgatacagtgtgaatatttgtcccctccaaatctcatgttgaaatttgatccccaatattggaggtggagcctagt
gggaagagtttgggtcatggaggcagatgcctcttgaatggctaagtgcc-----atcc-tgtgggattgagtgagtt
ctcactc--ttagttcccatgagatctggctgtt--gaagagt--------------ctcccctcttcctttcctcc-
---tcaccatgagat----------gccagctcctcttccccttctgccatgactggaagcttcctgaagccctcacc
agaagcagatgctggtgttatgcttcttgtacagcctgcagaacagtgagccagataaacctcttttctttataaatt
acccagcctcaggtattcctttacagcaacat-aaatgaactaagata---CCTGC---TTT-AAAAAAAAAAT----
----------------GGCTACCAATA------TTTTATAGAATAAAA-------CCTAAACAACTCATCCA---GCA
TTCAGGCTCAACCTACTTGGACTTTGGGCTTCTGTT-----CTAACGCCCCCCATACAGCCTGTTCCTGGAAAGCCAT
CCTGATAATGTGATCCCACTGTTCCCTGTGTTCTCCAGTCCCTAGGCCTGGACAATTGCTCTCTCCTCCCACTGGATA
GTCTCCCCACCTC-CCCACCACTAACTCTA-TCCACCCATCACAACTTCAACAAAGTATGCAGATTTCTCCCTAGTCA
AAATTCCTCACATTCTCTTGTTTTTCTAATCACTTTGCTTTATAGCACATTAAACCATTTGCATTATATTTATAGTAA
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TTATTCGTCTACTTACTTCACTGCCAAACCTAAGGGGAAAGAG
>Orangutan
AGGACT-TCTGCCTTCCATCCAGACTTAGAGATCCAGGGGCCTTCGGTTGGGCCTGTGGTGGTTTCCCATTTCACCCA
GTTGTCTCCACCCCTTCCCAACACGGATCTAGAAGTGATACCAAT---TAGTCATTTAAC------AACCATAAGTTT
---GTCACCT-GTCATCTTCCTGGTCACCCAGGCTCCCAAGCAGTT-TCAAGGCTAACCTATTCTTGGCTTTAGCCTC
AGCCTCAACCATTACATACATAAAGCTGCCAAA---------------------------------------------
-----------------------------------------TTC-TCTTCTAGAGTATTTTAGTCTTCCTTCCCATCA
------GCCCTCAGATATACGAAGGCCAGAATTCTCTTCCTCAAGCACAGACCTAATCATTGTCACTCA---CCTGC-
--tgatacagtgtgaatatttgtcccctccaaatctcacattgaaatttgatccccaatattggaggtggagcccagt
gggaagagtt---------ggggcagatgcctcttgaatggctaagtgcc-----atcc-tgtgggattgagtgagtt
ctcactc--ttagttcccatgagatctggctgttaaaaagagt--------------ctcccctctttctttcctcct
ctgtcaccatgtgat----------gccagctcctcttccccttctgccatgactggaagattcctgaagccctcacc
agaagcagatgctggtgttatgcttcttgtacagcctgcagaacagtgagccaaataaacctcttttctttataaatt
acccagcttctggtattcctttacagcaacat-aaatgaactaagata---CCTGC---TTT--AAAAAAAAAT----
----------------GGCTACCAATA------TTTTACAGAATAAAA-------CCTAAACAACTCATCCA---GC-
------------------GGACTTTGGGCTTCTTTT-----CTAATGCCCCCCATACAGCCTGTTCCTGGAAAGCCAT
CCTTATAATGTGAACCCACTGTTCCCTGCGTTCTCCAGTCCCTAGGCCTGGACATTTGCTCTCTCCTCCCCCTGGAAA
GTCTCCCCACCTC-CCCACCACTAACTCTA-TCCACTCATCCCAACTTCAACAAAGTATCCAGATTTCTCCCTAGTCA
AAATTCATCACATTCTCTTGTTTTTCTAATCACTTTGCTTTATAGCA--------CATTTGCATTATATTTATAGTAA
TTATTCATCTACTTACTTCACTGCCAAACCTAAGGGGAAAGCG
>Baboon
AGGACT-TCTGCTCTCCATCCAGACTTAGAGATCCAGGGGCCTTAAGTTCATCCTGTGGTGGTTTCCCGTTTCACTCA
GTTGTCCCCATCCCTTCCAAAAATGGATCCAGAAGTGATACTAAT---TAGTCATTAAAC------AACCGTAAGTTT
---GTCACCT-GTCATCTTCCTGGTCACCCAGGCTCC----CAGTT-TCAAGGCTAACCTAGTCTTGGCTTTAGCCTC
AGCCTCAACGATTACATACATT-AGCTGCCAAA---------------------------------------------
-----------------------------------------TTC-TCTTCTGGAATATTTTAGTCTTCCTTCCCATAA
------GCCCTCAGATATACAAAGGCCAGAATTCTCTTTCTAAAGCACAGACCTAATCATTGTCACTCA---CCTGC-
--tgatacagtgtaaatatttgtcccctccaaatctcatgttgaaattcgatccccagtgttggagatggagcccagt
gggaagagtttgggtcatgggggcagatgcctcttgaatggctaagtgcc-----atcc-tgtgggattgagtgggtt
ctcactc--ttagttcccacgagatctggctgttaaaaagagtctggcacctcc---ttcccctctttctttcctcct
ctctcaccatgtgat----------gccagctcctcttccccttttgccatgagtggaagcttcctgaagccctcccc
agaagcagatgttggcgttctgcttcttgtacagcctgcagaacggtgagccaaataaacctcttttctttataaatc
acccggcttcaggtattcctttacagcaacat-aaatgaactaagaca---CCTGC---TTT--AAAACAAAAT----
----------------GGCTACCAATA------TTTTACAGAATAAAA-------CCTCAACAACTCATCCA---GCA
TTCAGTCTCGACCTACTTGGACTTTGGGCTTCTTTT-----CTAATGCCCCCCATACAGCCTGTTCCTGGAAAGTCAT
CCTGGTAATGTGACCCCACTGTTCCCTGTGTTCTCCAGTCCCTGGGCCTAGACATTTGCTCTCTCCTCCCCCTGGAAA
ATCTCCTCACCTC-CCCACCACTAACTCTA-TCCACCCATCCCAACTTCAACAAAGTATCCAGATCTCTCCCTAGTCA
AAATTCATCATATTCTCTTGTTTTTCTAATCACTTTGCTTTA----------AACCATTTGCATTATATTTATAGAAA
TTATTTGTCTGCTTACTTCACTGCCACACGTAAGGGGAAAGAG
>Rhesus
AGGACT-TCTGCCCTCCATCCAGACTTAGAGATCCAGGGGCCTTAGGTTCATCCTGTGGTGGTTTCCCGTTTCACTCA
GTTGTCCCCATCCCTTCCAAAAATGGATCCAGAAGTGATACTAAT---TAGTCATTAAAC------AACCGTAAGTTT
---GTCACCT-GTCATCTTCCTGGTCACCCAGGCTCC----CAGTT-TCAAGGCTAACCTAGTCTTGGCTTTAGCCTC
AGCCTCAACGATTACATACATTAAGCTGCCAAA---------------------------------------------
-----------------------------------------TTC-TCTTCTGGAATATTTTAGTCTTCCTTCCCATAA
------GCCCTCAGATATACAAAGGCCAGAATTCTCTTTCTAAAGCACAGACCTAATCATTGTCACTCA---CCTGC-
--taatacagtgtaaatatttgtcccctccaaatctcatgttgaaattcgatccccagtgttggagatggagcccagt
gggaagagtttgggtcatgggggcagatgcctcttgaatggctaagtgcc-----atcc-tgtgggattgagtgggtt
ctcactc--ttagttcccacgagatctggctgttaaaaagagtctggcaccttc---ctcccctctttctttcctcct
ctctcaccatgtgat----------gccagctcctcttccccttttgccatgagtggaagcttcctgaagccctcccc
agaagcagatgttggcgttctgcttcttgtgcagcctgcagaacggtgagccaaataaacctcttttctttataaatc
acccggcctcaggtattcctttacagcaacat-aaatgaactaagaca---CCTGC---TTT--AAAACAAAAT----
----------------GGCTACCAATA------TTTTACAGAATAAAA-------CCTCAACAACTCATCCA---GCA
TTCAGTCTCAACCTACTTGGACTTTGGGCTTCTTTT-----CTAATGCCCCCCATACAGCCTGTTCCTGGAAAGTCAT
CCTGGTAATGTGACCCCACTGTTCCCTGTGTTCTCCAGTCCCTGGGCCTAGACATTTGCTCTCTCCTCCCCCTGGAAA
ATCTCCTCACCTC-CCCACCACTAACTCTA-TCCACCCATCCCAACTTCAACAAAGAGTCCAGATCTCTCCCTAGTCA
AAATTCATCATATTCTCTTGTTTTTCTAATCACTTTGCTTTA----------AACCATTTGCATTATATTTATAGAAG
TTATTTGTCTGCTTACTTCACTGCCACACGTAAGGGGAAAGAG
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>Marmoset
ATGACT-TCTGCCCTCTATTCAGAGTTAGAGATCCAGGGGCCTTCAGTCGGGCCTGTGGTGGTTTCCCGTTTCACCCA
GTTTTCCCTACCCTTTCCCAGCACTGATCCAGAAGTGATGCTAAT---CAGTCATTTAAC------AACCGTAAGTTT
---GTTACCT-GTCATCTTCCTGGTCACCCAGGTTCCCAAGCAGTT-TCAAGGCTAACCTAGTCTTGGCTATAGCCTC
AGCCTCAACCATTACGTACAATAAGCTGCCAAA---------------------------------------------
-----------------------------------------TTG-TCTTCTAGAGTATTTTAGTCTTCCTTCCCATAA
------GTCCTGAGATACACAAAGACCGGAGTTATCTTTCTAAGGCACAGACCTAATCATTATCACTCA---CCTGC-
--tgatatagtgtgaacatttgtcccctccaaatctcatgttgcaatttgatccccaacactggggacgggacccagt
gggaggagttttggtcac-ggggcagatctctcctgaatggctatgtgcc-----atccttgtgggatttagtaagtt
ctcactc--ttagttcccaagagatctgg-tgttaaaaagagtctgtcacctcc---cttccctctttcttccccct-
ctgtcaccatgtgat----------gccagctcctcttccccttctgccatgaatggaagcttcccgaagccgtcacc
agaagcagatgcttctg-tatgcttcttgtacagcctgcagaactgtaagccaaataaacctcttttctttataaatt
acccagcctcaggtattcctttacagcaacat-aaatgaattaagaca---CTTGC---TTT-TAAAAAAAAAT----
----------------GGCTGCCAGTT------TTTTACAGAATAAAA-------CCTAAGCAACGCATCCA---GCA
TTCAGTCCCAACCTACTTGGAGTTTGGGCTTCTTTT-----CTATTGCCCACCATACAGCGTGATCCTGGAAAACCAT
CCTGATCATGTGACCCCACTGTGCCCTGTGTCCTCCAGTCCCTAGGCCTGGATGTTTGCTCTCTCCTCCCCCTGGAAA
ATCTCTTCACCTC-CCCACCACTTACTCTA-TCTACCCATCCCACCTTCTACAAAGTATCCAGATTTCTGTCTCATC-
AAATTCATCACATTCTCTTGTTTTTCTAATCACTTTGCTTCATAGCACATTAAACCATTTGCATTATATTTATATTA-
TTATTTGTCTACTTACTTCACTACCACACCTGAGGGGAAAGGG
>Tarsier
-----------------------------------------------------CTGTGATGGTTTCCTGTTTCACCCA
ATTTTCCCCACACTTTCCCACCACTAACCCAGAAGTGATACTAATAAATAGTCATTTAAC------AAGCACAGGTCT
---CTCACCTGGCCATCTCTCTTGTCACCCAGGTTCCCAAGAAACT-TCAAGGTTAAGCTAGCCATGGTCT--GTCTC
AGCCTCAACCATCACATCCTCTAAGTTACTAAATCCTGTATCTTCTTCCTCAGCAATATTTCCTACATGTATTTCCTC
TCTTGCATCTAGCCTCCCTAGTTAAGGCCCTCATCCT----TTC-TCTTCTAGGGTATTTTAGTCTCGCTTCCCATAA
------GCCCTCAGATATACAAAGGTCAGAATTTTCATTCTAAAGCA---ATCCGATCATTGTCACTCA---CTGGC-
--taatactgttggcatgttcatcacctccaaatctcatgttgaaatgtggtcaccaatgtcagaaatggggcataat
gggaggtgtttgggtcatgggaacagattccttatgaatgggttggcacc-----attctcacaggcttgagtgaatt
cacactc--ttagttcccacgagacctggctatt--aaagagtctggcacctcctcttttctctctttcttttgttc-
---tgaacttgtgac----------actggcttcctttctccttcccctgtgg--ggaagttttctgatgccctctcc
agcagcagatactggcaccaggttttttatacatcctgcaacattgtgagccaaataaacttcctt--tttataaatt
actccgcttcaggtatttctttatataaacac-aaatggacaaagata---CCTGC---TTT----TAAAAAAT----
----------------GGTTCCCAATTTTTTTCTTTTACAGAATAAAA-------CTCTAGCAATGCATCCA---GCA
TTCAGCGTCAACCTAATTGGACTCTGGTTTTTTTTTTTTTCCTAATGCCCTCCATTCAGTCTATTCCTAGAAAGGCTT
CCTAACAAGATGACCGCACTGTGCCCTGTGCTCTCCAGCCTTTAGGCCTGGACTTCTGCTCTTCCCTCCCGCTAGAAA
GTCATTCCACCTTGTCTGTTACTAATTCTA-TCCACACAACTCACTTTCTCCAAAGCATCCAGATTTCTCCCAAGTC-
ATTTTCATCTCTTTCCCTTGTTTTTCTAATCA--TTGTTTTA----------------------TGAATTTACA----
TTATTTGTCTACCTACTTCCCTGCCATACTTGAGGAGAAAGGA
>Bushbaby
ATGACTCCCTGCCCCC-ACTCAGTGTAC-AGATCCA-GGGCCTTCAGTTGGACCCATGGTGGTTTTCTATTTCACCTG
GCTTTTCTCATCCTTTCTCAACAATGACCCACAAGTGATTCTA-----TTATCATTAGACTCAGAGGACTATGGGTTC
AGAGAAGTATGGCCATCTTCCTAGTCACTCAGGCTCCCAAGCAGCT-TCAAAACTAACTTAGCCTTGGCCTCAGTCTC
AGCCTCAACTATCACATCTGATAAGGTGCCAGATTCTGAAGATTTACCCTCAGCAACATCTCTCACATGTATTTTCTT
CCTTGTACCCAGCCTCCCTGATTAAGGCCCTCATCATTTA-TTCATCTTTTAGAATAT---AATCTCCCTCCTCATTA
------GCCCTCAGATATACCAAATATAGAATCCCCTTTCTAAAGCAAACGCATCATCATTGTCATTCA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CCTGC---TTT--AAAAAAGGAG----
-------GTGGGGAGTGGCTCCT-ACT------TTTTGCAGAATAAAA-------CCCAAACAATTCATCCA---GCA
TTCGGTCTCAACCTAACTGGACTCCAGGCTTCTTTT-----CCAATGCCCTCCACCCAGC-TGTTCCTT-AAAGCCAT
CCTGATAAGGTGACCCCACTGTGCCCTGTGCGCTCTTGTCTCCAGGCCTGAACTTATGCC-CCCCTTCTCCCTAGAAA
GTCTTTCCACCTC-CCCACCACCAACTCTG-TCCAACCATCCCACATTCTCCAAAGCATCCAGATATCTCTTTAGTCA
AAATTCAACTCATCCCCTTGTTTTTGTAATCACTTTTCTTTATAGAACACT-AACCACTTGCATTATATGTATA----
CTCTTTTTCTGCCTACT-------------TGAGGGGAATGGG
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>Mouse_lemur
GTGACT-CCTGTCCC---CTGAGAGTA--AGATGGA--GGCCGTCAGCTGGATCA--GATGGCTTTCTATTTCACATG
GTTTTTCCCACCCTTTCCCACCACTGACCCAGAAGTGATACTAAT---TAGTCATTTTAC------AACTGTAGGTCC
---GTCGCCTGGCCATCTCTCCAGTCACCCAGGCTCCCAAGCAGCT-TCAAGGCTAACCCAGCCTTGGCCTCAGTCTC
AGCCTCAACCATTATATCTGAAAAGGTGCCAAATTCTGTGGATTTACCCTCAGCAATATCTTCCACATGTATTTCCCC
CTTTGCACCCAGCCTCCCTGATTAAGGCCCTCATCA-----TTT-CCTCCTAGAGTATTTGAGTCTCCCTCCTCCTAA
------GCCCTCAGATATACCAGAGATAGAATTCCCTTCCTAAAACACAGACTTGATCATTGTTATTCA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------TGTG---TTAAAA-AAAAAAAG----
----------------GGCTCCCAATT------TTTTATAGAATAAAA-------CCCAAACAACTCATCCA---GCA
TTGAGTCTCAACCTCACTGGACTCCAGGCTTCCTTT-----CTAATACCGTTCATGCAGC-TGTTCCCCGAAAGCCAT
CCTGATAAGGTGGCCCCACTGTGCCCTGTGCTCTCTAGTCTCCAGGCCTGAACTCACACTGTCCCCTCCCCCCAGAAA
GTCTTTCCACCTC-CCCACCACTGACTATA-CCCGCCCATCCCACATTCGCCAACACATCCAGATTTGTCCTTAGTCA
AAATTAATCTCATCCCCTTGTTTTTCTAAACACTTTGCTTTATAGAGCATTAAACCATTTGCATTATATGTATA----
TTACTTTTCTA-CTACTTCCCTGCCACAC-TGAGGGGAAAGGG
>Mouse
GTGTAATAGTATTCCC-ATGTAGCGTTATGGGTCTAGAGATCTCCAGTAGGGTCTGTAGGAGTTTCCTGTTCCACTCA
GCTTTTTCTACCCTTTGACACTACTGGCCA--CAATGAAGCTAAT---TAGTCATTTCAC------AACCACAGGTCC
---CTAGCACATCCATCTTCC--------TAGGCCATCA-GTAGCT-TCAAAGCTAACCTGTCCTTGGCCTCTGGCTC
TATC-TCACCAACACATCTG-TTAGTGCCCTTAGTCTGCAGAGTCTCCCTTGGAAATGTGCTCTGCAAGTTATTGCCT
CATTTGTATCTTAACCAAGCATG---------------------------TTAAGCCCTTGAG-CACTTCTTCCCTAA
AGCATTGCCCTTGGCTACCCTAAGGCTGGAAT----TTTTTTAAACATAGTTT--GTTACTGTCACTTA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------TCAGC---TTTTTAAAAAAT-------
----------------GGCTCCCAA-C------TTTCAGAGAATGAAAAAATGGCTCCAAACTGCTCACCTA---G-A
TCCACTCTTAATCTATTTCCACCCCAAG---ACTTT-----CTAGTACCCT-CACAGAG-CTATTCCTGAGTAGCCAT
TCAGAAGAGGGTG-CCCACTGTGACCTGTGCTCTCCAACCTCCAGCTCCTGACT---------CCTTCCATATCAAAA
GACCATC-CCCTT-CTCACCTCAAACTTTG-TCCAACTGGTCTACCTTCTCCAACATTTCTTGATTTCTCCTTCAGCA
AAATGAACCTCATTCCTTTGCTTTTCTAAACACTGTACTTTATAGCAAGTGTAA-CATTTGTACT-------------
--ATTTGTCTATCTATATGCATGTCATAACTGCTGGGCATGCA
>Dog
AGAATT--CTATCCCCCAGCCAGAGTTACAGATTTAGGGGCACTCAGTGGGGCCTGTGGTGGTTATCTGTTGCACCAA
GTTTCCCCTATCCATTCCCACCACAGACACAGAAGTGGTCCTAA----TAGTTATTTAAC------AATCACAAGTCC
---CTAGCCTGTCCATGTTCCCAGTCACAAAGCCTCCCAAGCAGCAGTCAGGGCTAACGTTGGCGTGGCCC--ATCTC
AACCCAAGTCATTACATCTGATAAATAGCCAAATTTTGTAGATTCTCCCTCAGCAACATCCCCCACATCCATTTCTTC
CCCTGCCTAGTTCTAGCCTCCCTAGTTTAGGCCCTCATCATCCC-TCCCCTAGAACATCGCAGTCTCCCTGCCCATCA
------CCTCTATGACATACTAGAGCCAAGATTATCTTCCTAAAGCACAGACCTGGTCATTGTCACTCA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------ACTGC---TAAAAAATAAATAAACTAA
AAACCCCCACTTCAACAGCTTCCAATT------TTTTACAGAATAAAA-------CCCAAACTACTCATCCAGCAGCA
TTCAATCTCAA-ATAATTGGACTCCAGACTTCTTTC-----CCAATGCCCT-------------CCCTGAAAAACCAT
CCTGATAAAGTTACCCAACTACCTTCAGTGCTCTCTAAA--------CTGGGCTTTTGCTCTCTCCTCCACCTAGAAA
GTCTGCCCACCTC-CCTACC------CCTACTCCACCCATTCCAACTTCTCCAAAGCATTCAGTTTTGTCCTTAGTCA
AAATTCATCTGATTCCCCTGTTTTGCTAATCATTTTGCTTTAAAGAATATTAAATCACTTGCATTATATTTCTA----
TTATTTGTCTATTTACTTT-CTGGCACACCTGGGGGTGAGGGG
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Marker M15

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------tgctatagtttggatgtttgtcccctccaa
acctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtc----atgggggcggat
ccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctgg
ttgttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggct
ccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtac
agcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacac
aaaatggactaagaca--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------
>Human
TGGGGATGGGGTGAAGGATGTCAAATGGTCCTTAGAGCTGCTACTGATAGAAGCCACAGGGATTTACTACTTGGCTTA
GAAAGTTTTT-TTCAGCCACTTCACAGCTGGAAAAAAGGCACAGAGAAAACCATTCCAGGCATTAAATGGAGCACTGA
AATTTGTATTCAGGTACCTAGATCCTAAGCTCCCTGGCCTCCAGATCCTGCCCTGGAAGCTTGCAGGATGAGGCCCTA
TGTTAGATCAAATACAT--------TACAGGTATTTACTGCTGGGTGGAATAGCGTTTATTT---ACATACTT-TTGT
ATCTTTATTTTTAGCTGCATCTGGTGAAGTGATCAGAATCAACCTTGTTTGAAGCTGGATATATTAAATCCCCACTTT
ACTGGGAGCTCCCTCAGC---ACATGTCTGAGGAACT---GAGGG---tgctgtggtttggatatttgatccctccaa
agcccatgttgaa-----------------ggagggggtacctggtgggaggtgtttgggtc----atggtggtggat
ccctcatgaatggcttggagccattc----ttgcagtagtgagtgagttctcactcttttcattcccatgacagctgg
ttgttaagaagagcctggcatct-cctcccctctctcttgcttcctctcttgccatgtgatctctgcacacgccagct
cccctttgctttctgtcaggagtggaagtggcctgaggcttccacaagctgc-----------ccagtcttc-----c
agccagtagaatcatgagaaaagtaaacct--tttctctataaattacccagccttggatattccttcatagcaacac
-aggcagactaagatg--G-GGA---TCTGCCACTCAAGGTGGCAG-TGCTGATAGATTTCCCACGGCCCTTAGATTT
ATATCCCTCATCCCCACCCCA------CTGACCATACCACAGCCCATCTAGCCCTGTTTCATTGAGCCTGGGG---AT
ACTAGCACTCAGCTGAGAGGACACCACTGCTTCTTC--CCAGGAAAGCCCCTTGTTGATACTCATGGGCTGGGTGA-T
ATTGGCTGGCACCATCTGTACTCTAACTTTTACAGAGTCCTTAA-----AGAATCTAGGCCCAGTGTTTGTTCTC---
---TTCTCTAAAACTCAAATCGA--TGTTTTCCT
>Chimp
TGGGGATGGGGTGAAGGATGTCAAATGGTCCTTAGAGCTGCTACTGATAGAAGCCACAGGGATTTACTACTTGGCTTA
GAAAGTTTTT-TTCAGCCACTTCACAGCTGGAAAAAAGGCACAGAGAAAACCATTCCAGGCATTAAATGGAGCACTGA
AATTTGTATTCAGGTACCTAGATCCTAAGCTCCCTGGCCTCCAGATCCTGCCCTGGAAGCTTGCAGGATGAGGCCCTA
TGTTAGATCAAATACAT--------TACAGGTATTTACTGCTGGGTGGAATAGCGTTTATTT---ACGTACTT-TTGT
ATCTTTATTTTTAGCTGCATCTGGTGAAGTGATCAGAATCAACCTTGTTTGAAGCTGGATATATTAAATCCCCACTTT
ACTGGGAGCTCCCTCAGC---ACATGTCTGAGGAACT---GAGGG---tgctatggtttggatatttgatccctccaa
agcccatgttgaa-----------------ggagggggtacctggtgggaggtgtttgggtc----atggtggtggat
ccctcatgaatggcttggagccattc----ttgcagtagtgagtgagttctcactcttttcattcccatgacagctgg
ttgttaagaagagcctggcatct-cctcccctctctcttgcttcctctcttgccatgtgatctctgcacacgccagct
cccctttgctttctgtcaggagtggaagtggcctgaggcttccacaagctgc-----------ccagtcttc-----c
agccagtagaatcatgagaaaagtaaacct--tttctctataaattacccagccttggatattccttcatagcaacac
-aggcagactaagatg--G-GGG---TCTGCCACTCAAGGTGGCAG-TGCTGATAGATTTCCCACGGCCCTTAGATTT
ATATCCCTCATCCCCACCCCA------CTGACCATACCACAGCCCATCTAGCCCTGTTTCATTGAGCCTGGGG---AT
ACTAGCACTCAGCTGAGAGGACATCACTGCTTCTTC--CCAGGAAAGCCCCTTGTTGATACTCATGGGCTGGGTGA-T
ATTGGCTGGCACCATCTGTACTCTAACTTTTACAGAGTCCTTAA-----AGAATCTAGGCCCAGTGTTTGTTCTC---
---TTCTCTAAAACTCAAATCGA--TATTTTCCT
>Orangutan
TGGGGATGGGGTGAAGGATGTCAAATGGTCCTTAGAGCTGCTACTGAGAGAAGCCACAGGGATTTACTAATTGGCCTA
GAAAGTTTTT-TTCAGCCACTTCATGGCTGGAAAAAAGGCACAGAGAAAACCATTCCAGGCATTAAATGGAGCAGTGA
AATTTGTATTCAGGTACCTAGATCCTAAGCTCCCTGGCCTCCGGATCCTGCCCTTGGAAGCTGCAGGATGAGGCCCTA
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TGTTAGATCAAATACAT--------TACAGGTATTTACTGCTGGGTGGAGTAGCATTTATTT---ATGTACTT-TTGT
ATCTTTATTTTTAGCTGCATCTGGTGAAGTGATCAGAATCAACCTTGTTTGAAGCTGGATATATTAAATCCCCACTTT
ACTGGGAGCTCCCTCAGC---ACATGTCTGAGGAACT---GAGGG---tgctatggtttggatatttgatccctccaa
agcccatattgaa-----------------ggagggggtgcctggtggaaggtgtttgggtc----atggtggtggat
ccctcatgaatggcttggagccattc----ttgcagtagtgagtgagttcttactcttttcattcccatgacagctgg
ttgttaagaagagcctggcatct-cctcccctctctcttgcttcctctcttgccatgtgatctctgcacacaccagct
cccctttgctttctgtcaggagtggaagcggcctgaggcttccacaagctgc-----------ccagtcttc-----c
agccagtagaatcatgagtaaagtaaacct--tttctctataaattacccagcctcggatattccttcatagcaa-ac
-aggcagactaagatg--G-GGG---CCTGCCACTCAAGGTGGCAG-TGCTGATAGATTTCCCAAGGCCCTTAGATTT
ATATCCCTCATCCCCACCCCA------CTGACCATACCACAGTCCATCTAGCCCTGTTTCATTGAGCCTGGGG---AT
ACTAGCACTCAGCTGAGAAGACATCACTGCTTCTTC--CCAGGAAAGCCCCTTGTTGATGCTCATGCGCTGGTTGA-T
ATTGGCTGGCACCATCTGTACTCTAACTTTTACAGAGTCCTTAA-----AGAATCCAGGCCCAGTGTTTGTTCTC---
---TTCTCTAAAACTCAAATTGA--TGTTTTCCT
>Baboon
TGGGGATGGGGTGAAGGATGTCAAATGGTCCTTAGAGCTGCTACTGATAGAAGCCACAGGGATTTACTACTTGGCCTA
GTAAGTTTTT-TGAAGCCACTTCAAGACTGGAAAAAAGGCACAGATAAA--CATTCCTGATATTAAATGGAGCACAGA
AATTTGTTTTCAGGTACCTAGATCCTAAGCTCTCTGGCCTCCAGATTCTGCCCTGGAAGCTTGCAGGATGAGGCCCT-
-----------ATACAT--------TACGGGTATTTACTGCTGGGTGGAGTAGCATTTATTT---ATGTACTT-TTGT
ATCTTCATTTTTAGCTGCATCTGGTGAAGTGATCAGAATCAACCTTGATTGAAGCTGGATATATTATATCCCCACTTT
ACTGGGAGCTCCCTCAGC---ACATGTCTGAGGAACT---GAGGA---tgctatggtttggatatttgatccctccaa
agctcatgttgaa-----------------ggagggggtgcctcttgggaggtgtttgggtc----acggtggtggat
ccctcatgaatggcttggagccattc----ttgcagtagtgagtgagatctcactcttttcattcccatgacagctgg
ttgttaagaagagcctggcatctccctcccctctctcttgcttcctctcttgccatgtgatctctgcacacaccagct
cccctttgctttctgtcaggagtggaagcagcctgaggcttccacaagctgc-----------ccagtcttc-----c
agccagtagaatcatgagccaagtaaacct--tttctctataaattacctagccttggatatgccttcatagcaacac
-aggcagactaagatg--G-GGG---TCTGCCACTCAAGGTGGCAG-TGCTGATAGATTTCCCAGGGCCCTTGGATTT
ATATCCCTCATCCCCACCCCA------CTAACCATACCACAGCCCACCTAGCCCTGTTGCATTAAGCCTGGGG---AT
ACTAGCACTCAGCTGAGAGGACATCACTGCTTCTTC--CCAGGAAAGCCCC---TTGATGCTCATGGGCTGGTTGA-T
ATTGGCTGGCACCATCTGTACTCTAACTTTTACAGAGTCCTTAA-----AGAATCTAGGCCCAGTGTTTGTTCTC---
---TTCTCTAAAACTCAAATCGA--TGTTTTCCT
>Rhesus
TGGGGATGGGGTGAAGGATGTCAAATGGTCCTTAGAGCTGCTACTGATAGAAGCCACAGGGATTTACTACTTGGCCTA
GTAAG-TTTT-TGAAGCCACTTCAAGACAGGAAAAAAGGCACAGATAAA--CATTCCTGATATTAAATGGAGCAGAGA
AATTTGTTTTCAGGTACCTAGATCCTAAGCTCTCTGGCCTCCAGATTCTGCCCTGGAAGCTTGCAGGATGAGCCCT--
-----------ATACAT--------TACGGGTATTTACTGCTGGGTGGAGTAGCATTTATTT---ACGTAATT-TTGT
ATCTTCATTTTTAGCTGCATCTGGTGAAGTGATCAGAATCAACCTTGATTGAAGCTGGATATATTATATCCCCACTTT
ACTGGGAGCTCCCTCAGC---ACATGTCTGAGGAACT---GAGGG---tgctatgatttggatatttgatccctccaa
agctcatgttgaa-----------------ggagggggtgcctcttgggaggtgtttgggtc----acggtggtggat
ccctcatgaatggcttggagccattc----ttgcagtagtgagtgagatctcactcttttcattcccatgacagctgg
ttgttaagaagagcctggcatctccctcccctctctcttgcttcctctcttgccatgtgatctctgcacacaccagct
cccctttgctttctgtcaggagtggaagcagcctgaggcttccacaagctgc-----------ccagtcttc-----c
agccagtagaatcatgagccaagtaaacct--tttctctataaattacctagccttggatatgccttcatagcaacac
-aggcagactaagatg--G-GGG---TCTGCCACTCAAGGTGGCAG-TGCTGATAGATTTCCCAGGGCCCTTGGATTT
ATATCCCTCATCCCCACCCCA------CTAACCATACCACAGCCCACCTAGCCCTGTTGCATTAAGCCTGGGG---AT
ACTAGCACTCAGCTGAGAGGACATCACTGCTTCTTC--CCACGAAAGCCCC---TTGATGCTCATGGGCTGGTTGA-T
ATTGGCTGGCACCATCTGTACTCTAACTTTTACAGAGTCCTTAA-----AGAATCTAGGCCCAGTGTTTGTTCTC---
---TTCTCTAAAACTCAAATCGA--TGTTTTCCT
>Marmoset
TGGGGATGGGATGAAGGATGTCAAATGGTCCTTAGAGCGGCTTCTGATAGAAGCCACAGGGATTTACTACTTGGCCTA
GTAGGTTTTT-TCCAGCCACTTCAAGGCTGGAAAAAAGACACAGAGAAAATCATTCCAGGTATTAAATGGAGCTATGA
AATTTGTTTTCAGGTACTTACATCCTAAGTTCCCTGGCCTCCAGATCCTGCCCTGGAAGCTTGCAGGATGAAGCCCTT
TGTTAGATCAAATACAT--------TACGGGTATTTACTGCTGAGTAGAATAACATTTATTT---ATGTACTT-TTGT
ATTTTTATTTTTAGCTGCATCTGGTGAAGTGATCAGAATCAACCTTGTTTGAAGCTGGATATATTAAATGCCCACTTT
ACTGGGAGCTCCCTCAGC---ACATGTCTGAGGAACT---GAGGG---tggtatggtttggatttttgatccctccga
agttcatgttgaa-----------------ggaggtggtgcctcgtgggaggtgtttgggtc----atggtggcagat
ccctcaggaatagcttggagctattc----ttgcaatagtgagtgatttctcactcttttcgttcccatgacagctgg
ttgttaagaagagcctggcacctccctcacctgcctcttgcttcctctctcaccatgtgatctctgtacatgccagct
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cccctttgctttctgccaggagtgaaagtggcccgaggcttccaccagatgc-----------ccagtcttc-----c
aaccaatagaatcatgagccaagtaaacct--cttctctataagttacccagccttagatattccttcacagcaacac
-agacagacaaagaca--A-GGG---TCTGCCACTCCAGGTGGCAG-TGCTAATAGAGTTCCCAGGGCCCCTGGATTT
ATATACCTTATCCCCACTCCA------CTGACCTTACCACAGCCTGTCTAGCCCTGTTGCATTGAGCCTGGGG---AT
ACTAGCAATTAACTGAGAGGACATCACTGCTTCTTC--CCAGGAAACCCCCTTGTTGATGCTCATGGGCTGGTTGA-T
GTTGGCCAGCACCATCTGTACTTT-ACCTTTACAGAATCCTTAA-----AGAATCTAGGCCCATTGTTTCTTCTC---
---TTCTCTAAAACTCAAATCAA--TGTTTTCCT
>Tarsier
TGGGGATGGGATAAAGGAAGTCAAATGTTCCTTAAGGCTGCCACTGATAGAAGCCAAAGGGATTTACTACTTGGCCTA
GTGAGTTTTT-TTCGGTCAATTCAAGGC-------GAGGCACCGGGAAAACCATTC--AGTATCA----GAGCACCGA
CATCTGTTTTCAGATAATTACAACCTAAGTTCCCTGGCCTCCAGATCCTGACCTGGGGGCTTGTGGGGTACGGCCCTA
TGTTAGCTCAAATACAT--------TTGGAGTATTCACTGCTGGGTCAAACAGCATTTATTT---AAGTCCAT-ATGT
ATCTTTATTTTTAGTTGTACCTGGTGGGATGATCAGAATTGACCTTGTTTGAAGCGGGATAGGTTAAAGCTCCA----
-----------CCTCAGCTTTACATGTC--AGGAGTG---AGGGC---tgctatgatttggatatttgacccctccaa
acctcatgttgaaatttga-caccagtgttggaggtggtgtctagtgtacggtgtttgggttggtgggggtggtggat
ctctcatgactggctttgtgctgtcc----tctcagtagtgagtgagttctt---------------------gctgg
ctgttaaaaagagcctggcacctccctcctctgtctcttgcttcctctctcaccatgtgatctgtgcacacattggct
ccccttcacctttcaccatgagtggaagcagcccaaggctttcacaagatgc-----------ccagtcttc-----c
agccagtacaatcatcagccaaataagcatgctttctttatgaattatctagtgctctgtattcctt-atagcaacac
-aaaccgactaagata--G-GTG---TCTGCCCCTCTAGGTGGCAG-TGCCAATAGAGTTCCAAGAGCCCTTCGATTC
ATA-CCCTCACCCTCACCCTA------CTAACCATACCACAGCCCATCCAGCCCTGCTGCACAGAGCCTGAGGATTAT
TCTAAGACTCAACTGGGAGGTCATCCCCACTGCTTCCACTATTAAA---------------TCATGCACTGGCCAA-T
ACTGGTTGGCACCATCTGTAC-ATATCTTCTACAGAGTCCTTAA-----AGCATCTAGGGCAATTGTTTGTTCTCTCC
CAATTCCCTAAAACTAAGATAAATCTGTTTTCCT
>Bushbaby
TGGAGATAGGGTGAAGGATGTCAAATGGTTCTCAAACCTTCCAATGATAGAAGCCAAAGGGATTTACTACTTGGTCTA
GTAAGTTTTTCTCCAGCCACTTCAATGAT-------AGGCACACAGAAGACAATTCCAG-TAGCAAATGG--------
AATTTGTTTTCAGGGAACCAAATCCTAAGCTCCCTGGCCTGCAGGTCCTGCCCTGAGAGGCTGCAAGGTGAGGGCCTG
TGTCAGATTAAATAAATACATACATTAGGGGCATTGACTGCTGGGTCGAGCAACATTTATTT---TTATACTTAAAGT
ATCTTTATTTTTAGCTGGACCTGAAAAGTTGATCAGAATCGACCTTGTCTGAAGCTGGCTGTGTTTAAGCTCCAGTTT
ATTGGGCGCTCCCTCAGC---ACACATG--AGG-ATT-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------GGGGA---TTCACCACTTGAGTTGGCAG-TACAGATACAGTTACTAGAGCCCCTTAATTC
----------CTCTCACCCCA------TTGGCCATACCACAGCTCACCCAACTCTGTTTAACTTAGCCAGAGGATTAT
TCTAGGACT-GACAGGGAGGACAGCCCTGCTTC-TC--CCAGGAGGGCCCCATGTTGAA--TCAGGCACTGGCTAATA
TTTGATTGGCACCTTCTGTACCATATCTCCTAAAAAGTCCTGAA-----GGAATCTAGGCCTGTTGTCTATTTTCTCC
CTGTTTTCTAAAATTAAAACAGGTCTGTTTTCCT
>Mouse_lemur
TAGAGATAGGGTAAAGGATATCAAATGGTCCTCAGTGCTTCCACTGATAGAAGCCAAAGGGATTTACTACTTGGTCTG
GTAAGTTTTT-TCCAGCCAGTTTAAGGCC-------AGGCATACAGAAGACCATTCCAGATATCAAATGGAACAGTGA
AATTTGTTTTCGGGTAACCACATTCTAAACTCCCTGGCCTCCAGCTCCTGCCCTG----------GGGTGAGGCCCTG
TGTCAGATTAAATAAATACATTAGGGAGGGGTATTTACTGCTGGGCCAAGCAGCATTTATTT---TCGTACTT-ATGT
ATCTTTATTTTTAGCTGCATCTGGCAAGTTAATCATTATCGACCTTGTTTGAAGCAGGATATGTTAAAG---CAGTTT
ATTGGGAGCTCCCTCAGC---ACATGTC--AAT-ATT-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------GGGGG---TCCGCCACTTGAGATGGCAG-GACAGATAGAGTCCCTAGAGCCCTTCAGTTT
ATA--CCCCACTCTCACCCCAGCTCTGCTGAACATACCACAGCTCACTCAGCTCTGCTGCATGGAGCCTGAGGGTCAT
TCTAGGACTCAACAGGGAGG--ATCCCTGTTTCTTC--CCAGGAGGGTCCCTTGTTGAA--TCATG----GGCTAA-A
GTTGATTGGCACCATCTGTACCATATCTCCTACAAAGTCCTTAAAAATGGGAATCTAGGCCCATTGTTTATTCTCTCC
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TTGTTCTCTAAAACTAAAATAGA--TGTTTTCCT
>Horse
-GGGGCTGGGGTGGAGGGTGCCAAATGGCCCTTAGAGCTACCGCTCATAAAAACCAGAGGGATTTGCTACTTGGCTTG
GCAAGTTCTT-TCCAGCCACCTGAAGGCT-------GGGTCCAGGGAAGACCATTCCGGATATCATATGGAGCACTGA
AATTTGTTTTCAGGCAATCACATCCTAAACTCCCTGACCATCAGGTCCTGCCTGGGCTGTTGGTGGGGTGAGGTCCTC
TGTCAGATCAAATACGT--------TAGGAATATTTACTGCTGGGACAAGTTGCATTTGTTTATCATGTACTT-ACGT
ATGTTTATTTTTAGCCATAACCGTTGGAGTGATCAGAACTGACCTGATTTGAAGCTGGCTGTGTTAAAGTCCCAGTTT
ACTGGGGGCTCCCTCAGC---AC------------AT-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------GGGGG---CCTGGTCACTCAAAGTAGAAGGTCCTGACAGAGCTCCTAGAGCCCTTTG-TC
ATA-TACCCCAC---CCTTCC------CCGACCACACCACAG-CCATGGGGGCCTGGTGCAATGAGCCCAAAGATTAT
TCTAGGATTCAGCTGGGAGAACATCCCTGACTTTTA--CCAGGGGGGCCCCTTGTTGAA--TCAGGGGCTGGCTGA-T
GTTGGTTGGCACCA-CTGTACCATATCTTCTAGAAAATCCTTAT-----AGAATCTGGGCCCATTGTTTGTCCTCTCC
CTGTCCTCTAAAACTAAAACGGAGCTGTCTTCCT
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Marker M16

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------tgctatagtttggatgtttgtcccctccaaacctc
atgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatga
atagattaatgccctccctcgggg--------tggggatgagtgagttctcactctattagttcccgcgagagctggt
tgttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggct-
--ccccttcaccttccgccatgagtggaagcagcctgaggccctcacc--agaagcagatgctggcgccatgcttctt
gtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagca
acacaaaa-------------------------tggactaagaca---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------
>Human
CAAGTTATGTAGCTATATGCATGGTTTTATACTTGTATAAAGTACTTGCTGTC--TAGTGAATTTAAATCTGAG-AAT
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAGGGCAGAGGGGCAATTTGTCAGAGAACATCAAGGTATCC-TA
AATCATACAATATTACCGTAATTGAAATATCCATGCTCCAAGTAGATG-----------TGTTCAAGATTCCAAACAC
TGCTAGGGAGGAGAGCACAGAGTCTTCAGC-TTTGTCCTGGGTGTTCCAGGGAGCACTCTTATTTTCCTAACTTTTCC
TGTATTGGTACCTTTGATGCCACAGTATGTAT---CTTGT---tgctatagtttggacgtttgtcccttccaaatatc
a-tttgaaatttggtccccaaatttgaaggtagggcttcatgggagttgtttggatcatggcggcaaatccctcatga
atagattaatgacctcccttgaagggg----------gtgagtaagttctcactctg--ggttcctatgagagctgct
tgttataaagggcagagtacctccctctcctctctcttgcttcctcccccaccatgtgatctctgtgcatgctggct-
--cctgttcacctcccactatgagtgcaagcaggttgatgacctcacc--agaagtagatgctggcactattcttctt
gtataggctgtagaaccataaggcaaataagcctcctttctttataaatta-ccagcctcaggtattcctttatagta
acacagat------------------------atggactaagaca---CTTGT---TCTGGAATTGCACAGCATAAGG
AATGAGTCATGCTTACGTTTGCTTCTTC----TTATTACCTGTGGTGACCAACCACAGTGCTCCCTTACCAGGTGACC
TTTGGCCTAACTCCAAGAGCTCCCCTTAATGGCAGATCTTATCAGTT-GCTGCTCACCCTTCCCTCTCCATTTTCTGT
CATTTGTCGCTGACGTTCTGCCC-CCTCTCAGTCAGACTGTTAACAGAGGATGTCCAACCAAACAGTGGCCCTTCTGC
AGGAATTTAGATTCAAGATGAGGA
>Chimp
CAAGTTATGTAGCTATATGCATGGTTTTATACTTGTATAAAGTTCTTGCTGTC--TAGTGAATTTAAATCTGAG-AAT
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAGGGCAGAGGGGCAATTTGTCAGAGAACATCAAGGTATCC-TA
AATCATACAATATTACCATAATTGAAATATCCATGCTCCAAGTAGATG-----------TGTTCAAGATTCCAAACAC
TGCTAGGGAGGAGAGCACAGAGTCTTCAGC-TTTGTCCTGGGTGTTCCAGGGAGCACTCTTATTTTCCTAACTTTTCC
TGTATTGGTACCTTTGATGCCACAGTATGTAT---CTTGT---tgctatagtttggatgtttgtcccttccaaatatc
a-tttgaaatttggtccccaaatttgaaggtagagcttcatgggagttgtttggatcatggcggcaaatccctcatga
atagattaatgacctcccttgaagggg----------gtgagtaagttctcactctg--agttcctgtgagagctgct
tgttataaagggcagagtacctccctctcctctctcttgcttcctcccccaccatgtgatctctgtgcatgctggct-
--cctgttcacctcccactatgagtgcaagcaggttgatgacctcacc--agaagcagatgctggcactcttcttctt
gtataggctgtagaaccataaggcaaataagctgcctttctttataaatta-ccagcctcaggtattcctttatagta
acacagat------------------------atggactaagaca---CTTGT---TCTGGAATTGCACAGCATAAAG
AATGAGTCATGCTTACGTTTGCTTCTTC----TTATTACCTGTGGTGACCAACCACAGTGCTCCCTTACCAGGTGATC
TTTGGCCTAACTCCAAGAGCTCCCCTTAATGGCAGATCTTATCAGTT-GCTGCTCACCCTTCCCTCTCCATTTTCTGT
CATTTGTCACTGACGTTCTGCCC-CCTCCCAGTCAGACTGTTAACAGAGGATGTCCAACCAAACAGTGGCCCTTCTGC
AGGAATTTAGATTCAAGATGAGGA
>Orangutan
CAAGTTATATAGCTATATGCATGGTTTTATACTTGTATAAAGTACTTGCTGTC--TAGTGAATTTAAATCTGAG-AAT
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAGGGCAGAGGGGCAATTTGTCAGAGAACATCAAGGTATCC-TA
AATCATACAATATTGCCGTAATTGAAATATCCATGCTCCAAGTAGATG-----------TGTTCAAGATTCCAAACAC
TGCTAGAGAGGAGAGCAC--AGTCTTCAGC-TTTGTCCTGGGTGTTCCAGGGAGCACTCTTATTTTCCTAACTTTTCC
TGTATTGGTACCTTCGATGCCACAGTATGTAT---CTTGT---tgctatagtttggatgtttgtcccttccaaatatc
a-tttgaaatttggtccccaagtttgaaggtagggcttcatgggagttgtttggatcatgggggcaaatccctcatga
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atagattaatgacctcccttgaagggg----------gtgagtaagttctcactctg--agttcctatgagagctgtt
tgttatacagggcacagcacctccctcccctctctcttgcttcctcccccaccatgtgatctctgtgtatgctggct-
--cctgttcacctcccactatgagtgcaagcaggttgatgacctcacg--agaagcagatgctggcactattcttctt
gtataggctgtagaaccataaggcaaataaacctcctttctttataaattacccagcctcaggtattcctttatagta
acacagat------------------------atggactaagaca---CTTGT---TCTGGAATTGCACAGCATAAGG
AATGAGTCATTCTTACGTTTCCTTCTTC----TTATTACCTGTGGTGACCAACCACAGTGCTCCCTTACCAGGTGATC
TTTGGCCTAACTCCAAGAGCTCCCCTTAATGGCAGATCTTATCAGTT-GCTGCTCACCCTTCCCTCTCCATTTTCTTT
CATTTGTCACTGACATTCTGCCC-CCTCCCAGTCAGACTGTTAACAGAGGATGTCCAACCAAACAGTGGCCCTTCTGC
AGGAATTTAGATTCGAGATGAGGA
>Baboon
CAAGTTATATGGCTATATGCGTGGTTTTATACTTGTATGAAGTACTTGCTGTC--TAGTGAATTTAAATCTGAG-AAA
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAAGGCAGAGGGGCAATTTGTCAGAGAACATCAAGGTATCC-TA
AATCATACAATATTACCATAGTTGAAATATCCATGCTCCAAGTAGATG-----------CGTTCAATATTCCAAACAC
TGCTAGAGAGTAGAGCACAGAGTCTTCAAC-TTTGTTCTGGGTGTTCCGGGGAGCAATCATATTTTCCTCATTTTTCC
TGTATTGGTGCCTTTGATGCCACAGTGTGTAT---CTTGT---tgtgatagtttggatgtttgtcccttccaaatatc
a-tctgaaatttggtccccaaggttgaaggcagggcttcgtgggagttgtttggatcatgggagcaaatccctcatga
atagattaatgacctctcttgaagggg--------------gtaagtgctcactctg--agttcacatgagagctgct
tgttataaagggcacagcacctccctcccctctctcttgcttcctcccctaccatgtgatctgtgtgcatgctggctc
cccctgtt---ctcccactatgagtgcaagcaggttgatgacctcacc--agaagcagatgctggcactattcttctt
gtacaggcagtagaaccgtaaggcaaataaa---cctttttttataaattacccagtctcaggtattcctttatagta
acacagatatggactaagacacttgttctggaatggactaagaca---CTTGT---TCTGGAATTGCACAGCATAAGG
AATGAGTCATGCTTACGTTTGCTTCTTC----TCATTACCTGTGGTGACCAACCACAGTGCTCCCTTACCAGGTGATC
TTTGGCCTAACTCCAAGAGGT-CCCTTAATGGCAGATCTTATCAGTT-GCTGCTCACCCTTCCCTCTCCGTTTTCTGT
CATTTGTCACCGACATTCTGCCC-CCTCCCAGTCAGACTGTTAACAGAGGATGTCCAATCAAGCAGTGACCCTTCTGC
AGGAATTTAGATGCAAGATGGGGA
>Rhesus
CAAGTTATATGGCTATATGCATGGTTTTATACTTGTATAAAGTACTTGCTGTC--TAGTGAATTTAAATCTGAG-AAT
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAGGGCAGAGGGGCAATTTGTCAGAGAACATCAAGGTATCC-TA
AATCATACAATATTACCATAGTTGAAATATCCATGCTCCAAGTAGATG-----------TGTTCAAGATTCCAAACAC
TGCTAGAGAGGAGAGCACAGAGTCTTCAAC-TTTGTTCTGGGTGTTCCGGGGAGCAATCATATTTTCCTAATTTTTCC
TGTATTGGTGCCTTTCATGCCACAGTGTGTAT---CTTGT---tgttatagtttggatgtttgtcccttccaaatatc
a-tctgaaatttggtccccaaggttgaaggtagggcttcgtgggagttgtttggatcatgggagcaaatccctcatga
atagattaatgacctctcttgaagggg--------------gtaagtgctcactctg--agttcgcatgagagctgct
tgttataaagggcacagcacctccctcccctctctcttgcttcctcccccaccatgtgatctgtgtgcatgctggctc
cccctgttcacctcccactatgagtgcaaacaggttgatgacctcacc--agaagcagatgctggcactattcttctt
gtataggcagtagaaccgtaaggcaaataaa---cctttctttataaattacccagcctcaggtattcctttatagta
acacagatatggact--gacacttgttctggaatggactaagaca---CTTGT---TCTGGAATTGCACAGCATAAGG
AATGAGTCATGCTTACGTTTGCTTCTTC----TCATTACCTGTGGTGACCAACCACAGTGCTCCCTTACCAGGTGATC
TTTGGCCTAACTCCAAGAGGT-CCCTTAATGGCAGATCTTATCAGTT-GCTGCTCACCCTTCCCTCTCTGTTTTCTGT
CATTTGTCACTGACATTCTGCCC-CCTCCCAGTCAGACTGTTAACAGAGGATGTCCAATCAAGCAGTGACCCTTCTGC
AGGAATTTAGATGCAAGATGGGGA
>Marmoset
CAAGTTATATAGCTATATGCATGGTTTTATATTTGTATAAAGTACTTGCTGTC--TCATGAATTTAAATCTGAG-AAT
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAGGGCAGAGGGGCAATTTGTCAGAGAACATCCAGCTATCC-TA
AATCATACAATATTACCATAATTGAAATATTCATGCTCCAAGTAGTTG-----------TGTTCAAGATTCCAAATGC
TGCTAGAGAGGAGAACAC--AGTCTTCTACTTTTGTCCTGGGTGTTCCAGGGAGCACTCTTATTTTCCTCATTTTTCT
TGTATTGGTACCCTTGATGCCACAGCATGTAT---CTTGT---tgctatagtttggatatctgtcccttccaaatatc
a-tttgaaatttggtcaccaaggatgaaggtagggctttgtgcgagttgtttggatcatgggggcaaatccctcatga
atagattaatgcctactcttgaagggg----------gtgagtgagttctcac-ctg--aggtcccatgagtgctgtt
cgttataaaagacacagcacctccctcctctctctcttgcttcgtcttccatcacgtgacctctgtgcatgctggct-
--ccttttcacctcccaccatgagtggaagcaggctgatgatctcaccaaagaagcagatgctggcaccattcttctt
gtataggctgtgtaa--------------------ctttctttataaatcacccagccttaggtattcctttatagta
acacagaa------------------------atgaaccaaaaca---CTTGT---TCTAGAATTGCACAGCATAAGA
---GAGTCATGCTTATGTTTGCTTCTTC----TCATTACTTGTGGTGACCAACCACAGTGTCCCCTTACCAGGTGATC
TTTGGCCAAACTCCAAGAGCT-CCCTTAATGGTAGATCTTATCAGTT-GCTGCTCACCCTTCCCTCTCCATTTTCAGT
CATTTGTCACTGATGTTCTGCCC-CCTCCCAGTCAGACTGTTAACAGAGGATGCCCAATCAAAGAGTGGCCCTTTTGC
AGGAATTTAGATTCAAGATAGGGA
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>Tarsier
CAAGTTCTATAGCTCTATGTATGCTTTTATACTGCTATAAAGCACTTGTAGTCG-CAGTGAATTTAAATATGGA-AAT
AAAGATTTAAGCTGAAGAAATATAATGTCTGCCAGAGGACAGAGGGAC-ATTAGTCAGAGGACATTGAGGTATCC-TA
AATCACATCATATTACCACCATAGGAATATCTATGCTCCCCATATCTACTTGGAGCTGTTGCTCAAGGTGCTAAATGC
TTTTTGAGAGTAGAACACAGAGTCTTCTAC-TATGTTCTGGGTGTTTCAGGGAACA--CTTACTTTCCTTACTTTTCT
TGTATTGTTATCTTTGGTGCCACCATATGTAT---TTCGT---tgctatagtttggacgtcgttcc--tccaaatctc
a-t------gttggt----agtattggaactggtgtttaatgggaggtgtttgagtcatggagat-ggtcccttatga
atagattaacgccttcctttggtggtgatggggaagagtgagtgagttcttactctgttcattcccacagaagttggt
tgttaaaaagggcctgacacctccttcccctctctcttgcttcctctcttgctgtatgatctctgcacaagccatct-
--ccccttcatcttctgtcttgagcagaagcagcctgaggttcttgtc--agatgcagatgctggtgcaatgcttctt
gtacagccggcagaaccatgagccaaataaacctctccttttcataaatgacccatcttcaggtattcctttgtagca
actcagaa------------------------atggactaagaaa---CTTGT---TCTGG--TTGTACACCATAAGG
AACAA------------TTTTCTTCTTA----TTATTATCTGAGGTAAACAACCACTATGTTGCTTT-CCAGATGATC
TCTGGCCTAA-TCCAAGTACT-CTCTTTGTGAGAT-TCTTGCTAATTGGCTGCTTAATCTCCCTTCTTTATTTTCCAG
CATTTGCTGTTGATCTGCTGTTC-CCTTCCAGGCAGACTGTT-ACAGAGGAGGCTCAACCAAACAGCGACCCTTCTAC
AGAAATTTGGATTCAAGA----GA
>Bushbaby
CAAGTTATATAGCTCTGTGCATGTTTTTCTACTTGTACAAAATACTTGCTGTT--TAGTGAACTCAAATCT-------
-----------GCAAAGAAATATAATATCTGCCAGGTGGCAGAGAGGCGATTTTTCAGTGGACATCTAGGC-------
-ATCACACCATGGTACCATAACTGAGATATCCATGCCCGAGGTAGATG-----------TGCTCAAAGCGCTAAATGC
TGTTAGAGGGAAGAACACAGTGTTTCCTAC-TTTGTCCTGGGTATTGTAGGAAGCACTATTATTTTCCCCGTTCTTCG
TGTGTTGGTGCTTTTGCCACCGCAGTATACAT----------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------CTGGT---CCTGGCCTTGCACAGCACAAGG
AGTGAGTCTTACCTGT-CTTGCCTCATC----CCCTGACCTGTGGTGAACAGTCATACAGCTACCTTTCCAGATGCTC
TTTGGCCTAATCCCTTGAGCT-GCCTTCATGGAGGCTCTCACAAGG-GGCTGCTCACTATCCCGTCTTCATTTTCTAA
TGTTTGCCACTGAGCTGCTGCCCTCTGCTCAGACAGACTGCT-ACAGAGAAGGGCCAACCAA--AACGGAGCTTCTGC
AGGATTTGGAATTCAAAA----TG
>Mouse_lemur
CAAGTTATATAGCTCTATGCACGCTTTTATACTTGTATAAAGTACTTGATGTC--TAGTGAACTTAAATCTGGG-AAT
AAAGATTTAGGGTGAAGAAATATAACGTCTGCCAGAGGGCAGAGGGGCAACTGGTCAGTGGATGTCAAGGTACCC-TA
AATCACAGTATAGTGCC---------ATCTCCATGCTCCAAGTAGATG-----------TGTTC-AAGTGCGAAATGC
TGTTAGAGAGTAGAACACAGTGTCTTTTAC-TTTGTCCTGGCTGTTCCAGGGAGCACTCTTAGTTTCTTCATTCTTCA
TGTACTGTTACCTTTGCCACCACAGTATATAT----------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------CTTGT--ACCTGGTCTTGCATGGCATTAAG
CATCAGTCTTACCTAT-TTTGCTTCTT-------CTTACCTGTGTTGAACGACCATAGTGCTGCTTTTGCAGATGATC
TTTGGCCTAAGTCCCTGAGCT-GTCTTCACGGAGGCTCTTCCTGGTTGGCAGCTCACCCTCCCATCTTCATTTTCTGA
TGTTTGCCACTGACCTGCTTCC--CTGTTAGGTCAGACTGTT-ACAGACAGGGGCCAACCAA--AATGGACCTTCTGC
AGGGATTTGGATTCAATATGAAAA
>Dog
CAAGTTATATAGCTATATGTATGCTTTTATACTGGTATAAAATGATGGCATTATCCAGTGAATTT-GACCTGGGAAAA
AAAGATTTAAGCTGAAGAAATGTAATGTCTGCCAGAGGGCACAGGGGTAATTTGACAGAGAATATCAAGGTGTCCTTA
TATCACCCCATATTATCATAATTGAAATACCCATGCTCCAGGTAGATG-----------TTTGTAAGGTGTTAAATGC
TGTT----AGCAGAAAAGAGAGTCTTGTTG-TTTGTCCTCAGAGTTCCAGG-AGCACTCTTACTGTCCGGGTTCTTCT
TGT----------------CC-TATAACTTAT----------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------

122



------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------CTTGC---TCTGGGATTTCACAGCATAAGG
AGCATGTATTGGTTATCTTTGCTTTTTCTCATTCGTTACCTGCACCAAATGGCAGTGGTGCTGCCTTTCCAGGTAGTC
TGTGGCCTAACCTAGCCAGCT-CCCTTTGTGGTGGCACTTCCTGGTTGGTGGCTCACCTG--TGTCTTCACCCTCCTG
CCCTCACCTCTGACCTGATGCCT-CCTTCCACTTACACGGCT-ACACAGGAGGCTTGAC-AA---GTGACACTTCCCT
ACGAA----AACTGAAA-------
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Marker M17

>MSTB1
------------------------------------------------------------------------------
---------------------------------------------------------tgctatagtttggatgtttgt
cccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtca-tgggg
gcggatccctcatgaatagattaatgccctccctcggggtggggatgagt----------------------------
------------------------------------------------------------------------------
-----gagttct-------------------------------cactctattagttcccgcgagagctggttgttaaa
aa-gagcctggcac------ctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctc
cccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtaca
gcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacaca
aaatggactaagaca---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------
>Human
AT-CGACTC---TCAGCAAGTAATTTTTAAAAGCCTTCTAT-GTGCCAGGCTCTGCACGAGCTACTGTAAAATTTCAA
AAGATAAGTAAAACGCAGTTCTTGCCAAACAAC-----TTTGAAA---CACAT----tgctaaggtctagatgtttgt
ctcctccaaacctcatgttgaaatttgattcctagtgctggaggtgtggcctaataggaggtgactaggtca-tgggt
gtggatcctttgtgaactgattaatgccctc-ctttg-----tggtgagt----------------------------
------------------------------------------------------------------------------
-----gagttct-------------------------------tactctcttagatcctacaacagctggttgttaaa
aa-gagcctggcac---------ctccccttctctcttgcttcctttgttgccatgtaatctctgcacatgctggctt
tccttcacctactgccatgagtggaag-agcctgaggccctcaccagatgcaactgctcaatcttgaactttc---ca
ggcatcagaatcatgagccaaacaaactt--tttaaaaataaattacccagtcttgtgtattattttatagcaacaca
aaatggactaagaca---CACAT---TTATTCATGAATGATAGAATCACAATAGTTCATCATGAAGAGAACATGGTTG
TGTAGATAATGGAATGAGCCTGATGAAGGTAAGGATGTTGATGATTAAGCTGGTGGGACAGACACAAAGGTTTGTGTG
AGGCTTATGTCATAT---GTTATGTAGAAATACTTC-CTTCTTACATAAAAACTATTAAATGTTGGTATT-AGTTTTC
TATAATTCCCATAACAAATAAGCATACATTTAGCAA-----TATCTTTT---TATTACCTCACAGATGTGTAGGTGAG
AAGTTCAGGCTTATTCTGAATTAACGGTTTCTCTACTCT
>Chimp
AT-TGACTC---TCAGCAAGTAATTTT-GAAAGCCTTCTAT-GTGCCAGGCTCTGTATGAGCTACTGTAAAATTTCAA
AAGATGAGTAAGATGCAGTTCTTGCCAAACAAC-----TTTGAAA---CACAT----tgttaaggtctggatgtttgt
ctcctccaaacctcatgttgaaatttgattcctaatgctggaggtgtggcctaataggaggtgactaggtca-tgggt
gtggatcctttgtgaactgattaatgccctc-ctttg-----tggtgagt----------------------------
------------------------------------------------------------------------------
-----gagttct-------------------------------tactctcttagaccctacaagagctggttgttaaa
aa-gagcctggcac---------ctccccctatctcttgcttcctttgttgccatgtaatctctgcacatgctggctc
tccttcacctaccgccatgagtggaag-agcccgaggccctcaccagatgcaactgctcaatcttgaactttc---ca
ggcatcagaatcatgagccaaacaaactt--tttaaaaataaattacccagtcttgtgtattattttatagcaacaca
aaatggactaagaca---CACAT---TTATTCATGAATGATAGAATCACAATAGTTCATCATGAAGAGAACATGGTTG
TGTAGATAATGGAATAAGCCTGATGAAGGTAAGGATGTTGATGATTAAGCTGGTGGGACAGACACAAAGGTTTGTATG
AGGCTTATGCCATAT---GTTATGTAGAAATACTTC-CTTCTTACATAAAAACTATTAAATGTTGGTATT-AGTTTTC
TATAATTCCCATAACGAATAAGCATACCTTTAGCAA-----TATCTTTT---TATTACCTCACGGTTGTGTAGGTGAG
AAGTTCAGGCTTATTCTGAATTAACGGTTTCTCTACTCT
>Orangutan
AT-TGACTC---TCAGCAAGTAATTTTTGAAAGCCTTCTAT-GTGTCAGGCTGTGCATGAGCTACTGTAAAATTTCAA
AAGATGAGTAAGACATGGTTCTTGCCAAACAAT-----TTTGAAA---TGCAT----tgctaaggtctggatgtttgt
ctcctccaaacctcatgttgaaatttgattcctaatgttggaggtgtggcctaataggaggtgactaggtca-tgggt
gtggatcctttgtgaactgattaatgccctc-ctttg-----tggtgagt----------------------------
------------------------------------------------------------------------------
-----gagctct-------------------------------tactctcttagatcctatgacagctggttgttaaa
aa-gaagctggcac---------cttcccctctctcttgcttcctttcttgccatgtaatctctgcacatgctggctt
tccttcacctactgccatgagtggaag-agcctgaggccctcaccagatgcaactgctcaatcttgaactttc---ca
ggcatcagaatcatgagccaaacaaactt--tttaaaaataaattacccagtcttgagtattattttatagcaacacc
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aaatggactaagaca---CACAT---TTATTCATGAATGCTAGAATCACAATAGTTCATCATGAAGAGAACATGGTTG
TGTAGATAATAGAATGAGCCTGATGAAGGTAAGGATGTTGATGATTAAGCTGGTGAGACAGACACAAAGGTTTGTATG
AGGCTTATGCCATGT---GTTATGTAGAAATACTTC-CTTCTTACATAAAAACTATTAAATGTTGGTATT-AGTTTTC
TATAATTCCCATAACAAATAAGCATACATTTAGCAA-----TATCCTTT---TATTACCTCACAGTTGTGTAGGTGAG
AAGTTCAGGCTTATTCTGAATTAACAGTTTCTCTACTCT
>Baboon
AT-TGACTC-AATCAGCAAGTAATTTTTGAAAACCTTCTAT-GTGCCAGGCTCTGCATGAGCTACTGTAAAATTTCAA
AAGATG---------CGGTTCTTGCCAAACACC-----TTTGAAA---CGCAT----tgctaaggtctggaggtttgt
ctcctccaaacctcatgttgaaatttgattcctaatgttggaggtgtggtctaataggaggtgaccaggtaactaggt
gtggatcctttgtgaactgattaaagcccta-ctttg-----tggtgaat----------------------------
------------------------------------------------------------------------------
-----gagctct-------------------------------tactctcttagatcctatgacagccagttgttaaa
aa-gagcctggcat---------ctccccctctctcttgcttcctttgttgccatgtaatctctgcacatgctggctc
tccttcacctactgccatgagtggaag-agcctgaggccctcaccagatgcaactgctcagtcttgaactttc---ca
ggcatcagaatcatgagccaaacaaactt--ttaaaaaataaattacccaaccttgtgtattattttatagcaacaca
aaatggactaaggca---CACAT---TTATTCATGAATGATAGAATCACCATAGTTCATCATGGAGAGAACATGGTTG
TGTAGATAATGGAATGAGCCTGATGAAGGTAAGGATGTTGATAATTAAGCTGGTGGGACAGACACAAAGGTTTGTATG
AGGCTTATGACATAT---GTTATGTAGAAATACTTC-CTTCTCACATAAAAACTATTAAGTGTTGGTATT-ACTTTTC
TATAATTCCCATAACAAATAAGCATACATTTAGCAA-----TATCTTTT---TATTACCTCACAGTTGTGTAGGTGAG
AAGTTCAGGCTTATTCTGAATTAGCGGTTTCTCTACTCT
>Rhesus
AT-TGACTC-AATCAGCAAGTAATTTTTGAAAACCTTCTAT-GTGCCAGGCTCTGCATGAGCTACTGTAAAATTTCAA
AAGATG---------CGGTTCTTGCCAAACACC-----TTTGAAA---CGCAT----tgctaaggtctggaggtttgt
ctcctccaaacctcatgttgaaatttgattcctaatgttggaggtgtggtctaataggaggtgaccaggtaactaggt
gtggatcctttgtgaactgattaaagcccta-ctttg-----tggtgagt----------------------------
------------------------------------------------------------------------------
-----gagctct-------------------------------tactctcttagatcctatgacagccagttgttaaa
aa-gagcctggcat---------ctccccctctgtcttgcttcctttgttgccatgtaatctctgcacatgctggctc
tccttcacctactgccatgagtggaag-agcctgaggccctcaccagatgcaactgctcagtcttgaactttc---ca
ggcatcagaatcatgagccaaacaaactt--taaaaaaataaattacccaaccttgtgtattattttatagcaacaca
aaatggactaaggca---CACAT---TTATTCAGGAATGATAGAATCACCATAGTTCATTATGGAGAGAACATGGTTG
TGTAGATAATGGAATGAGCCTGATGAAGGTAAGGATGTTGATAATTAAGCTGGTGGGACAGACACAAAGGTTTGTATG
AGGCTTATGCCATAT---GTTATGTAGAAATACTTC-CTTCTCACATAAAAACTATTAAGTGTTGGTATT-ACTTTTC
TATAATTCCCATAACAAATAAGCATACATTTAGCAA-----TATCTTTT---TATTACCTCACAGTTGTGTAGGTGAG
AAGTTCAGGCTTACTCTGAATTAGCGGTTTCTCTAC---
>Tarsier
AT-TAACTT-AATCAAAAAGTAATTTCTGAAAACCTTCTAC-ATGACAGAGTCTGGATTGGTTATTTTAAAAATTTGA
AAGATGAGAAAGACTCAGCTCTTGTCAAATAAC-----TTTGAAA---CATGT----ggctatggcttgaatgtttgt
cttctttaaaattcatgttgaaatttgatctccaattttgaaagtgagacctaatgagaggtatttaggtca-tggga
atggattcctcatgaatagatcagtgccctttcttag-----atgtgagttcttactctattgctctctctctctttt
ttttttttttcagttggagtctcactctgtcacccagactggagtgcagtggctgctcccggccaccgcagcctcgac
ctgctgggctctggcaatccttctgcctcagccttccatctattgctctcttaattcctggtagagctggctgttaaa
aaagatcttggtacaggtacatcttccctctctctcttgtttcctctcttgttatgcaatctctgcacatgctagcta
tccttctccttttgcagtgagcagaaa-c-----agtccctcatgagatgcggct------tcttgaacttgg---ca
gccatcagaatcctgagccaaatgaacctcctttctttataagttatccagtcttaggtgtc--ttcatagcaacaca
aaatgtactaagaca---CAAAT---TTATTCATGAATAACAG-----------TTCATCACAAGAAGAACACAGTTT
CAGAGAAGAAGGAATGAGTCAGATAAAGATAAATATGTTGGTAACTAAGGGGGCAGGGCAGACACAAAGGTTTGCGTG
AGCCCTATATCATATCATGCTATGTAGGAAAATTTA-CATCTTACATAAAAACTACTAAATGTTAGCATC-AGTTTTC
TGTACATTCTATATCAAATAACCATAGATTTAGCAACGTAATATCCTTT---TATTATCTCACAGTTCTGTATATGAG
ATGTCCAGTGATTCTACGAGTTAGTTGTTTTTCTACTC-
>Bushbaby
AT-CAACTT-AATCAATAAGTGGTTTTGGACAACTTTCTAA-GTGCCAGCCTCTCCACTAGGTGCTACAAAAATTAAA
AAGATGAGTAACACTCAGTTTTCACTAAAACACATTTATTTGAAA---CACAT-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------TTATTTGTGAGTGATCTAGTCACTATAGTTCATCATGAAGAGAATGTGGCAA
TAACAATGATGGTATGAGGGAGGTCAAGGTAAGGATGTGGTTGACTGAGCTGGCAG-GAAGACACTAAGGTTTGGGTG
GGGCCTACTCCATATCATGTTACCTAGAAAAATTTTACCTGTTACATAAACACCATTAAATACTTATAAC-AGCTTTC
TATAGCTTTCAGGC-AATGACCATAAATGTACCAACG-TAATACCTTTTAATTATCATCTCCCATTTTGGTAAGTGAG
AAGTCCAGGCACACTAAGAGCCAGCTGTTTCTCTACTC-
>Mouse_lemur
AT-CTACTC-AATCAACAAGTGGTTTTAGAAAACTTTCTAT-GTGCCAGGCTCTGCACTAGGTGCTACAAGAATTAAA
AAGATGAGCAAGACTAATTTCTTGCCAAACAAC-----TTTGGAA---AACAT-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------TCAATCATGAATGATCAAATCACAATAGTTCGTTAAGAGGAGAACATGGTGG
TAAAAAAGATGATATGAGGGAGATGAATGCAAGGACATGCATGACTAATCTGGTGGTGCCGACACTAAGGTTTGTGTG
AGGCCTATACCATATCATGTTATGTAGAAAAATTTTACTTATTACATAAAAACTATTAAATGTTTGTATC-AGTTTCC
TATAGCTTTCATAACAAATAACTCTAAATTTACCAACTTAACACCCTTTAATTATCATCTCATGGTTCTGTAGATGAG
AAGTCCAGGAATATTGTGAGTCAACTATTTCTCCATTCC
>Tree_shrew
AT-CAAA-----TCAACAAGTGGTTGTTAAGAACTGTCTAC-GTGGCAGGCTCTGCATTAGGTGCTACGAACATCTTA
CAAATGAGTTAGACTCAATTCTTACAGAAAAAT-----TTTGA-----AACA--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------GAATGACAGAGTCACAATGGTTCATCACAGGGAGAAGATGAGTA
TGTGGAGGATGGGGTCAGGCAGGTGGAGATACAGATGTTGACAACTGCGCTGCTGGGGCAGACAGTAAGTTATGTGTG
ACGCCCACACCATATCTTGTCTTGTAGGAAAGTTTTACTTCTTATATAAA--CCATTAAATGTTTGCATCCATTTTTC
AATAACTTCTATAA-AACCAACCATAAAGTTAGCAA---------CTTT---TATTGTCTTACAGTTTTGTAGGTGAG
GATTCTGGGCA----------CAGCTGTTTCTCTACTT-
>Dog
ATGCATCTCAAAGCAACAAGTGATTATTGAAGACTTATTATAGTGCCAGGTTCTACCCCAGGTACTATGAAAATTAAA
ACAATGACTAAGTCTCAGTTCTTGCCAAAAACC-----TTTGAAA---CACAT-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------TTACTCATGAGTCATAGAGTCACAATTTTTCCTCACAAAAAGAGCACAGTGG
-AAAGATGACACGATGAGGCACAGGCAAGTCAGAATGTTGATGACTATGCTGGCAGG-TGGATAGTAAGTTTTGTGTG
AGGCCTATACCATGTCATGTATTATAGGAAAATTTTACTTCTTATATAAAAGCTAAT----GTTTGGA----GTTTTT
TAGGGTTTCCACAAAAAACAACCACAAATTTGGCAACTTAATAC-CTTT---TATCAGCTCTTAGTTCTGCCCGTGAG
AAGTCTAGGTGTAGCCTGGCTCAACTGTTTTTCTCTTAC
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Marker M18

>MSTB
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------tgatatggtttggatgtttgtcccc
tccaaatctcatgttgaaatgtgatccccagtgttggaggtggggcctggtgggaggtgtttggatcatgggggcgga
tccctcatgaatggcttggcg-ccatccccttggtgatgagtgagttctcgctctgttagttcacgcgagatctggtt
gtttaaaa-gagtntggcacctcccccctctctctcttgctcccgctctcgccatgtgacgtgcctgctcccccttcg
ccttctgccatgattgnaagcttcctgagg-cctcaccagaagccgagcagatgccggcgccatgcttcctgtacagc
ctgcagaaccgtgagccaattaaacctcttttctttataaattacccagcctcaggtattt-ctttatagcaacgcaa
gaacggactaacaca---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------
>Human
AACAGTTAAAGGCTGTTT--AGCAACCAACTATGCATCAGACACAGATTTGTGGGGAACATATTTGAAAGAAAAGAAG
GTAGATTTAGTTTTGAATATTTAGGGCTTGTGATGCCTAGAGAATGTTCAAGTGGA-ATGCCCAGCGGGCAGACAGAT
TTGCAGCTCTGGAGAGATTTTTGACTTGGGGATAAGATTTGGGGACATCAGTGTCTAAGGGGGAGTTGGACCTTTGGG
TATAAAAGAGGGAT-TATGTATA------------------------------------TAGAGAA---AAGAAGAGT
GAATTAAG-------GAAAGAACTTAAGGAATGTGGAA-TTGGGAATTTAATTAAAG-AAGAGCAGGAAGGAGACTCC
TGAAGAGAGGTTGAGATGGAA--CCATCAGAGTTAG----AAGAATCAATGAATGACATCAAATAACCCAGATTTT--
---TG-GGG---GG---------TGATGCGCAAATGTTGTAG---CGGTG---atgtataatttggatgcttgtccct
tccaaatctcatgttgaaatttgatcctgaacattggaggtgg-acctggtgggaggtgtttgggtcaagggt-ctga
ttcctcataagtggcttgat--gctgccttgcagtaataaatgaactctttctctattcgttcctgagagatctg-at
tgttaaaaggagcctggcatctc-cacctatctctcttgctcccactctctccatttgacatgactgcaccccctttg
ccttttgccatgaataaaagcttcctgagatccttaccagaa-----acagatgcccatgccatgcct---atgaagc
ctacagaactgtgagccaaataaaagtctttttaaaataaatcactcagcctcaggtatttcctttatagcaatgcaa
-aatgggccaagaca---TGTGG---TACCATAAATGATAATGACGCAT-----------TG-GTTTAGAAATAATGA
TGCCTTGACTAAACTCTGG---AGAACCAATTGCACAAAATGTTGGAAGTTTAAAACAGATTTTACAGATTTGGAGAT
CAAATGAGAGATAGATGAGTAACTATTTGCAGTTATT----TGTTTCCAATGAGTGTGGATAATCTGCCTCAGAATTT
GACTTCAAG-AGAAAAGGAGAAAAAGTAAA-GAGTAAAAATCAAAGAGAGTGATTAGAGTTAAAGCAGT
>Chimp
AAGAGTTAAAGGCTGTTT--AGCAACCAACTATGCATCAGACACAGATTTGTGGGGAACATATTTGAAAGAAAAGAAG
GTGGATTTAGTTTTGAATATTTAGGGCTTGTGTTGCCTAGAGAATGTTCAAGTGGA-ATGCCCAGCGGGCAGATAGAT
TTGCAGCTCTGGAGAGATTTTTGACTTGGGGATAAGATTTGGGGACATCAGTGTCTAAGGGGGAGTTGGACCTTTGGG
TATAAAAGAGGGAT-TATGTATA------------------------------------TAGAGAA---AAGAAGAGT
GAATTAAG-------GAAAGAACTTAAGGAATGTGGAA-TTGGGAATTTAATTAAAG-AAGAGCAGGAAGGAGACTCC
TGAAGAGAGGTTGAGATGGAA--CCATCAGAGTTAG----AAGAATCAATTAATGACATCAAATAACCCAGA-TTT--
---GG-GGG---GG---------TGATGCTCAAATGTTGTAG---TGGTG---atatataatttggatgtttgtccct
tccaaatctcatgttgaaatttgatcctgaacattggaggtgg-acctggtgggaggtgtttgggtcatgggt-ctga
ttcctcataagtggcttgac--actgccttgcagtaataaatgaactctttctctattcattcctgagagatccg-at
tgttaaaaggagcctggcatctc-cacctatctctcttgctcccactctctccatttgacatgactgcaccccctttg
ccttttgccatgaataaaagcttcctgagatccttaccagaa-----acagatgcccatgccatgcct---ataaagc
ctacagaactgtgagccaaataaaactctttttaaaataaattactcagcctcaggtatttcctttatagcaatgcaa
-aatggaccaagaca---TGTGG---TACCATAAATGATAATGACACAT-----------TG-GTTTAGAAATAATGA
TGCCTTGACTAAACTTTGG---AGAACCAATTGCACAAAATGTTGGAAGTTTAAAACAGATTTTACAGATTTGGAGAT
CAAATGAGAGATAGATGAGTAACTATGTGCAGTTATT----TGTTTCCAATGAGTGTGGATAATCTGCCTCAGAATTT
GACTTCAAG-AGAGAAGGAGAAAAAGTAAA-GAGTAAAAATCAAAGAGAGTGATTAGAGTTAAAGCAGT
>Orangutan
AACAGTTAAAGGCTGTTT--AGCAACCAACTATGCATCAGGCACAGATTCGTGGGGAACATATTTGAAAGAAAGGAAG
GTGGATTTAGTTTTGAATATTTAGGGCTTGTGATGCCTAGAGAATGTTCAAGTGGA-ATGCCCAGCAGGCAGATAGAT
TTGCAGCTCTGGAGAGATTTTTGACTTGGGGATAAGATTTGGGGACATCAGCATCTAAGGGGGAGTTGGACCTTTGGG
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TATAAAAGAGGGAT-TATGTATA------------------------------------TAGAGAA---AAGAAGAGT
GAATTAAG-------GAAAGAACTTAAGGAATGTGGAA-TT-------------AAG-AAGAGCAGGAAGGAGACTCC
AGAAGAGAGGTTGAGATGGAA--CCATCAGAGTTAGGAGAAAGAATCAATGAATAACATCAAATAACCCAGA-TTT--
---TG-GGG---AG---------TGATGCTCAAATGTTGTAG---TGGTG---atatataatttggatgtttgtccct
tccaaatctcatgttgaaatttgatcctgaacattggaggtgg-acctggtgggaggtgtttgggtcatgggt-ctga
ttcctcataagtggcttgac--gctgccttgcagtaataaatgaactcttgctctattcgttcctgagagatctg-at
tgttaaaaggagcctggcatctc-cacctatctctcttgctcccactctctccatttgacatgactgcaccccctttg
ccttttgccatgaataaaagattcctgagatccttaccagaa-----acagatgcctgtgccatgcct---ataaagc
ctacagaactgtgagccaaataaaactctttttaaaataaattactcagcctcaggtatttcctttatagcaatgcaa
-aatggaccaagaca---TGTGG---TACCATAAATGATAATGACACAT-----------TT-GTTTAGAAATAATGA
TGTGTTGACTAAACTTTGG---AGAACCAATTGCACAAAATGTTGGAAGTTTAAAACAGATTTTACAGATTTGGAGAT
CAAATGAGAGATAGTTGAGTAACTATTTGCAGTTATT----TGTTTCCAATGAGTGTGGATAATCTGCCTCAGAATTT
GACTTTAAG-AGAAAAGGAGAAAAACTAAA-GAGTAAAAATCAAAGAGAGTGATTAGAGTTAAAGCAGT
>Baboon
AACAGTTAAAGGCTGTTT--AGCAACCAAATATGCATCAGGCACAGATTTATGGGGAACATATTTGAAAGAAAAGAAG
GTGGATTTAGTTTTGAATATTTAGGGCTTGTGATGCCTATAGAATGTTCAAGTGGA-ATGTCCAGTGGGCAGATAGAA
TTGCAGCTCTGGAGAGATTTTGGACTTGGGGATAAGATTTTGGGAAGTCAGCATCTAAGGGGGAGTTGGACCTCTGGA
TACAAAAGAGGGGT-TATGTATA------------------------------------TAGAGAA---GAGAGGAGT
GAATTAAG-------GAAAGAACTTAAGGAATGTGGTA-TTGGGAATTTAATTAAAG-AAGAGCAGGAAGGAGACTCC
TGAAGAGAGGCTGAGATGGAA--CCATCACACTTAGGAGAAATAATCAATGAATGGCATCAAATAACCCAGA-TTT--
---GG-GGGCG-GG---------TGATGCTCAAATGTTGTAG---TGGTA---atatgtaatttggatgtttgtgctc
tccaaatttcatgttgaaatttgatcctgaacattggaggtgg-acctggtgggaggtgtttgggtcatgggggcaga
ttcctcataagtggcttgat--gctgccttgcagtaagaaatgaactcttgctctatttgttcctgagaggtctg-at
tgttaaaagaagcctggcatctc-cacctatctctcctgctctcactctctccatttgacatgactgtacccgctttg
ccttttgccatgaataaaagcttcctgagatccttaccagaa-----acagatgccagtgacgtgcct---atgcagc
ctaccaaactgtgagccaaataaaactctttttaaaataaattactcagcctcaggtatttcctttatagcaatgcaa
-aatggaccaagaca---TGTGG---TATCATAAATGAAAATGACAGAT-----------TG-GTTTAGAAATAATGA
TGTCTTGACTAAACGTTGG---AGAAACAGTTGCACAAAATGCTGGAAGTTTAAAACAGATTTTACAGATTTGGAGAT
CAAATGAGAGATAGATGCGTAACTATTTGCAGTTATT----TGTTTCCAGTGAGTGTGGATAATCTGCCTCAGAATTT
GACTTTAAG-AGAAAAGGAGAAAAAGTAAA-GAGTAAAACTGAAAGATAGTGATTAGAGTTAAAGCAGT
>Rhesus
AACAGTTAAAGGCTGTTT--AGCAACCAAATATGCATCAGGCACAGATTTATGGGGAACATATTTGAAAGAAA-GAAG
GTGGATTTAGTTTTGAATATTTAGGGCTTGTGATGCCTATAGAATGTTCAAGTGGA-ATGTCCAGTGGGCAGATAGAA
TTGCAGCTCTGGAGAGATTTTGGACTTGGGGATAAGATTTTGGGACTTCAGCATCTAAGGGGGAGTTGGACCTCTAGA
TACAAAAGAGGGGT-TATGTATA------------------------------------TAGAGAA---GAGAGGAGT
GAATTAAG-------GAAATAACTTAAGGAATGTGGTA-TTGGGAATTTAATTAAAG-AAGAGCAGGAAGGAGACTCC
TGAAGAGAGGCTGAGATGGAA--CCATCACACTTAGGAGAAATAATCAATGAATGGCATCAAATAACCCAGA-TTT--
---GG-GGGCG-GG---------TGATGCTCAAATGTTATAG---TGGTA---atatgtaatttggatgtttgtgctc
ttcaaatttcatgttgaaatttgatcctgaacattggaggtgg-acctggtgggaggtgtttgggtcatgggggaaaa
ttcctcgtaagtggcttgat--gctgccttgcagtaagaaatgaaatcttgctctatttgttcctgagagatctg-at
tgttaaaagaagcctggcatctc-cacctatctctcttgctctcactctctccatttgacatgactgtacccgctttg
ccttttgccatgaataaaagcttcctgagatccttaccagaa-----acagatgccagtgacgtgcct---atgcagc
ctaccaaactgtgagccaaataaaactctttttaaaataaattactcagcctcaggtatttcctttatagcaatgcaa
-aatggaccaagaca---TGTGG---TATCATAAATGAAAATGACAGAT-----------TG-GTTTAGAAATAATGA
TGTCTTGACTAAACGTTGG---AGAAACAGTTGCACAAAATGCTGGAAGTTTAAAACAGATTTTACAGATTTGGAGAT
CAAATGAGAGATAGATGCGTAACTATTTGCAGTTATT----TGTTTCCAGTGAGTGTGGATAATCTGCCTCAGAATTT
GACTTTAAG-AGAAAAGGAGAAAAAGTAAA-GAGTAAAACTGAAAGATAGTGATTAGAGTTAAAGCACT
>Marmoset
AGGC---------TGTTT--GGCAACCAACTATGCATCAGGCACAGATTTGTGGGGAACGTATTTGAAAGAAAAGAAG
GTGGATTTGTTTT---------------------GCCTATAGAATGTTCAAGTGGA-ATGCCCAGTGGGCAGATAGAA
TTGCAGCTCTGGAGAGATTTTTGCCTTGGGTATACGATCTGGGGACATCAACATCTAATGGGGAATTGGACCTTTGGA
TATAAAAGAGGGAT-TCTGTGTA------------------------------------TAGAGAA---GAGAGCAGT
GAACTAAG-------GAAAGCACTTAAGGAACATGGAA-TTCAGAATTTAATTAAAG-ACCAGCAGGAAGGAGATTGC
TGGAGAGAGG---------------------------------AATCAATGAGTGGCATCAAATAACCCAGA-TTT--
---TG-GGG---GG---------TGTTGCTCAAATGTTGTAG---TGGTC---gtatataatttggatgttt------
-tcatatctcactttgaaatttgaacctgaacattggaggggg-acctcgtgggaggtgtttgagtcatgggg-----
----------------------gcagatttggagtaatagatgagctcttgttctattcgatccttagagatctg-at
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tgttaaa-ggagcctggcatctc-cacctatctctcttgctctcaccctcttcatgtgacatgtttgcactccctttg
ccttttgccgtgaataaaagcttcctgagatccttaccagaa-----acagatgccagtgccatgcct---atgcagc
ctacagaactgtgggcccaataaaagtcttttcaaaataagtc-ctcagcctcagatatttcctttggagcaaggcaa
-aatggactgagaca---TGTGG---TATCATAAATGATAATGACAGAT-----------TG-GTTTACAAATAATGA
TGTCTTGACTAAACTTTGG---AGAAGCAATTACACAAAATGTTGGAAGTTGAAAACAGATTTTACAGATTTGGAGAT
CAGATAAGAGAT-----------------CAGATATT----TGTTTCCAGTGAGAGTGGACAATCTGCCTCAAAATTT
GGCTTTAAG-AAAAAAGGAGAAA----------GTGAAAATCAAAGAGAGTGATTTGAGTTAAAATAAT
>Tarsier
CACT---------TGTTT--AACA-CCAACTATACATCGGGCACAAGTTTATGGG-AGTATACTTGAAGGAAAAGATG
GTGA---------TGAATGGTTAGGGCTTGTGATGCCT--------------TGGG-GTGTCCAGAAGGCAGATAGGA
CTGAAGCTCTGGAGAG--TTTTGACTTGGGGATACAATTTGGGAACATTAGTATCTCAGGCTGAGTTGTGCCTTTTGA
TATAAAAGAGGGAG-TCTGTACA------------------------------------TTGAGAG---GAGAGTGGT
AAACTGAG-------GAGAGAACCTGGGAGATACCAAAGTTGGCAATTTAATAAAAGGAAGAGCAGGAGGAAAAATCC
TGAAGAGAGA---GGTTGGAATTCCACCAGATAGAG----GAGAGTCCTCGAGTGATTTCGGATAAGCTGAA-T----
-------GG---GG---------T-ATGTTCAATGG----GT---AGTGA---ataaaatagttggatgt--------
----gacttcatgcagaaacttgatct----aatgtgaggtgg-gacttggtggaagtgtt--gaccatgggg--tgg
gtccttatgaatggcttggcgtgctgct----ggtaatgaacgagttct--ctctatcagttcccaaaaggttca-at
aattaaaaggagcctggcatccc-ctccc-tcttcttttcttcttctctct-catgtgacatttctgttcccacttcc
ccttctgtcatgattggaagcttgctgagatccttactggat-----gcagatgccagtgccaagcttcttatgcagc
ctgcagatctg--agccagataaacctcttttctttatatatgatccagtctcagatgtttcttttatagtaacacaa
-aacatactaagaca---AGATG---TATCAAGAATGATAATGATAGAT-----------TT-GTTTGGGAATAAAGA
AGCCTTGGGCGATCTTTGAGGAAGAAGCAGCTGCGTGAAGTGTTGGGCGCTGACAACAGATTTTAGAAATTTGGAGAT
CACATGGGAGACTGACGAGAAACGACTTACAGTTATTTATCTACTTCCAGTGAGTGTGGGCAATCTGTCTCAGAATTT
GTCTTTGAG-GCAAAAAGAACAAAATGAAA-AAGAGAAGATCAGAGACGGGGGTTCTAGCAAAAGCAAC
>Bushbaby
AACC---------TGTTT--ACCAAC------TACATCAGGCACACATTTGTGGGAAGCATATTTGAAGGAAAAGAAG
GTAGATTCAGTTTTGAATGTTTGCATCTTGTGTTACCTGTAGGATATTCAACTGAA-ATGTTCAGCAG-CAGGTGGGC
CCGCAG----------AGTTTTGACTGGGGGATAAGAATTGGGAACATTAG--TCTGAGG--------GTGCTTTAAA
CATAAAAAAGGTAC-TCTTTATA------------------------------------CAGAGTG---AAGAACAGC
AGACTGAG-------GAAAGAGCATGAGG----------TTGG---------------AAGAGCAGGAAGAAGATTCC
TGAAGAGAGGTTGGGATAGAG------CAGAGGTAG----GAGAATCAATGAGGGAC-TAGAATAAGTCAGA-TTT--
---TTTGCA---TC---------TGATATTCAAA-------T---GTCGG----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------TATCAGAGAAGATAATGACAGGT-----------TGCTTTTAGGAATAATGA
AGTCATGAGTGACCTTTGG---AGAAGAAGTTGCACAAAGTGTTGGGGACAGAAAACAGATTTTAGAGAGTTGGAGAT
CAGATGGGAGATACATGAGTAACTATTTCCAGTTATTTATTTGTTTGCAGTGAATGTGGACAATCTGTCTCAGAATTT
GACTTTAAGGAAAAAAAGAGAGAGAAAGAA-GAGTGG------------GACTCTAGAGTTTAAATAAT
>Mouse_lemur
AACC---------TGTTTTAACCAAC-AACTATGCATCAGGCACAGATTTCTGGGGAGCACATTTGAAGGAAAAGAAG
GTAGATTCAGTTTGGAATGTTTGAGTCTTGTGATGCGTGTAAGATACCCAAGTGGA-AAGCCAAGCAA-CAGATGGCA
CTGAAGCTCTGGAGAGGGTTTTGACTTGGGGATACGATTTTGGAGCATCTA--ACAGAGG---AGTTGGGCCTTTAAA
TATAAAAGGGGT-T-TCTTTATA------------------------------------TACAGTG---GAGAGCAGT
GGACTGAGAGCAGTGGAGAGAGCTTGAGGAACACTGGAGTTGGGAATTTAATCAAAGGAAGAGCAGGAAGAAGATTCC
TGAAGAGAGGTTGAGATAGAG------CAGAGTTAAAA--GAGAGTCAATGACTAACGTCAAATAAACCAGA-TTT--
---TT-GTG---GG---------TGTTGTTCAAATG-----T---CGTGG----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------TATCAAAAATGATAATGACAGATAATGATATTCCTACTTTTAGGAATAATGA
AGTCATGAATGTCTTTTGG---AGAAGCAGGTGAACAAAGTGTTGGAAACTGAAAACAAAATTTAGAGATTTGGAGAT
CAAATGGGAGATAGAGGAGTAAGCATTTCCAGTTATGTATTTGTTTCCAATGAGTGTGGACAATCTGTCTCAGAATTT
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GACTTTAAGGAAAAAAAGAGAGAAAAGGAAAGAGTGAAGGTAAGATA-AGAGGTTAGAGTTAAAA-AAT
>Dog
---------------TTT--AGGTACCAAATGTGCATTGGGCATA--TTTGTGGAGAGCATATCTGTAGGAAGAAAGA
GTAGATTCATTTTTGGATGTTCAGAGCTTGAGATGCCTACAGCCTATCTCAGTAGGGATGCCCAGCAGACAGATGGTA
CTGAAGCTCTAGAAAGAGTTTTCACCTGAAGATAAGCTTTGGGAACATCAGAATCTAAGGAGGAATTGGACCTTTGGA
TATAATATATATATATATATATATATATATATATATATATATATATATATATATGAGAGAAGAGAGAGAGAGAACAAT
GGATTGAA-------GAGGAAACTGGGGGAACACTCATATTCAAAAGATAATAAAAGGAAAAACAGGAAGAAGACCCC
TAAGGAGAAACTGAGATGGAG--CAGTGAAAGTTGGAGGGAGGAATAGATGAGTGATCACAAATAAGCCAGA-TTTTT
TTTGG-GGGGGGGGAGGAGAGTGAAGTATTTGAATGTTT--T---AGCAG----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------TATCAAGAAAGATGATGACAGAT-----------TG-GTTTTGGAATAATGT
GGTCATGAGTGACCTTTGG---AGAAGCGGTTGCATGAGGTGATAGAAGCTGAAAATAGATTATAGAGATTTGGAGCT
CAAGTGGAAGATAGATGAGTAACTATTTCCAGTTACTTATTTGTTTCCAGTAAATGTGGACAATCTGTCTCAAAATGT
GACTTCAAG-GGAAAAAAATAAAAAGGGAA-GAGTAGAAATCAGAGAAAGGG----ATA-TAACGCAAT
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Marker M20

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggt-ggggcctaat
gggaggtgtttgggtcatgggggcggatccctcatgaatagattaatg------ccctccctcggggtggggatgagt
gagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttc
ctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctca
ccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaa
ttacccagcctcaggtattcctttatagcaacacaaaatggactaagaca----------------------------
------------------------------------------------------------------------------
------------------------------
>Human
TTCCACCCTTTAACCAATATCTAAAA-CTTC-CCCCAGGACTATTCCTAGGGTATCATGACTCAGGGATT--------
-AT---------CCT------------------------------------------------------GAGATT---
---TAGTTGAA-TTCTTCTTTCTAGATCT--GTCAGTGATTCATAGAGGCAGTTAGCAGGAACTGAAG---ATACC--
-aggcataatttggatatttgttccctccaaatctcatgttgaaacttgatccctaatgttgaaggt-ggggcctagt
gggaggtgctttggtcatggaggcagatccctcatgaatgacttgctgcccccttgtccccatcccacagtaatgagt
gagtactccctccattagatcacctgatagctggctgtttaaaagagcatggcacccctcccccctctctctc--ttt
ttccttctcc----ctggccacctgatgtttgcccccctttcccttctgccatgcgtggaagcttcctgaagccctca
gcagaagcagatgctggtgccatgtttcttgtacatcctgcagaactatgagccaaataaacctcctttctttataaa
ttaccctgccccaggtattcttttatagcgatgcaa--tacactaagaca---ATACC---CAAGATTCAAATGCATG
CACGCAATATGTCGTTAAGCTTCC-----TTCTA------AGAGCCATATGAGATAGGATCATTTACTTAGCAGGGCT
CATTCTCCATCAGTTCTTACACAGACTTGT
>Chimp
TTCCACCCTTTAACCAATATCTAAAA-CTTC-CCCCAGGACTATTCCTAGGGTATCATGACTCAGGGATT--------
-AT---------CCT------------------------------------------------------GAGATT---
---TAGTTGAA-TTCTTCTTTCTAGATCT--GTCAGTGATTCAGAGAGGCAGTTAGCAGGAACTGAAG---ATACC--
-aggtataatttggatatttgttccctccaaatctcatgttgaaatttgatccctaatgttgaaggt-ggggcctagt
gggaggtgctttggtcatggaggcagatccctcatgaatgacttgctgtccccttgtccccatcccacagtaatgagt
gagtactccctccattagatcacctgatagctggctgtttaaaagagcatggcacccctccccactctctctc--ttt
ttccttctcc----ctggccacctgatgtttgcccccctttcccttctgccatgcgtggaagcttcctgaagccctca
gcagaagcagatgctggtgccatgcttcttgtacatcctgcagaactatgagccaaataaacctcctttctttataaa
ttaccctgccccaggtattcttttatagcgatgcaa--tacactaagaca---ATACC---CAAGATTCAAATGCATG
CACGCAGTATGTCGTTAAGCTTCC-----TTCTA------AGAGCCATGTAAGATAGGATCATTTACTTAGCAGGGCT
CATTCTCCATCAGTTCTTACACAGACTTGT
>Orangutan
TTCCACCCTTTAACCAATATCTAAAA-CTTC-CCCCAAGACTATTCCTAGGGTATCATGACTCAGGGATT--------
-AT---------CCT------------------------------------------------------GAGATT---
---TAGTTGAA-TTCTTCCTTCTAGATAT--GTCAGTGATTCATAGAGGCAGTTAAGAGGAACTGAAG---ATACC--
-aggtatagtttggatatttgttccctccaaatctcatgttgaaatttgatccctaatgttgaaggt-ggggcctagt
gggaggtgctttggtcatggaggcagatccctcgtgaatgacttgctgtccccttgtccccatcccacagtaatgagt
gagtactccctccattagatcacctgatagctggctgtttaaaagagcatggtgcccctccctactctctctc--ttt
ttccttctcc----ctggccacctgatgtttgcccccctttcccttctgctatgcgtggaagcttcctgaagccctca
gcagaagcagatgctggtgccatgctttttgtacatcctgaagaactatgagccaaataaacctcctttctttataaa
ttatcctgccccaggtattcttttatagtgatgcaa--tacactaagaca---ATACC---CAAGATTCAAATGCATG
CACGCAATATGTCGTTAAGCTTCC-----TTCGA------AGAGCCGTGTAAGATAGGATCATTTACTTAGCAGGGCT
CATTCTCCATCAGTTCTTACACAGACTTGT
>Baboon
TTCCACCCCTTAATCAATATCTAAAA-CTTC-ACCCAGGACTATTCCTAGGGTATCATGACTCAGGGATT--------
-AT---------CCT------------------------------------------------------GAGATT---
---TAGTTGAA-ATCTTCTTTCTATATCT--GTCAGTGATTCATAGAGGCATTTTGCAGAAACTGAAG---ACACC--
-aggtataattgggatatttgttccctccaaatctcaagttgaaatttgatccctaatgttgaaggt-ggggcctagt
gggaggtgttttggtcatggaggcagatccctcatgaatcacttggtgttcccttgtccccaacccacagtaatgagt
gagtactctctccattagtttacctgatagctggctgcttaaaagagcatggcactgctccccactctctctctcttt
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ttccttctcc----ctggccacatgatgtttgcccccctttcccttctgtcatgcgtggaagcttcctgaagccctca
gcagaagcagatgctggtgccctgcttcttgttcatcctgcagaactgtgagccaaataaacctcctttctttataaa
ctaccttgccccaggtattactttatagtgatgcaa--tacactaagaca---ATATC---CAAGATTCAAATGCATG
CACGCACTATGTTG-TAAGCTTCC-----TTCTA------AGAGCCATATAAGATAGGATCATTTATTTAATAGGGCT
CATTCTCCATCCATTCTTACACAGACTTGT
>Rhesus
TTCCACCCCTTAATCAATATCTAAAA-CTTC-ACCCAGGACTATTCCTAGGGTATCATGACTCAGGGATT--------
-AT---------CCT------------------------------------------------------GAGATT---
---TAGTTGAA-ATCTTCTTTCTATATCT--GTCAGTGATTCATAGAGGCATTTTGCAGAAACTGAAG---ACACC--
-aggtataattgggatatttgttccctccaaatctcaagttgaaatttgatccctaatgttgaaggt-ggggcctagt
gggaggtgttttggtcatggaggcagatccctcatgaatgacttggtgttcccttgtccccaacccacagtaatgagt
gagtactctctccattagtttatctgatagctgactgcttaaaagagcatggcaccgctcctcactctctctctcttt
ttccttctcc----ctggccacatgatgtttgcccccctttcccttctgtcatgcgtggaagcttcctgaagccctca
gcagaagcagatgctggtgccctgcttcttgttcatcctgcagaactatgagccaaataaacctcctttctttataaa
ttaccttgccccaggtattactttatagtgatgcaa--tacactacgaca---ATATC---CAAGATTCAAATGCATG
CACGCACTATGTTG-TAAGCTTCC-----TTCTA------AGAGCCATATAAGATAGGATCATTTATTTAACAGGGCT
CATTCTCCATCCGTTCTTACACAGACTTGT
>Marmoset
TTCCATCCTTTAACCAATATCTAACA-C-----CCTAGGACTATTCCTGGGGTATCAAGACTTAGGGATT--------
-AT---------CCT---------------------------------------------------------------
-----GTTGAA----TTCTTTCTAGATCT--GCCAGTGATTCACAGAGGCAGTTAGAGGGACTTGAAG---ATACC--
-agatataatttgaatatttgttccctccaaatctcaggttgaaagttgatccctaattttgaaggtgggggtctagt
gggaggtgttttcatcatagaggcagatccttc-------actttgtgtccctctgtccccatcccacagtgatgagt
gagtattccctctcttaattcacctgatagttggctgtttaaaagagcatggcactcctcctc-----ccctc--ttt
t------tcc----ctggccatgtgatgtttgctcctcatccccttctgccatgcatggaatcttcctgaagccttca
gcagaagtagatgctgctgtcatgcttcttgtacatcttgcagaactatgagccaaataaacctcctttctttataaa
ttaccctgccccaggtattcctttacaccgatgcaa--tagactaagaca---ATATC---CAAGATGCAAATGCAGA
CATGCAATATGTTG-TAAGCTTAT-----TTTTA------AAAACCGTATCAGATAGGATCATTTACTTAGCAGGGCC
CATTCTCTGCGAGCTTTTACACAGACTTGT
>Tarsier
TTCCATCTCTCAATCAATATCTAAAA-CTTCTTCCCATGGCTTTTTCTATGGTATCATGGCTTAAGATTT--------
-AT---------TCTCTGGGTT---------------------------------------------TTGAAATT---
---TAGTTGAA-CCCCT-TTTCCAGATCT--GTCAGTGATTTGTAGACACCGTTAGCAGGAACTGAAC---ATACC--
-caatatagtttgaatatttgtttcctccaaatctcatgttgaaatttgatacccaaagttggaggt-atggccaagt
-ggaggtgttttggtcatgg-ggcgaattcctcatgaatggctggctgccgtc----------actgcggtaatgagt
gaat----------tttgatt--ctagtaactggttgtttaaaagagcatggcacccctctcctttctctctc--ttt
ttcttcttcc----ctcactgtgtcaagccagcttcctttccctttatgcagtgagc-gaagttttctgaagccctta
ccagaatcagatgctggtgccatgcttcttgaacagcctgcagaaccatgagccaagtaaacttattttctttattga
ttattcagccgcaggtattcctttacagcaacacag--tgggctaagaca---ATATC---CAAGATTCAAATGTGTG
CATGTGGTATGTCTGTAAGCTCCCT-GAATTCTA------AGATCCCTGAAAGTAA----------------------
-ATTCTCTATCAGTTCTTACACAGA-----
>Bushbaby
TTCCTTCTCTCAACCAACAGCTAGAC-TTCC-TCCTAAGGCTGTTCCTAGGGTATTGTGGCTTGGAGATT--------
-ATTCTCTGGGTCCT------------------------------------------------------GAGATT---
---TAGTTGAC-TCCTTCTTTCCAGATCT--GTCAGTGATTTGTAGAGGTAACTAGC-GGAAATGAGG----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATACC---CA-GATTCCAGTATGTA
TACCTGATATATCC-TGAGCTCTCTCCAATCCTA------AGAGCCCTACAAAATACAATCATCTACTTAGCAGGGCC
ATTTCTCTGTCAATTCTCATGCAGAACTGT
>Mouse_lemur
TGCCATCTCTCAACCAATAACTAAACATTCC-TCCTAAGGTTATTCCTAGGGTATCATGACTCAGAGATT--------
-AT--ACTGAGTCCT------------------------------------------------------GAGATT---
---TAGTTGAC-TGCCCCTTTCTAGATCT--GTCAGTGATTTGTAGAGGCAGCTAGCAGGAGCTGAAG----------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATACC---TGAGATTTGAATGTGTG
CACACGGTATGCCTGTAAGCTCTCTCCAATCCTA------AGAGCCCTACAAAATAGGATCATGTGCTTAGCAGGGCC
AGTTCTCTATCAGTTCTTATGCAGAACTGT
>Tree_shrew
TTTTACCTCTCAAGTAATATCTAAAAATTTC-TTCCAAGATTATTTTGAGGGTATCATGGCTCAGGGATT--------
-TT---------TCTCCAAGCTGTTGATTATTCTCAATAGTTCAACTATTGATAAACCTCAAAATAGTTGAGATTTAT
CAATAGTTGAA-CCCCCTTTGGCATATCC--CTCAGTGATTTGTATAAGCAGTTAACAGGAACTAAAG----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATACC---CAAGATTCCAGTGTAAG
CATGGGGTGTATCCATAAGCTCTCTTCAATTCTG------AAAGTACTCCAAGACAGAATTGTCTCCTTAGCAAAACC
AAATCTCTACTAGTTCTTACACAAAGCTGT
>Dog
TTCCACCTCTCAAACAATATTTAAACATTCC-TCCCAACAGTATTTCACGGTTCTCATGACTCAGGGATTGTACTCTA
GGT---------TCT------------------------------------------------------GAGATA---
---TAGTTGAA-CCCTAATTCCTAGATTTTAGTCAGTGAAATGTAGGAACAGATAGTAGCAGCAGCAG----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------AGACTGAAATATGTG
CATGTGATTTGTTCAGAAGCTCTCTTGGATTCCA------AGTGCCCTGCAAGATAGGCTCATCCCCAGAGCAGGGGT
AATTCTCTATCAGTTTTGAGGCAGAACTGT
>Horse
TTCCACCTCTCAACGGATATCTAAACATCCC-TCCCAAGGCTGTTCCA-GGTTATCATGACTCAGGGATTATACTCTG
GGT---------TCA------------------------------------------------------GAGATG---
---TAGTTGAAGCCCCACTTTCTAGATTTCAGTCAATGGATTGTAGACACAGCCAGCAGGAGCTGAAG----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------ATACT---CAAGATTCAAATGTGTG
CATGGGATGTG-TCTGAAGCTCCCTCGGATCCCAAGTGCGAGTGCCCTACAAGATAGGCTGATCCCCTGAGAAGAGAG
AATTCTCCATCAGCTCTCAGGCAGAGCTGT
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Marker M21

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatcccc
agtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccct
cggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctc
ctctctctcttgcttcctctct-------cgccatgtgatctctgcacacgccggctccccttcaccttccgccatga
gtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagcca
aataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca-----
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------
>Human
ATAGGAAATGATTAAAAGAGAA---AGACTCACTTAAAAATGAAGAGAGGCATCAATGTAGTCAACCTTTGCTTATAT
CTGTTCTTGAGGGAATGA-GTGGATTGCTATAACCAGCATGTCATTTCCAAATAATTCTGTTTGACTTCAGGATGCAT
TTTAG-TTCTTTCCTATGACAGTGGGAGGCTTTGTTCTGGGAATTCACAAGATATTAAAAGAAAAACCATACAGCCTG
AAGGATTTCACACTGTCTGAGGCTTAGAAAGCTGTGTGAATTGCCTGTCTTTAGGAAAGAGTTCAGT---CAGCA---
GAAGTTATCTTGTCACTGAGAAGGT-GAAGTGATTCTTTCACCTAAGATTATGAAATCAATGTGTCAACTTAGTTCTC
AAGGTAATTCACC---ATGCT---tgctatagtttggatatatga-tcctccaaatttcttgtttaaatttgatcccc
aacattggagctgaagcctaataggaggtgtttgggtcatggag-tagatccctcatgaa-----cggccttgcacgg
cctcacagaaatgagtgagttatcgctttattagttctct-gagggctggttgtt--caagaggctggcaattccctc
ctctctctcttgcctcctctct----------------tgcctgtacaaaccgggctctctttttccttccaccatga
gtggaagcagcctg-aacaccctttagaagcaggtgctggcaccatgcttcttgcacagcctgta-aactgtgaagca
ggtaaacctttatactttataaattaactaggctcagacattcctttatagtaacagaa-acagactaagaca---AT
GCT---CAATCAGCTGGTGAAATCTTACATTTATGTGCCGGAAGC---------TTAGTCCTTTTGGGCTGCTATAAC
AAAATGCCCT-AGACTGGGTTGCTTATAA-----ACCATGGGAATTTATTTCTCACAGTTGTGGAATCTGAGAAGTCC
AAGATCAAGGCAACAGCAGATTCTGTATCTGGTGAGGGCCTGATTTCTGATTCACAGATGGCACCTTCTTGTTGCATC
CTCAGGTGGTGGAAGGGGC----------------------------AAGGCATTAATCTTGTTCATAAAGGCTCTTA
CCCTCATGATCTAATTACCTCCCACAGGCTGTATCTT
>Chimp
ATAGGAAATGATTAAAAAAGAA---AGACTCACTTAAAAATGAAGAGAGGCATCAATGTAGTCAACCTTTGCTTATAT
CTGTTCTTGAGGGAATGA-GTGGATTGCTATAACCAGCATGTCATTTCCAAATAATTCTGTTTGACTTCAGGATGCAT
TTTAG-TTCTTTCCTATGACAGTGGGAGGCTTTGTTCTGGGAATTCACAAGATATTAAAAGAAAAACCATACAGCCTG
AAGGATTTCACACTGTCTGAGGCTTAGAAAGCTGTGTGAATTGCCTGTCTTTAGGAAAGAGTTCAGT---CAGCA---
GAAGTTATCTTGTCACTGAGAAGGT-GAAGTGATTCTTTCACCTAAGATTATGAAATCAATGTGTCAACTTAGTTCTC
AAGGTAATTCACC---ATGCT---tgctatagtttggatatatga-tcctccaaatttcttgtttaaatttgatcccc
aacattggagctgaagcctaataggaggtgtttgggtcatgggg-tagatccctcatgaa-----cggccttgcactg
cctcacagaaatgagtgagttatcgctttattagttccct-gagggctggttgtt--caagaggctggcaattccctc
ctctctctcttgcctcctctctctcttgcctcctctcttgcctgtacaaaccag-ctctctttttccttccaccatga
gtggaagcagcctg-aacaccctttagaagcaggtgctggcaccatgcttcttgcacagcctgta-aactgtgaagga
ggtaaacctttatactttataaattaactaggctcagacattcctttatagtaacagaa-acagactaagaca---AT
GCT---CAATCAGCTGGGGAAATCTTATATTTATGTGCCGGAAGC---------TTAGTCCTTTTGGGCTGCTATAAC
AAAATGCCCT-AGACTGGGTTGCTTATAA-----ACCATAGGAATTTATTTTTCACAGTTGTGGAATCTGAGAAGTCC
AAGATCAAGGCAACAGCAGATTCTGTATCTGGCGAGGGCCTGATTTCTGATTCACAGATGGCACCTTCTTGTTGCATC
CTCAGGTGGTGGAAGGGGC----------------------------AAGGCATAAATCTTGTTCATAAAGGCTCTTA
CCCTCATGATCTAATTACCTCCCACAGGCTGTATCTT
>Baboon
AAAGGAAATGAGTAAAAGAGAA---AGGCTCACTTACAAATGAAGAGAGGCATCAATGTAGTCAACCTTTGCTTGTAT
CTGTTCTTGAGGGAATGA-GTGGATTGCTATAACCAGCATGTCATTTCCAAATAATTCTGTTTGACTTCAGGATAGAT
TTTAG-TTCTTTCCTACGACAGTGGGAGGCTTTGTTCTGGGAATTCACAAGATATTAAAAGAAAAACCATACAGCCTG
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AAGGATTTCACACTGTCTGAGGCTTAGAAAACTGTGTGAATTGCTTGTCTTTAGGAAAGAGTTCAGT---CAGCA---
GAAGTTATCTTGTCACTGAGAAGGT-GAAGTGATTCTTTCACCTAAGACTGTGAAATCAATATGTCAACTGAGTTCTA
AATGTAATTCACC---ATGCT---tgctatagtttggatatatga-tcctccaaatttcttgttgaaatttgatcccc
aacattggagctgaagcctaataggaggtgtttgggtcatgggg-tagatccctcatgaa-----tggccttgcactg
cctcacagaaatgagtgagttattgttctattagttccct-gagggctggtggtt--caagaagctggcgcttccctc
ctttctctcctgcctcctctct--------tgcattgtagtctgcacaaattga-cacccttttgccttccaccatga
gtggaagcagcctg-aacaccctttagaagcaagtgctggcaccatgcttcttgcacaacctgta-aactgtgaagca
ggtaaacctttatactttataaattaactatgctcagacattactttatagcaacacaa-acagactaagaca---AT
GCT---CAATCAGCTGGCAAAATCTTACATTTATGTGCTGGGAGC---------TTAGTCCTTTTGGGCTGCCGTAAC
AAAATGCCCT-AGACTGGATTGCTTATAA-----ACCATGGGAATTTATTTCTCACGGTTGTGGAATCAGAGAAGTCG
AAGATCAAGGCAACAGCTGATTCTGTATCTGGTGAGGACCTGATTTCTGATTCACAGATGGCACCTTCTTGTTGTATC
CTCAGGTAGTGGAAGGGGC----------------------------AAGGCATTAATATTACTCATGAAGACTCTTA
CCCCCATGACCTAATCACCTCCCACAGGCTGTATTTC
>Orangutan
ATAGGAAATGATTAAAAGAGAA---AGACTCACTTACAAATGAAGAGAGGCATCAATGTAGTCAACCTTTGCTTATAT
CTGTTCTTGAGGGAATGA-GTGGATTGCTATAACCAGCATGTCATTTCCAAATAATTCTGTTTGACTTCAGGATGGAT
TTTAG-TTCTTTCCTATGACAGTGGGAGGCTTTGCTCTGGGAATTCACAAGATATTAAAAGAAAAACCATACAGCCTG
AAGGATTTCACACTGTCTGAGGCTTAGAAAGCTGCGTGAATTGCCTGTCTTTAGGAAAGAGTTCAGT---CAGCA---
GAAGTTTTCTTGTCACTGAGAAGGT-GAAGTGATTCTTTCACCTATGATTGTGAAATCAATGTGTCAACTTAGTTCTA
AAGGTAATTCACC---ATGCT---tgctgtagtttggatatatga-tcctccaaatttcatgttgaaatttgatcccc
accattggagctgaagcctaataggaggtgtttgggtcatgggg-tagatccctcatgaa-----cggccttgcactg
cctcacagaaatgagtgagttattgctttattagttccct-gagggctggttgtt--caagaggctggcaattccctc
ctctctctcttgcctcctctct----------------tgcctgcacaaaccag-ctctcttttgccttccaccatga
gtggaagcagcctg-aacaccctttagaagcaggtgctggcaccatgcttcttgcacagcctgta-aactgtgaagca
ggtaaacctttatactttacaaattaactaggctcagacattccttcatagtaacagaa-acagactcagaca---AT
GCT---CAATCAGCTGGTGAAATCTTACATTTATGTGCCGGGAGC---------TTAGTCCTTTTGGGCTGCTATAAC
AAAATGCCCT-AGACTGGGTTGCTTATAA-----ACCATGGGAATTTATTTCTCACAGTTGTGGAATCTGAGAAGTCC
AAGATCAAGGCAACAGCAGATTCTGTATCTGGTGAGGGCCTGATTTCTGATTCACAGATGGCACCTTCTTGTTGTATC
CTTAGGTGGTAGAAGAGGC----------------------------AAGGCATTAATCTCATTCATGAAGGCTCTTA
CCCTCATGATCTAATTACCTCCCACAGGCTGTATCTC
>Rhesus
AAAGGAAATGAGTAAAAGAGAA---AGGCTCACTTACAAATGAAGAGAGGCATCAATGTAGTCAACCTTTGCTTGTAT
CTGTTCTTGAGGGAATGA-GTAGATTGCTATAACCAGCATGTCATTTCCAAATAATTCTGTTTGACTTCAGGATGGAT
TTTAG-TTCTTTCCTATGACAGTGGGAGGCTTTGTTCTGGGAATTCACAAGATATTAAAAGAAAAACCATACAGCCTG
AAGGATTTCACACTGTCTGAGGCTTAGAAAACTGTGTGAATTGCTTGTCTTTAGGAAAGAGTTCAGT---CAGCA---
GAAGTTATCTTGTCACTGAGAAGGT-GAAGTGATTCTTTCACCTAAGACTGTGAAATCAATATGTCAACTGAGTTCTA
AATGTAATTCACC---ATGCT---tgctatagtttggatatatga-tcctccaaatttcttgttgaaatttgatcccc
aacattggagctgaaccctaataggaggtgtttgggtcatggag-taaatccctcatgaa-----cggctttgcactg
tctcacaaaaatgagtgagttattgttctattatttccct-gagggctggttgtt--caaaaagctggcacttccctc
ctttctctcctgcctcctctct--------tgcattgtagtctgcacaaattga-ctcccttttgccttccaccatga
gtggaagcagcctg-aacaccctttaaaagcaagtgctggcaccatgcttcttgcacaacctgta-aactgtgaagca
ggtaaacctttatactttataaattaactatgctcagacattactttatagcaacacaa-acagactaagaca---AT
GCT---CAATCAGCTGGCAAAATCTTACATTTATGTGCTGGGAGC---------TTAGTCCTTTTGGGCTGCCATAAC
AAAATGCCCT-AGACTGGATTGCTTATAA-----ACCAGGGGAATTTATTTCTCATGGTTGTGGAATCAGAGAAGTCC
AAGATCAAGGCAACAGCTGATTCTGTATCTGGTGAGGACCTGATTTCTGATTCACAGATGGCACCTTCTTGTTATATC
CTCAGGTAGTGGAAGGGGA----------------------------AAGGCATTAATATTGTTCATGAAGACTCTTA
CCCCCATGACCTAATCACCTCCCACAGGCTGTATTTC
>Marmoset
ATAGCAAAAAGTTAAAAGAGAA---GGAATCATTTACAAATGAAGAGAGGCATCATTTTAGTCAACCTTTGCTTATAT
ATGTTCTTGAGGGAATGA-GCGGATTGCTATAATTAGAATGTCATTTCCAAATAATTCTGTTTGACTTCAGGATGAAT
TTTAG-TTCTTTCCTATGACACTGGGAGGTTTTGTTCTGGGAATTCACAAGATATTAAAAGAAAAACCATACAGCCTG
AAGGATTTCACACTGTCTGAGGCTTGGAAAGCTGTGTGAATTGCCTGTCTTTAGGGAAGAGTTCAGT---TAGCA---
GAAGTTATCTTGTCACTGAGAAGGT-GAAGAGATTCTTTCACCTAAGATTATGAGATCAACATGTCAACTGAGCTCTA
AATGTAACACACT---ATGTT---tgctatagtttggatgtatga-tcctccaaatttcttgttgaaatttgatcccc
aacatgggagttgaagcctaataggagatgtgtaggtcatgggg-tatatccctcgtgaa-----tggccttgcactg
actcacagatatgagtgagttattgctctatcagttccct-gaggcctggttgtt--cgagaagctgagacttccctt
ctctctctc--acctcctctct--------tgcattgtagtctatacaaactga-ctttcttttgccttccactatga
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gtggaagcagcctt-aacacccttcagaagcaggtgctggcatcatacttcttgcacaacctgta-aactctgaagca
ggtaaacctttatactttataaattaactagcctcagacattcctttataacaacacaa-acaggcaaagaca---AT
GCT---CAATCATCTGGTGAAATCTTACATTTATGTGATGGGAGCTGA-CTGCTTTAGTCCTTTTGGGCTGCTATAAC
AAAATGCCCT-AGACTGGGTTGCTTATAA-----ACCATGGGAATTTATTTCTCACAGTTCTGGAAACTGAGAAGTCC
AAGATCAAGGCAACAGCAGATTCCGTATCTGGTGGGGGCCTGATTTCTGATTCACAGATGGCACCTTCTTGT---ATC
CTCAGGTGGTGGAAAGGAC----------------------------AAGGCACTAATCTCATTCATGAAGGCTCTTG
CCCTCATGATCCAATCACCTCCCACATGCTCTATCTC
>Tarsier
ATAGTGAATGATT--AGGTATA---AGGATCACTTAAAAATGAAGACAAGCAT-ATT--AGTCAACCTTTACATTTAC
CTGCTCTTGAGGGAATGA-GTGGATTGTTATCACCAGCATGTCATTCCCAAATAGTTCTGTCTGACTTCAGGATGGAT
TTTAGTTTTTTTCCTATGACAATCAAAGGCTTTGTTCTGGGAATTCACAAGATATTAAAAGAAAAACCGTGCAGCCTG
AAGGATTTCTCACTGTCTCAGGCCCGGAAAACTGTGTGAATTGTCTGTCTTTAGGGAAGACTTTAGTCTGCAGAA---
GAAGTTATCTTGTCACTGAGAAGGT-GAAGTGATTCTTTCATGAAAAACTGTGAAATCAATATGTCAACTGAATTTTA
AATGTAATCCACC---ATGCT---tgctagagtttggatagatga-cc-----aacctcatgttgaaatttgatcctc
agtgttagaggtg-agcgtaatggaaggtgtttgggtcatgggg-cagatttttcatgga-----tgacttggtgtca
ccctctggtaaagagtgagttctcactctatttatcccctccagggctggttgttgaaaagagtctggtaccttcctc
ctctctctcttgcctcttcttt------catgctgtgatctctgaacacaccag-ttcccctttgccataccttacaa
gtggaagcagcctatgcctctcatcagaagcaggtgctggtaccatgtttcttgtacagaccgcagaacactgagcca
aataaatgttgttcccttataaatgacccagcctcaggtgttcctttatagcaacacaa-acatattaagaca---TT
ATT---CCCTTAACTGGTGAAATCTTACACTTATGTGCCAGGAGCTGACCTCCTTAAGACCTTTTGGGCTGCTATAAC
AAAATGCCAT-AGAATGACTGGCTTATGG-----ATAAGAGGAATTTTGTTCTTACAGTTCTGGAGGCCAGGTAGTTT
AAGATCAAGTCACCAGCAGGCTTCGTATCTGGTGAGAGACTGCTTTCTGGTTCATGGATGGCACCTTCTTATGGTGTC
TTCAAGTGGTGGAAGGTACAAGGCAACTCTCTGGG-GCTCTGTTATAAAGGCACTAATACCTTTCATGAAGG-TTTTG
CCCTTATGACCTAATCATCTCCTAAAGGCTGCACCTC
>Bushbaby
GTAATGAATAATTAAGACAGAA---GGAATCGCCAG----TGAAGAGATGCTTCATTTCAGTCAAAGTTTGCTTGTAT
CTGTTCTGGAGGGAAAGA-GTGGATTACCATGACTAGCATGTCATTTCCAAGTAATTCTGTGCGACCACAGAATATAC
TTTAG-TTCCTTCTTGTGGCGGTGGAAGGCTTTGTTCTGAGAATTCACAAGATATT-AAAGAAAAACCATATGGCCTA
AAGGATTCTATATGGACTAAGACCTGGAAAGCTGTGTGTGGTGCCTGTTTTTAGGGAAGAGTTCAGT---CAGCA---
GAAGTTACCTTGTTGGTGAGAAGCT-GAAGTGATTCTTTTACCAAAGGTGGGGAAATCAATATGTCACCTGAATTCTA
AATTTAACTCACC-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------AT
GCT---CACTGGGCTGGTGAAGTTGTACATTTATGTGCCAGGACC-TG-GTGACTTACTCTTTTGGGGCTGCCATCAT
AGACTG-----GGT---GGTGGCTTTTAAAAAATAAAATAGCAATTTATTTCTTACAGGTCT-GAGGCTGGGAAGTCC
AAGATGAAGACACCATCAGACTCAGTGTCTGGTGAGGGCTGACTTCTGGGTTCACGGAAGGAACACA----------T
CTTCAGGGACAGAAGAGGTAAGGCAGATCTCTGGGCCCCCTTTTATAGGAACGCTCATCCTATTCCTGATGACTCTTG
TACTCATAACCTAATGACCTCCCAAAGGCACCGTGTC
>Mouse_lemur
ATAGTGAA----TAAGGGAGAA---GGAATCACAAA----CGAAGAGATG-TACATTTCAGTTAAACTTTGCTTATAT
CTGCTCTTGAGATAAAGA-GTGCAT-------GTCAGTATGCCATTTCCAAATAATTTTGTTTGACTTCAGGATGTCT
TTTAG-TTCCTTCCTATGGCAATGGAAGACTTTGTTCTAGGAATTCATAAGATATTAAAAGAAAAACCACACAGCCTA
AAGGATTCCACACTGACTGAGATCTGGAAAGCTGTGTAGATTGCCTGTCTTTAGGGA--AGTTTAGT---CAGCAGAA
GAAGTTATCTTGTCACTGAGAAGCT-GAAGTAATTCTTTTACCAAAGGTTGTGAAATCAATATGTCAACTGAATTCTA
AATGTAATCTACC-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------AT
GCT---CAATCAGCTGGTGAAATTGTACATTTACATGCCAGGAGC-TGCCTGTCTTACTCTTTTTGGGCAGCTGTAAC
AAAATGCCAGCAGTCTGGGTGGCTTATAAAA---AAAATAGCGATTTATTTCTCACAGTTCTGGAGGTTGGGAAGTCC
AAGATCAAGACATAAGCAGATTAAGTGTCTGGTGAGGGCTTGTGCTCCGGTTCATAGATGGCACTTGCTTGCTGTGTT
CTTAGGGGGTGAAAGGGGCTGGGCAGACCTCTGGGCCCCCCTTTATAAGGGCACTAGTCCCATTCCTGATGGATCTTG
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CCCTCATGACCTAATTACCTCCCAAATGTGCCACCTC
>Dog
ATAGCAAATGGTTTTAATGGG----AGAATCACTTATAAATGAAGAAATGTG----TTCTATCGATTTTTGTTCATAT
CTGTTCTTGAGGAAAAGAAGTAGATTGCCATAACTAGTGTATCATTTCCAAATAATTCTGTATGATTCCAGGATGGAT
TTTAA-TTCCTTCTTATGACAAT-GGAGGCTTTGTTCTGGAAATTCACAAACTGTTAAAAGAAAAACTATATAGACTA
AAGGATTTTGTGCTGACTGAGGACTGGAAAGCTATATAAATTCCCTGTCTTTAGGGATGACT--AGT---CAGCAGAG
GAAGTCATCATGTCACAGAAAAGCTGGAAGTGATTCTTTCACCAAATGTTGTGAAATCAATATGCCAATTGAACTCTA
AATGTAATCTACC-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------AT
GTT---TGATCAACTGGTGAACTTGTACATTTGTGTGCCAG-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------
>Horse
ATAGTG-ATTATTTTAAAGGGAGAAAGAATTACCTACAAATGGAAAGATGCATTG-CTTTATCAATCTTGGCTTATGT
GTGCTCTTGAGGGAAAGAGGAGAATTACCATAATCTGTGTGTCATTTCCAAATAATTCTGTCTGACTTGAGGATGGAT
TTCAG-TTCCTGCCTATGACAGTGGGAGGCTTTGTTCTGGAAATTCACAAACTATTGAAAGAAAAACCATACAGCCTA
AAGGATTCCACACTGACTGAGGGCTGGGAAGCTATGTAAATTGCCTGTCTTTAGGGGAGAGTTCAGT---CAGCAGAA
GAAGGTATCACACCACAGAGAAGGTGGAAGTGATTCTTTTACCAAAGCTTGTGAAATGAATATGTCAACTGAATTCTA
AATGTAATCCACT-----------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GT
TCT---CAATCAGGTAGTGAACTTATACATCTATGTGCCAG-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------
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Marker M23

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------tgctatagtttggatgtttgtcccctccaa
acctcatgttgaaatttg-atccccagtgttggag-gtggggcctaatgggaggtgtttgggtc-atgggggcggatc
cctcatgaatagattaatgccctccctc--ggggtggggatgagtgagttctcactctattagttcccgcgagagctg
gttgttaaaaagagcctggca----------------------------------------------------cctcc
ctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttca-ccttccgccatgagtg
gaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcag-aaccgtgagccaaa
taaacctcttttctttataaatta-cccagcctcaggtattcc-tttatagcaa-cacaaaatggactaagaca----
------------------------------------------------------------------------------
---------------
>Human
ATGG-AATGG-TTCTAAATATCACAAAAATTTATCTCCTCGGTCCCTTCTTT-AGTCTTCCCTT-CACCTTAGCTCTG
CATGTTTTAATTTAGTT-GGTTGGTTTTTCTTGACTTACACT--G--GGTG-----------------------GGTA
TGTCTTT------------GGAGAGTAATGA-GAGAAGAAACTTCCTAGTTCGTGTCCTAGTTTGGCTCTTAGAAG-A
AAAAC-AAAAAATGTTTTTGTGACCTGAGG---AATA---CTAGG---taatatagcttggatatttgtcctctccaa
atctcattttgaaatttg-atccccagtgttggag-atggggtctagtgggaggtgtttgggtc-ttaggggcggatc
cctcatgaatggcttggtgccattcgtat-gggat---------tgagttcttgctct--tagttttggggagatctg
gttgtcaaaaagagtctggcatcctattcagtgcctcccttctcccctgcctatttctctctctttctca----ctct
ttctctctctctatctctcacttcctgccatgtgatcttt--acataccagctccccttcccccttctgccatgactg
gaagcttcctgaagtccctgctagaagcagaatagagtgctatacttcttgtacagcctgcag-aactatgttccaaa
taaacctctttttgttataaatta-cccagcctcaggtattcc-tttatagcaa-tgcaa-atggactaagaca---C
TGGG---TTTGGG-GTTAGTTTTGGGGATGTACCTAGAACTCTTCAG----TTAATGT---AGTCTACTCTTATTTCT
TAGTTATC--AGTAC
>Chimp
ATGG-AATGG-TTCTAAATATCACAAAAATTTATCTCCTCGGTCCCTTCTTT-AGTCTTCCCTT-CACCTTAGCTCTG
CATGTTTTAATTTAGTT-GGTTGGTTTTTCTTGACTTACACT--G--GGTG-----------------------GGTA
TGTCTTT------------GGAGAGTAATGA-GAGAAGAAACTTCCTAGTTCGTGTCCTAGTTTGGCTCTTAGAAG-A
AAAACAAAAAAAGGTTTTTGTGACCTGAGG---AATA---CTAGG---tgatatagcttggatatttgtcctctccaa
atctcattttgaaatttg-atccccagtgttggag-atggggtctagtgggaggtgtttgggtc-ttgggggtggatc
cctcatgaatggcttggtgccattcgtat-gggat-----tgagtgagttcttgctct--tagttttggggagatctg
gttgtcaaaaagagtctggcatcctattcagtgcctcccttctcccctgcctatttctctctctttctcactctctct
ttctctctctctatctctcacttcctgccatgtgatcttt--acataccagctccccttcccccttctgccatgactg
gaagcttcctgaagtccctgctagaagcagaatagagtgctatacttcttgtacagcctgcag-aactatgttccaaa
taaacctctttttgttataaatta-cccagcctcaggtattcc-tttatagcaa-tgcaa-atggactaagaca---C
TGGG---TTTGGG-GTTAGTTTTGGGGATGTACCTAGAACCCTTCAG----TTAATGT---AGTCTACTCTTATTTCT
TAGTTATC--AGTAC
>Orangutan
ATGGAAATGGTTTCTAAATATTACTAAAATTTATCTCCTTGGTCCCTTCTTT-AGTCTTTCCTT-CACCTTAGCTCTG
CATGTTTTAATTCAGTTGGGTTGGTTTTTCTTGACTTACACTTGG--GGTG-----------------------GGTT
TGTCTTT------------GGGGAGTAATGA-GAGAAGAAACTTCCTAGTTCGTGTCCTAGTTTGGCTCTTAGAAG-A
AAAAC-AAAAAATGTTTTTGTGACCTGAGGAATAATA---CTAGG---tgatatagcttggatatctgtcccctctaa
atctcattttgaaatttgaattcccagtgttggagcatggggtctagtgggaggtgtttgggtcacggggggcggatc
cctcatgaatggcttggtgccatttgtat-gggat-----tgagtgagttcttgctct--tagtttcagggagatctg
gttgtcaaaaagagtctggcatcctattcagtgcctcccttctcccctgcctatttctctctctttctcactctctct
ttctctctctctatctctcacttcctgccatgtgatcttt--acacaccagctccccttcccccttctgccatgactg
gaagctccctgaagtccctgctagaagcggaatagagtactatacttcttgtacagcctgcagaaactatgttccaaa
taaacctctttttgttataaattaccccagcctcaggtattccttttatagcaattgcaa-atggactaagacaG--C
TGGG---TTTGGGAGTTAGTTTTGGGAATGTACCTAGAACCCTTCAG----TTAATGT---AGTCTACTCTTATTTCC
TAGTTATCGAGGTAC
>Baboon
ATGG-AATGG-TTCTAAATATCACAAAAATTTATCTCCTCGGTCCCTTCTTT-AGTCTTTCCTT-CATCTTAGCTCTG
CATGCTTTAATTTAGTT-GGTTGGTTTTTCTTGACTTACATT--G--GGTG-----------------------GGTT
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TGTCTTT------------GGGGAGTAATGAGGAGAAGAAACTTCCTAGTTCATGTCCTAGTTAGGCTCTTAGAAG-A
AAAAC-AAAAAATGTTTTTGTGACCTGAAG---AATA---CTAGG---tgatatagcttggatatttgtcctctccaa
atctcattttgaaatttg-atccccagtgttggag-atggggtctagcgggaggtgtttgggtc-atgggggcggatc
cctcatgaatgacttggtgccattcttat-gggat-----tcagtgagttcttgctgt--tagtttccgggagatctg
gttgtcaaaaagagtctggcatcttattcagtgcctcccttctcccctgactatttctctccctttctcactctctct
ttctc--------tgtctcacttcctgccatgtgatcttt--acacaccagctccccctcccccttctgccatgactg
gaagcttcctgaagtccgtgacagaagcagaatagagtgctatacttcttgtacagcctgcag-aactatgttccaaa
taaacctctttttgttataaatta-cccagtctcaggtattcc-tttatagcaa-tgcaa-atggactaagaca---C
TGGG---CTTGGG-ATTAGTTTTGGGGATGTACCTAGAACCCTTCAG----TTAATGT---AGTCTACTCTTATTTCC
TAGTTATC--ACTAC
>Rhesus
ATGG-AATGG-TTCTAAATATCACAAAAATTTATCTCCTCGGTCCCTTCTTT-AGTCTTTCCTT-CATCTTAGCTCTG
CATGCTTTAATTTAGTT-GGTTGGTTTTTCTTGACTTACATT--G--GGTG-----------------------GGTT
TGTCTTT------------GGGGAGTAATGAGGAGAAGAAACTTCCTAGTTCATGTCCTAGTTAGGCTCTTAGAAG-A
AAAAC-AAAAAATGTTTTTGTGACCTGAAG---AATA---CTAGG---tgatatagcttggatatttgtcctctccaa
atctcattttgaaatttg-atccccagtgttggag-atggggtctagtgggaggtgtttgggtc-gtgggggcggatc
cctcatgaatgacttggtgccattctttt-gggat-----tcagtgagttcttgctgt--tagtttccgggagatctg
gttgtcaaaaagagtctgcaatcttattcagtgcctcccttctcccctgactatttctctccctttctcactctctct
ttctc--------tgtctcacttcctgccatgtgatcttt--acacaccagctccccctcccccttctgccatgactg
gaagcttcctgaagtccgtgacagaagcagaatagagtgctatacttcttgtacagcctgcag-aactatgttccaaa
taaacctctttttgttataaatta-cccagtctcaggtattcc-tttatagcaa-tgcaa-atggactaagaca---C
TGGG---CTTGGG-GTTAGTTTTGGGGATGTACCTAGAACCCTTCAG----TTAATGT---AGTCTACTCTTATTTCC
TAGTTATC--AGTAC
>Marmoset
ATGG-AATGG-TTCTAAATATCACAAAAATTTCTCTCCTCGGTCCCTTCTT------TTTCCTT-CACCTAATCTCTG
CATGCTCTAATTTAGCT-GCTTGGCTTTTCTTGACTTACAGT--G--GGTG-----------------------AGTT
TGTCTTT------------GGGGAGTAATGA-GAGAAGAAACTTCCTAGTTTGTGTCCCAGTTGGGCTCTTAGAAG-A
AAAAT--AAAAACATTTTTGTGACCTGAAG---AATA---CTAAG---tgacatagcttggatatttgtcccctccaa
atctcattttaaaatttg-atctccagtgttggag-atggggtctggtggaaggt------gtc-ataggggcagatc
cctcatgaatggcttggtg------------------------------------------agtttctgggagatctg
gttgtc-aaaagagtctggcatcttattcagtgcctcccttctctcctgcctgtttctctctccttctcactctctct
ctctc------------ttacttcctgccatttgatcttt--acacaccagctcccctttccccttctgccatgactg
gaagcttcctgcagtccctgccagaaac------gagtgctgtggttcttgtacggcctgcag-aaccatgttccaaa
taaacgtctttttgttataaatta-cccagccttaggtattcc-tttacagcaa-tacaa-atggactaaggca---C
TGGG---TTTGGG-GTTAGTTTTGGGGATGTACCTAGAACTTTTCAT----TTAATGC---AATA-ATTCTTATTTCC
TAGTTATC--AGTAA
>Tarsier
ACTG-AATGA-TTCTAAGTATCACAACAATTTTTCTCCT--GTCTCTTTCTT-AGACTTTCTTT-CCCCTCATTTCTG
CTTCCTTTAATTCATTT-GGTTGGTTTTTCTTGACTTACATT--G--AATG-----------------------GGGT
TCTCTTT------------GAAGAGTAATGT-GAGAAGAAAT-------------TCTTGGTTCAGATCTCAGAGG-A
AAAAC-AAGTAA-GTTTTTGTGACCTGGAG---AATA---CTGGG---tgatatcgtttggatatttgtcccctcc-a
atctcatgttgaaatttg-atccttagtgtagaag-gtgggg------------------agtc-atggga------c
cctcatgaatgactttatgttcttcttgtgggggt-----tgagtgagttcttactct--tagctcct--gatacctg
gttgt----------ctggca----------------------cccccg-------ttctctctttctgtctctctat
ctctc--------tcactcacttcttgccatatgatcttc--aaatgccatttcccctt-ccccttccatcaggagtg
gaagcttcttgaggtcctcaccagaagcagaagctgacactatgcttcttgtacagcctacag-atctgtgagccaaa
taaaaccctt----ttataaatta-cccagccttaggtattcc-tttataacag-cacaa-atggactaagaca---C
TGGG---TTTGGA-GTTAGTTCTTGGGATGTTTCTGAAGCCTTTCAG----TTGATGC-AGAGTCTACTCATATTTCC
AGGTTATT--AGTAC
>Bushbaby
ATGG-AATGA-TTCATAATACTATAAAAATTTCTCTTCTAGGTCCCTAA----AGTCTTTCCTTCCCCCTTGTCTCTG
CACATTTTAATTAGGTT-TG------TTTCTTGACATATATC--T--GGTG-----------------------GGGC
TGTCTTT------------GAGGATTAATGT-GAAAAGAAACT------------TCCTTGTTCAGATCTAAGAGG-A
AAAAC--AAATATGTTTTTGTGATCTGGAG---AATA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------------C
TGGG---TTTGGG-ATTAGTACTTGGGATGTCCCTGAAAACTTTCAG----GTAATGC-TGAGTCTACTCTTATTTTC
CATTTATT--AGTAC
>Mouse_lemur
ATTG-AATGG-CTCTTAATACAATAAACATTTCTCTCCTGGGTCCCTTCTTT-AGTCTTTCCTT-CCCTTTGTGTCTG
AACACTTTAATTTACTT-GGTTGGTTTTTCTTGACATACATC--C--GCTT-----------------------GGGT
TGTCTTT------------GAGAAGTAATGT-GAAAAGAAACT------------TCCTGGTTCAGATCTAAGAGGAA
AAAAC--AAATATGTTTTTGTGACCTGGAG---AATA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------------C
TGGG---TTTGGG-ATTAGTACTTAGGATGTTCCTGGAAACTTTCGG----TTAATGC-AAAGCCTACTGTTATTTCC
CAGTTATT--AGTAC
>Mouse
A-AG-AGAGG-TCCCAGCTCCTACAAGCACCTCTCTCCTGTTTGTTTGTTTGTTTGTTTTAACC-TTCATTGCCCCTC
AAATCT----GGCCTCT-------------------TTCAGT--A--GGT----------------------------
TGTTTGTTTCGTGAATTAAGGTTAGTAATGC-AAAAGTAAACT------------TCCAGGTTTAGAGCTCAGGGG-G
AAATT----ATGACTTATTGTGCCCCGTAG---AATA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------------C
TAAG---TTTGGG-GCTAATTCTTGTCTTTGCCCTTGAACCTTCTGGTGGGACAACGGCAGATTGT-CT-CTAGTTTC
TACTCACT--ACTAT
>Dog
GTGG-AATGA-TTCTTAATACCATCAA-ATTTCTC--------------TTT-ATTCT--------------TTCCTG
CACAGTTTAATTCATTT-GGTTGATTTTTCCTGAAATACATC--TTGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT
TGCTTTT------------TAGGAGTAAAGT-GAGAAGAAACC------------TCCTGGCTTAGATCTCAGAAG-A
AAAAA--A--------TCTGTGACCTGGAG---AACA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------------C
TAGG---TTTGGA-GTTAGTTCTTGGGA-GTCCTTGGAACTTTTCAG----TAAATGGCAGACTCTACTCTTATTTTA
TAGTTATC--AGTAC
>Horse
ATGG-ATTGT-TTCTTAATGCCATAAACACTTCTCTCTTGGGTCCCATGTTT-AGTCTTTTCTT-CCCTTTGTTTCTG
CACACGTTAATTCAGTT-GGTCGGCTTTTCCTCACAAACACC--T--GGTG-----------------------GGGT
TGGCTTT------------TAGGAGTAACGT-GAGAAGAAACT------------TCATGGTTCAGACCTCAAAGG-A
AAAAC--AAGTAAGTTTTCGTGAGGCGGAG---AACG-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------------C
CAGC---TTTGGT-GTTAGTTCTCGGGATGTCCCTGGAAC-TTTCAG----TCAATGGCAGAGTCTGCTCTTATTTCG
TAGTCATC--GGTAA
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>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------tgctatagtttggatgtttgtcccc-tccaaacctcatgttgaaatttgatccccagtgttggaggtggggc
ctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtg
agttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcc
tctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcac
cagaa---gcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttata
aattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------
>Human
GAGAAATATTTGGCACAGGCCTAAAGTGAGTTACT-GTC----------TAGCTGCAACTGCCTGAAGATGGTCAAAT
CCTCTACAGCACTGGTTGGAGCCAAGAGGAATTTGAGGGAGTGACCAAGATGTCTCCTATGTCCAGTGGGAGGCCAGT
CTATTTCTGTA-CAGTATTAAGCTACATGCTTTCCTAGAGAAGTGCCAAGACATGAAT--GAAGAT-----GATGTTG
ATGCTATTGAGAAAAACATGTCCTTTTTAAGATGGAATCTCTGGAGGAGTTGTCTCAGTTGGCAGCAACTGCAAGTCA
AGCTTGTTCTCAAGCA-CTGAATGTGAAGATGGATGCTTGGGTAGAGCTTAA-GTAGTTGAAAGGAGAAGAACTGAGC
TCCTCCTTGAAAGCACCACATGTAT-TTGTTAATAGTTATCATAGGCCATGCCTGTAG--CAGCCCAGGGAAA---GT
CCT---tgatagagtttggatatttgtcgct-tccaaatctcatatcaaaatttgattcccaatgttatagataggac
ctgatgggaagtgtttgggccacggggacaggttcctcatgaatgtcttggtgccatcctcggaatag----tgagtg
agttcttactc--ttaattcccatgacaactggctgttaagaagagcctggcaccttcctccctctctctcttccttc
ctctcttgccgtgtgatgc---------ttgctttcctttaccttctgccatgagtagaagctccctgaagccctcat
ctaaa------------------------------------gcagaactataagccaaacaaattccttttctttata
aat-atccagcctcatgtattcctttataagaatgcaaaatgcactaagaca---GTCCC---CAAGT--GGACATGC
GTGGGA--TTCCTCAACTCTCTAATGCAGGTGTAGTTAAGTGGCATTTACCCCAGTCCTGGTACAACAAAAA-TCCAA
GGCCTAGAATCTATATTAATCCTGAGCAGCAGAATTGTTGCTTTGTATGGTAGGTTAAGTTGCTTCTGGG--TAAAAT
GATGGCCATGGGTATAAAAGGTGGAGTCCATGCTTCTCTGGCCCGGTGGGCATCTCACTTCATCCACACAGCCAAAGA
CCACCAACCACAGCTGTATTTCCATGATAAGTGCGGGCAGA
>Chimp
GAGAAATACTTGGCACAGGCCTAAAGTGAGTTACT-GTC----------TAGCTGCAACTGCCTGAAGATGGTCAAAT
CCTCTACAGCACTGGTTGGAGCCAAGAGGAATTTGAGGGAGTGACCAAGATGTCTCCTATGTCCAGTGGGAGGCCAGT
CTATTTCTGTA-CAGTATTAAGCTACATGCTTTCCTAGAGAAGTGCCAAGACATGAAT--GAAGAT-----GATGTTG
ATGCTATTGAGGAAAACATGTCCTTTTTAAGATGGAATCTCTGGAGGAGTTGCCTCAGTTGGCAGCAACTGCAAGTCA
AGCTTGTTCTCAAGCA-CTGAATGTGAAGATGGATGCTTGGGTAGAGCTTAA-GTAGTTGAAAGGAGATGAACTGAGC
TCCTCCTTGAAAGCACCACATGTAT-TTGTTAATAGTTATCATAGGCCATGCCTGTAG--CAGCCCAGGGAAA---GT
CCT---tgatagagtttggatatttgtcgcc-tccaaatctcatatcaaaatttgattcccaatgttatagataggac
ctgatgggaagtgtttgggtcacggggacaggttcctcatgaatgtcttggtgccatcctcggaatag----tgagtg
agttcttactc--ttaattcccatgacaactgtctgttaagaagagcctggcaccttcctccctctctctcttccttc
ctctcttgccgtgtgatgc---------ttgctttcctttaccttctgccatgagtggaagctccctgaagccctcat
ctaaa------------------------------------gcagaactataagccaaacaaattccttttctttata
aat-acccagcctcatgtattcctttataagaatgcaaaatgcactaagaca---GTCCC---CAAGT--GGACATGC
GTGGGA--TTCCTCAACTCTCTAATGCAGGTGCAGTTAAGGGGCATTTACCCCAGTCCTGGTACAACAAAAATTCCAA
GGCCTAGAATCTATATTAATCCTGAGCAGCAGAATTGTTGCTTTGTATGGTAGGTTAAGTTGCTTCTGGG--TAAAAA
GATGGCCATGGGTATAAAAGGTGGAGTCCATGCTTCTCTGACCCGGTGGGCATCTCACTTCATCCACACAGCCAAAGA
CCACCAACCACAGCTGTATTTCCATGATAAGTGCGGGCAGA
>Orangutan
GAGAAATACTTGGCACAGGCCTAAAGTGAGTTACT-GTC----------TAGCTACAACTGCCTGAAGATGGTCAAAT
CCTCTACAGCACTGGTTGGAGCCAAGAGGAATTTGAGGGAGTGACCAAGATGTCTCCTATGTCCAGTGGGAGGCCAGT
CTATTTCTGTA-CAGTATTAAGCTACAAGCTTTCCTAGAGAAGTGCCAAGACATGAAT--GAAGAT-----GGTGTTG
ATGCTATTGAGAAAAACATGTCCTTTTTAAGATGGAATCTCTGGAGGAGTTGCCTCAGTTGGCAGCAACTGCAAGTCA
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AGCTTGTTCTCAAGCA-CTGAATGTGAAGATGGATGCTTGGGTAGAGCTTAAAGTAGTTGAAAGGAGATGAACTGAGC
TCCTCCTTAAAAGCACCACATGTAT-TTGTTAATAGTTATCATAGGCCATGCCTGTAG--CAGCCCAGGAAAA---GT
CCT---tgatagagtttggatatttgttgcc-tccaaatctcatatcaaaatttgattcccaatgttatagataggac
ctgatgggaagtgtttgggtcacagggacagattcttcatgaatgtcttggtgccatcctcggactag----tgagtg
agttattactc--ttaattaccatgacaactggctgttaaaaagagcctggcaccttgctccctctctctcttccttc
ctctcttgccgtgtgatgc---------ttgctttcctttaccttctgccatgagtagaagctccctgaagccctcat
ctaaa------------------------------------gcagaactataagccaaacaaatcccttttctttata
aat-acccagcctcatgtattcctttataacaatgcaaaatgcactaagaca---GTCCC---CAAGT--GGACATGC
GTGGGA--TTCCTCGACTCTCTAATGCAGGTGCAGTTAAGGGGCATTTACCTCAGTCCTGGTACAACAAAAATTCCAA
GGCCTAGAATCTATATTAGTCCTGAGCAGCAAAATTGTTGCTTTGTATGGTAGGTTAATTTGCTTCTGGG--TAAAAA
GATGGCCATGGGTATAAAAGGTGGAGTCCATGCTTCTCTGGCCCGGTGGGCATCTCACTTTATCCACACAGCCAAAGA
CCACCAACCACAGCTATATTTCCATGATAAGTGTGGGTAGA
>Marmoset
GAGAAATACTTGGCACAGGCCTAAAATGAGTTACT-ATT----------TAGCTCCAGCTACCTGAAGATGGTCAAAT
CCTCTACAGCACTGGTTGGAGTTAAGAGGAATTTGAGGGAGTGACCAAGATATGTCCTACATCCAGTTGGAGGCCAGT
CTAGTTCTGTA-CAGTGGTGAGCTACAAGCTTACTTAGAGATGTGCCAAGACATAACT--GAAGACAT-CAGAATTTG
ATGCTATTGAGAAAA---TGTCCTTTTTAAGATGGGATCTCAAGAGGAGTTGCCTCAGTTGGCAGCAACTGCAAGTCG
AGCTTGTTCTCAAGCA-CTGAATGTGAAGATGGATGCTTGGGTGGGGCTTAA-GGAGTTGAAAGGAATTGAACTGAGC
TCCTCCTTGAAAATACCACATGTAT-TTGTTAAAAGTTATGTTAGGCCATCCCTATAG--CAGCCCAGGGAAA---GT
TCT---tgatagagtttggatatttgtccccatccaagtctcttgtcaaaatttgattcccaatgttggagacaggac
ttgatgggaagtgttagggtcacggagacagatttctcatgaatgtcttggtgcctttctcggaataa----tgagtt
agttcttactc--ttagttcctatgacaactggctgttaaaaagagcctggcaccttcc-acctctctctcttccttc
ctctcttgccgtgtgatgc---------ttgctttcctttgctttcttccatgagcagaagctccctgaagccctcat
ctaaa------------------------------------gaagaactgtgaaccaaacaaacctcttttctttata
aattacccagcctcatgtattcctttatagcaatgcaaaatgcactaagaca---GTCCT---CAAT---GGACATGC
ATGGGA--TTCCTGGACTCTTGAATGCAGATGCAGTTAAGGGGCATTTACCCCAGTCTTGGTACAACAAAAATTCAAA
GGCCTAGAATCTATATTAGTCCTGAGTAGCAGAATTGTTACTTTGTATGACAGGTTAAGTGGATTCTGGG--TAAAAA
TATGGCTGTGGGTATAAAAGGTGGAGTCCATGCTTCTCTGACCTGGTGGGCATCTCACTTCATCCATACAGCCAAAGC
CCACCAACCACAGCTGTATTTTCATGTTAAGCATGGGCAGA
>Tarsier
GAGAAATATTTGGCACAGGCCTGAAGTGCACTACTAGTC----------TAGTTGAAGCTGCCTGAAGATGGTCAAAA
CCTCCATGGGACTGGTTG-AGCCTGGAGGAATTTGAAGGAATGGCCAACATGTCTCCCATGACCAATGGCAGGCCAGT
CTACGT-GGCA-TGGCAGTGTGCTACAAGCTTATCTAAAGAAGTGCTGAGATGTGAAT--GAAGACATTCAGAAGCTG
ATTCTGTAGAGGAAA-CATGTCCTTCTTGAGATGAGCTCTCTGAAGGAATTGCCTCCATTGGCAGCAGCTGTAGATCA
GACATGTTCTGCAACA-TCAACTATGAAGATGGATGCTTGGGTAGAATGGCT-ATTGTTGAGAAGAGCCAACTTGAGT
TCATCCTTGTGAATATTACATGTTTGTTGTGAATGGCTGTGATGGGCCATGCCTGTGT--TGGCCCAGGGAAA---GT
CCC---agaaatagtttggatatttgttccc-tcctggtctcatgttgaaatttgatccccactgtttgagttggggc
ctggtgggtggttattgtgtcatgggg-cagcgccctcatgaatgacttggttggtacctccttgtggtaa-------
---ttttgctc--ttagtccccgtgaaatctggctgttaa-aagaacctggcatttcttcccctctcc--------tc
ctttctcagcaggtgacacact------gtcctccactttgccttccaccttgagtgaaatctccctgaagctctcac
cagagacagatgcaggcaccatgctgattcctatacagcctgcagaggcatgagccacatgaacctcttttctttata
aattttccagtcttatatgttcctttatagcaatataaaatggactaagatg---GTTCC---CAT--GCAGACACAC
GTGGAA--TTTCTGGACTTT--AACCAAGGTGTAGTTGAGGAGCATTTACCCCAGTTCTGGCACAGCAAGGATTTCAA
GGCTTGGAATCTACATTAA-CCTCAGTAGCAGGATGATTGCTTTGT------------GTAGCTTCAGGG--TAAAAA
CATGA-TGTGGGTGTGTAAG------TCTAGCTTTCTCTGGCCTAGTGG-CATCTCACTTCATCTACACAGCCA-AGA
TCTCCAACTTCAGGGATAATTCCATGATCAACATGGGCAGA
>Bushbaby
AAGAAATACTTGGCATAGACCTGATGTGAGGTACT-CTG----------TAGTTACAACTGCCTGAGGATGGTCAAA-
-----GAAGCACTGGTTGGAGCCAAGAAGAATTTGAAGGGATGACAGAGATGTCTCCTCTGCCCAGTGGATGGCTGGT
TTACTTCTGTGGTAGTGGCAAGCTACAAATTCACTTAGAGAAGG-CCAAGACATCAAT--GAAGACATTTAGAAGCTA
ATGCTATTGCAGAAA---CATCCTTCTTAATATGAAATCTCTGGAGGAGTTGCCATAGTTGGCAGGAACTGGAAATCA
GACATGTTCTCAACCCACTAAGGATGAAGATAGACACCTGGATGGAGCTTAA-GAAGTTGAGAGAAACCAAATTGAGC
TCCTCCTCGAGACCACTGCATATCTACTGTTAAAGGTTGTGGCAGGCCATGCCTGT----CAGCCCAGGGACA-----
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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-------------------------------------------------------GTCCC---CAAG---GGATATAC
ATGAGA--CTCCAAGACTTTCCAATGCAGGTGTGGTTATGGGGCAATTTAGCCAGTCCTGCTACAATAAGAATTTTGG
AGTCTAGAATCTGTATTAGTCCTGAGTAGCAGAACTGTTGCTTTGCATGATG-CTTAAGTGATTTCTGGGTAAAAAAA
TATGCCTGTAGGTATAAATGGCTGAGACTATACTTCTCTGGCTGGGTGGGCCTCTTGCTTCATCCACACAGCCA-AAA
CCACCAACCTCCACTATTTTTGCATGATAAATATGTGCAGA
>Mouse_lemur
GAGAAACACTTGGCACAGGACTGATGTGAGGTACT-GAG----------CAGTTATAACTGCCTGAAGATGGTCAAA-
-----GGAACACTGGTTGAAGCCAAGAA---TTTGAAGGAATGACCAAGATGTCCCCTGTGCCCAATGGAAGGGCAGT
CTACTTTTGCA-TAGTGGTGAGCTAAAGGTT-ACCTAAAGAAGT-GTAAGACATGAAACAAAAGACATTTAGAAGCTA
ATGCTATTGAGGAAA---TATCCTTCTTAATATGAGATCTCTGGAGGAGTTGCTACAGTTGGTGGCAACTGGAAGTCA
GACA-------------CTAAGTATGAAGATGGAGGGTTGGGTGGGGCTTAA-GAAGTTGAGAGGAACCAAACTGAGC
TCCTCCTTGAGACCACTGCATGTCTGCTCTGAATGGTTATGGCAGGCCATGCCTGTGTCACAACCCAGGGACA-----
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------GTCCC---CAAGGGACAACATAC
ATGGGA--TTCCTAGACTCTCCAATGCCGATGCAGTTAAGAGCCATTTAGTCCAGTTCTGTCACAATAAAAATTTTGA
GGCCTAGGATCTATAGTAGTCCTAAGTAGCAGAATTATTGCTTTGTATGATGGCATAAGTGATTTCTAGG--AGAAAA
TATGGCTGTAGGTATAAAAGGCTGAGGCTATACTTCTCTGGCCTGG-GAGCACTTTGCTTCATCCATACAGCCC-AGA
CCATCAACCTCCAGTATTTTTCCATGATAAACACGGGCAGA
>Dog
GGGAAGTATTTGGCACAAGCCTGAAGTACAGTGCT-GCCTAGTACTGTCCAGTTGTGACTCTCTG-AAAGAATCAAAG
CTCCCACAACA-TGGTTGAAGACAAGAAGATTTTGAAGG--GGGCCAAGATGTCTACCATACCCAATG-AAGGCCAAT
CTAATTTTATA-GGAAGGTGAGCTACAAGTTTATCCAGCCATGTGCCAAGACATCAAT--GAAGATAATCAAACGCTA
ATGCTATTGAGGAAG-CATGTCCTTCCTAAAACGAGATTGCTGGAGGAGTTGCCACAGTTGCCAGCAACTGGAAGTCA
GACA--TTC--AAGCA-CAGAAT----------ACGCTTGGGTAGAGCTTAA-TTCAT-GAGAGGAGCCAAACCAAAC
TCCTCTTTGAAACTACTATATGTCTATAGCAAATAGTTATGACAGGCCATG---GGGG--CTGTCCATAGAAA-----
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------GTCCA---CAAGT--AGACATAC
ATGGGAAATTCATGGCTTCTCCAACACAGCTGCAATTAAGAGGTGATTACTCCAATTTGG-TGCAATAAGAATTTCAT
GGCTTAGAGTCTCTATTAGTTCTGAGTAGCAGAAGTATTGCTTTGTATGGAAA-------------------------
CAT----------------GACAGAATTGATACTTCTATGCCCTGGTGAGCATCTCATTCCACCCACACAGCCA-AGA
CCACCAACCTCAGGTCTGTTTCCATGGTAAACTTGGGTGGG
>Horse
AGGAAGTACTTGGCACAGGCCTGAAGGGCAGTGTT-GTCCAGTGCTGTCCAGTTGCAACTCCCTGTAGATGGTCAAAG
CTTC--------TGGTTAGAGCCAAGAGGATTTTGAAGGGGTGACCAAGATGTCTCTCATGCCCAGTGGAAGGCCAGT
CTACTTCTGCA-TGGAGATAAGCTACAAGTTTACCCAGAGAGGCACCAAGACATTAAT--GAAGACACTCAGACGCTA
ATGCT-TTGAG---------------CAGAGACGAGATCTCTGGAGGAGTTGCCACAGTTGGCGGCAAGTGGAAGTCA
GACT--CTCTCAAGCA-CAGAAT----------CTGCTTGATG-GAGCTTAA-TTAGTTGAGAAGAACCAACTCGAAT
TCCTCCTGGAGACCACTACGTGTCTATTGTGAATAGTTACGACAGGCTGTGCCTGGGG--TCACCCATGCAAA-----
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------GTCTC---CAAGT--CGACACAG
ATGGGAAACTCCTGGCTTCTCCAGCACAG--------------------------------CACAACAAGAACTTCAA
GACCCAGAATCTCTATTAGTCCTGAGCAGCAGAATTATTGCTTCATATGATGACTCAAGTGGTTTCTAGG--TGGAAA
CGT----------------GGCAGAGTCCATGCTTCTCTGCCCTTGCGGGCATCTCACTCCACCCATACAACTA-AGA
CCACCAACCTCAGGTATGTTTCCATGAGAAACAAGGATGGA
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>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------tgtcttagtccattttgtgttgctataa
aggaatacctgaggctgggtaatttataaagaaaagaggtttatttggctcacggttctgcaggctgtacaagaagca
tggcgccagcatctgcttctggtgagggcctcaggctgcttccactcatggcggaaggtgaaggggagccggcgtgtg
cagagatcacatggcgagagaggaagcaagagagagaggaggga---------ggtgccaggctc-------------
-------------tttttaacaaccagctctcgcgggaactaatagagtgagaactcactcatccccaccccgaggga
gggcattaatctattcatgagggatccg-cccccatgacccaaacacctcccattaggccccacctccaacactgggg
atcaaatttcaacatgaggtttggag-gggacaaacatccaaa------ctatagca---------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------
>Human
TAGATGTACCAACATTAAGAAACATGATAG----GAGAGAGATTTGAGGATTCTCAACGGGTCAGGTGCTGAG----G
GA-CCACAC----TAAGTACATTTAGGGTCATTGCCACCCAATAGTTGATTCATTGTTGTGAAGCCCAATA---TTTG
ACAGGAATAGCCCAAACAAGCTGTGTTTAGGGAAACA---ATAA--G---tgtcttagtccatt-tgttttgctataa
agaaacacttgagactgggtaatttataaagaaaagaggtttatttggctcacagttctgcaggctgtacaagaagca
tagtgccaacatctgcttctcgtgagggcttcaggctgcttctacgcatggcacaaagggaaggggagccagtgttgt
gcagatatca-atgaaaagaga-gggagcaagagagagagggaggaga-ggggggcggcaggttt-------------
----------ttttttttaacaactagttcttgtgggaactaagagtgaga-acttac----tccc-----atgagaa
tgacaccaagccattcacaagggatctg-cccccgtgatccaaatacctc-tgccaggc-------------------
-----------------------aagagggcaaacaaaccatatctgcaccatagca---A-AAAG------GTTTCC
CCTTTTAGCTGGGAATATCTAATTGCTGTGGCACTGATTGCTGAACATAAATAGCTGTTACTATCGATAAC-TGCAGA
GGGCTTTATATT-------TAATTGGTCAGC-------AGTCAGAGGTAGCTTGATATGGAGAGAGATCTTGTAACTA
A-C-TCTCAACCATAATTTCAGATACTGGGAAGGA-TTTTCTCTTCCTGACCCAGCAA------AATACT-TTGCCTG
CCTGCTCAGTGGTTTGGAAAATTATTATTAGAGTAGACAGCTTGATAA-TGGACTCATCCAATGAAATTCTATGGATT
GAAAATAATCTAGATTTATATTTAACAGCATAAGAGTAGTTCCAAGATATATT---AACTAAGACA
>Chimp
TAGATGTACCAACATTAAGAAACATGATAG----GAGAGAGATTTAAGGATTCTCAACGGGTCAGGTGCTGAG----G
GA-CCACAT----TAAGTACATTTAGGGTCATTCCCACCCAATAGTTGATTCATTGTTGTGAAGCCCAATA---TTTG
ACAGGAATAGCCCAGACAAGCTGTGTTTAAGGAAACA---ATAA--G---tgtcctagtccatt-tgttttgctataa
agaaacacttgagactgggtaatttataaagaaaagaggtttatttggctcacagttctgcaggctgtacaagaagca
tagtgccaacatctgcttctgatgagggcttcaggctgctgctacgcatggcacaaagggaaggggagccagtgttgt
gcagatatca-atgaaaagaga-gggagcaagagacagag--aggaga-ggggggtgccaggttt-------------
----------ctttt---aacaactagttcttgtgggaactaagagtgaga-acttac----tccc-----atgagaa
tgacaccaagccattcacaagggatctg-cccccgtgatccaaatacctc-tgccaggc-------------------
-----------------------aagagggcaaacaaaccatatctgcaccatagca---A-AAAG------GTTTCC
CCTTTTAGCTGGGAATGTCTAATTGCTGTGGCACTGATTGCTGAACATAAATAGCTGTTACTATTGATAAC-TGCAGA
GGGCTTTATATT-------TAATTGGTCAGC-------AGTCAGAGGTAGCTTGATATGGAGAGAGATTTTGTAACTA
A-C-TCTCAACCATAATTTCAGGTACTGGGAAGGA-TTTTCTCTTCCTGACCCAGCAA------AATACT-TTGCCTG
CCTGCTCAGTGGTTTGGAAAATTATTATTAGAGTAGACAGCTTGATAA-TGGACTCATCCAATGAAATTCTATGGATT
GAAAATAATCTAGATTTATATTTAACAGCATAAGAGTAGTTCCAAGATATATT---AACTAAGACA
>Orangutan
TAGATGTACCAACATTAAGAAACATGATAG----GAGAGAGATTTGAGGAGTCTCAACAGGTCAGGTGCTGAG----G
GA-CCACAC----TAAGTACATTTAGGGTCATTCCCACCCAATAGCTGATTCATTGTTGTGAAGCCCAATA---TTTG
ACAGGAATAGCCCAAACAAGCTGTGTTTGAGGAAACA---ATAA--G---tgtcttagtccatt-tgttttgctataa
agaaacacttgagactgggtaatttataaagaaaagaggtttatttggctcacagttctgcaggctgtacaagaagca
tagtgccaacatctgcttctggtgagggcttcaggctgcttctacccatggcacaaagggaaggggagccagtgttgt
gcagagatca-atgaaaagagaggggaacaagagag------aggaga-ggggggtgccaggttt-------------
----------ttttt---aacaactggttcttgtgggaactaagagtgaga-acttac----tccc-----atgagaa
tgacaccaagccattcacaagggatctg-cccccatgatccaaatacctc-tgccaggc-------------------
-----------------------aagagggcaaacaaaccatatctgcagcatagca---A-AAAG------GTTTCC
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CCTTTTAGCTGGGAATATCTAATTGCTGTGGCACTGATTGCTGAACAGAAATAGCTGTTACTATCGATAAC-TGCAGA
AGGCTTTATATT-------TAATTGGTCAAC-------AGTCAGAGGTAGCTTGATATGGAGAGAGATCTTGTAACTA
A-C-TCTCAACCATAATTTTAGGTACTGGGAAGGA-TTTTCTCTTCCTGACCCAGCAA------AATACT-TTGCCTG
CCTGCTCAGTGGTTTGGAAAATTATTATTAGAGCAGACAGCTTGATAA-TGGACTCATCCAGTGAAATTCTATAGATT
GAAAATAATCTAGATTTATATTTAACAGCATAAGAATAGTTCCAAGATATATT---AACTAAGACA
>Baboon
TAGATGTACCAACATTAAGAAACATGATAG----GAGAGAGATTTGAGGATTCTCAAGGGGTCAGGTGCTGAG----G
GA-CCACACTGTATAAGTGCATTTAGGGTCATTCCCACCCAATAGCTGATTCATTGTTGTGAAGCCCAATA---TTTG
ACAGGAATAGCCTAAACAAACTGTGTTTAAGGAAACA---TTAA--G---tggcttagtccatt-tgttttgctataa
agaaacacttgagactgggtaatttataaggaaaagaggtttatctggctcacagttctgcaggctgtaaaataagca
tggtgccaacat---cttctggtgagggcttcagggtgcttctagccatggcacaaagggaggaggagccagtgtcgt
gcagagatca-atgagaagaaa-gggagcgagagagagag--aggagagggggggtgccagtttttttttttttgttt
tgttttttgtttttttttaacaactagttcttgtgggaactaagattgaga-acttac----tccc-----atgagaa
tgacaccaagccattcacaagggatctg-ccaccatgatccaaatacctcttgccaggccccaccttcaaca-ctggg
gtcaaatttcaacatgaaatttgatgagggcaaacaaaccatatctgcaccatagca---A-AAAG------GTTTCC
CCTTTTAGCTGGGAATAGCTAATTGCTGTGGCACTGATTGCTGAACAGATACAGCTGTTACTAT--CTAAC-TGCAGA
AGGCTTTATATT-------TAAGTGATCAGC-------AGTCAGAGGTAGCTTGATATGGAGAGAGATCTTGTAACTA
A-C-TCTCAACCATAATTTTAGGTACTGGGAAGGA-CTTTCTCTTCCTGACCCAGCAA------AATACT-TTACCTG
CCTGCTCAGTGGTTTGGAAAATTATCTTTAGAGCAGACAGCTTTATAA-TGGACTCATCCAATGAAATTCTGTAGATT
GAAAATAATCTAGA-TTACATTTAACAGCATAAGAAAAGTTCCAAGATATGTT---AACTATGACA
>Rhesus
TAGATGTACCAACATTAAGAAACATGATAG----GAGAGAGATTTGAGGATTCTCAAGGGGTCAGGTGCTGAG----G
GA-CCACACTGTATAGGTACATTTAGGGTCATTCCCACCCAATAGCTGATTCATTGTTGTGAAGCCCAATA---TTTG
ACAGGAATAGCCTAAACAAACTGTGTTTAAGGAAACA---TTAA--G---tggcttagtccatt-tgttttgctataa
agaaacacttgagactgggtaatttataaggaaaagaggtttatttggctcacagttctgcaggctgtaaaataagca
tggtgccaacat---cttctggtgagggcttcagggtgcttctagccatggcacaaagggagggggagccagtgttgt
gcagagatca-atgagaagaaa-gggagcgagagagagag--aggaga-ggggggtgccagtttt-tttgttttgttt
tgttttttg-ttttttttaacaactagttcttgtgggaactaagattgaga-acttac----tccc-----atgagaa
tgacaccaagccattcacaagggatctg-cccccatgatccaaatacctcttgccaggcccaaccttcaaca-ctggg
gtcaaatttcaacatgaaatttgatgagggcaaacaaaccatatctgcaccatagca---A-AAAG------GTTTCC
CCTTTTAGCTGGGAATAGCTAATTGCTGTGGCACTGATTGCTGAACAGATACAGCTGTTACTATCGATAAC-TGCAGA
AGGCTTTTTATT-------TAATTGGTCAGC-------AGTCAGAGGTAGCTTGATATGGAGAGAGATCTTGTAACTA
A-C-TCTCAACCATAATTTTAGGTACTGGGAAGGT-CTTTCTCTTCCTGACCCAGCAA------AATACT-TTGCCTG
CCTGCTCAGTGGTTTGGAAAATTATTTTTAGAGCAGACAGCTTTATAA-TGGACTCATCCAATGAAATTCTGTAGATT
GAAAATAATCTAGA-TTACATTTAACAGCATAAGAAAAGTTCCAAGGTACGTT---AACTATGACA
>Marmoset
TAGATGTACCAAAATTAAGAAACATGAT---------AGAGATCTGAGGATTCTCAAGGGGTCAGGTACTGAG----G
CA-CCACACTATATAAGTACATTTAGGATCATTACCACCCAATAGCTGATTCAGGGTTACGAAGCCCAGCA---TTTG
ACAGGAATAGCCCCAACAAGCTGTGTTTAAGGAAACA---ATAA--A---tgtcttagtccatt-tgttttactgtaa
agaaatagtcgagactgggtaatttatgaagaaaagaggtttatttggctcacagttctgcaggctgtacaggaagca
tagtatcagcatctgcttctggtgaaggcttcaggctgcttttacccatggcac-aggggaaggggagccagtatttt
acagagatca-atgaggagaga-ggaagcaagagagagaa--aggaga-cggaggtgccaggttc-------------
----------atttt---aacaactcattcctgtgggagctaagagtgaga-acttac----tccc-----atgagaa
tggtgccaagtcaggcgcaagggattgg-ctcccatgatccaaatacctcttgccagcccccaccttcaaca-ctggt
gtcaaatttcaacatgaaatttggtgacggtaaacaaaccatatctacactacagca---C-AAAG------GTTTCC
CCTTTTAGCTTGGAATATCTAATTGGTATGGCACTGATTGCTGAACAGAAATAGCTGTTACTATCAATATA-AAGAGA
AGGCTTTATATT-------TAA-TGGTCAGC-------AGTCAGAGGTAGCTTGATGTGGAATGAGATCTTGTAACTA
A-T-TCTCAACTATAATTTCAGGTACTGGGAA-----TTTCTCTTCCTGACCCAGCAA------AATACT-TTGCCTG
TCTGCTCAGTGGTTTGGAAAATTATTTTTAAAGCAGACAGCTTGATAA-TAGACTCATCTAATGAAATTCTATAGATT
GAAAATAATCTAGT-TTATATTTAACAACATGAGAATAGTTCTAAGATATATT---AATTGAGACA
>Tarsier
TAGACACACCAACATTTAAAAACTTGATAGAGAAAAGAGAGATCTGA-------------GTCATGTGCTGAG----A
AA-TCACTCTATATACATGCATTTAGGGTCATTTCCACCCAACAGCTGACTCAGTGTCATAAAGCCCAGAA---TTTG
AC---------------AAACTGTCTTTAAAGAAACA---ATAAATG---tgtcttagtccatt-tgtgttgctataa
aggaatatctaagactgtgttatttataaagaaaatatgtttatttggctcacagttctgcaggctgtacaagatgca
tggtgctaacatctgcttctggtaatagcctcagaaagcttccactgatggtgaaagggaaaggggaacca---ttat
gtggagatcacatggtgagaga-ggaagcaagagagt-----ggaaga-----ggtgccaagttc-------------
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----------ttttt---aacaaccagttctcatgggaaataagattgaga-actcactcattcct-----gagagaa
tgacatcaagccattcatgagggatcta-cccccacaatccaaacaccttccactaagccatacctttaatatctggg
atcaaatttcaacctgagactt-gttgggaccaagaaaccacatgtaaaccacagaa---AAAAAG------ATTTCA
CTAGTTAGAATGGGCTCTTAAATTG-TATAAAACTTATTG-TGGTCAGAAATAGCTATTCATAATGATGAC-TACACA
A-GCTTTGTATT-------AAA-TGGT-AGC-------CACTAGAGAC-GCTTAA--GTGAGTCATATCTGGTAACTA
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------
>Bushbaby
TAGATGAGCCAACAATTCAAAACTTGATAG----AAGAGACAACTGAGGATTCCCAAATCGTCCAGTGCTGGG----G
G--TTACATGATGTAA-----------GTCATTCCCATCCAACAGCTGATGCAGGGCTCTAAAGCTCAGGA---TGTG
ATGTGAATAGCCCAAACAAGCTGTGCCTAAGGAAACA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------A---CA------ATTTCA
GCATTTATCTGGGAATATCAAATTGCTATGACACTGATTGTTGATGAGATATAGCTTTTCATGACAATGAC-TGCAGG
AGACTTTGTACT-------TAATTGTTCAGC-------AT-CAGAAGTAGCTTTCTGTGGAGTCAAATCTGGTAACTG
----TCTCTACTGTAATTTTGGGTATTGGGAAGGA-CTTCCTTTTCCTTACTCAGCAAAATATTAATACC-TGGCCTG
CCTGCTCAGTGGTTTAGAAAATTATTTTTAGAGCAGACAGCTTTATGG-TAGACCTATGCTGTGATGTTCTATACATT
GAAAATAGTCTAGATTTATATTTAATGGCAT--AAATATATTCAAGATATATTATCAACTG--AAA
>Mouse_lemur
TAGAGACACTGATACTGAAAAACTTGATAG----AG-----ATTTGGAGATTCCAAAGTAGGCACGTGCTTGA----G
GGCTCACACTCTCTGA-----------GTCATTCCCATCCGACACCTGATTCAGTGTCAGGAAGCTCAGGA---TCTG
ACAGGAGTAGCCCAAACTAGCTGTGCCT-AGGAAACA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------A-AACC-------TTTAA
CCATTTATCTGGAAATATCAAATTGCTATGACACTGATTATTGAGCAGAAATAGTTATTCATGAAAATGGC-TGCAGA
AGGCGCTG-----------TAATTGGTCAGC-------AG-TAGAAGTAGCTTTATGTGGAGTCAGATGGAGTAACTC
----ATTCTACCATAATTGCATGTATTGGGAAGGACCTTCCTCTTTCTTACCCAGCAA------AATCCT-TTGCCTG
CCTACTCAGTGGTTTAGAAAATTGTTTTTAGAACTGACAGCTTTATGGATAGACCCATCCAGTGAAATTCTATAGGCT
GCAAATAATCTAGGTTTATATTTAATGGCATG-AAATATATCCAAGACATATTGTTAACTGAAAAA
>Guinea_pig
TAGATATGCAAACATTTTAAAACTTGACAGC----AGAGAGATCTGAAAATTCTTATGGAGCCAAGTGATAAG----G
GA-TTGGATTATACAAGTGCATTTAGGGTCATTTCCACCCGACAGCTAATTCAGTGTTATGAAGCATAAGA---TGTG
GCAGGAATAGCTCAAATAAGCTGTGCCTAAGGAAACA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------A-GGAA----TAATTTTG
CTGTTTA-CTGAGAATAGCAAATTTCTATGAGACTGATTGTTGATCAGAAATAGCTGTTCCTAATGATGAC-TGCAAA
AGTCTTTGCAAT-------TACTTGGGGAGT-------AGTCAAAGGTAGGTTTACACAAAGTCAGAACTGGTAAATA
A-C-TTTGTAACATGCTTATAGGTGTT-GGATGAG-CTTTTTCTTTCTAATCTAGCAC------AATATTTTTGCCTG
CATGGTCACTGGTTTGGAAAATTATTTTTTGAGCAGACATCTTTAGGA-GAAACCCATCCAGTGAAGTTGTGTAGATT
AAAAATAATCTAGATTTGTATTTCATGATATTAAAATT--TATGACAT-------TAACTGAA-AA
>Mouse
--------------TTTAAAAATTTGAAAGCTATGAGAGCGACTTGAGGATGCCCAAGGAGTCAAGAGCAGAG----G
GA-TCATATTTCAGGAGTGTAGTTAAGGCCGTTTTCAGCCAACTGCTAATTCAGAGTTCTGAG----TGAAGCTTCCC
ACAGGAATAGCAGCAACAGGCTA-GACTGAGGCAATA-----------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------A-TGAA----TGGCTTCA
CCATTGAGCTGGGAGTGTTAAATTGTGATGCCACTGAGTATTGATCAGAAGTAGCTGTTCATAATGACAACTTACCCA
AGGCTTT-TAGTTTCTAGCTAGTTG-------------CTTGTGAGGTAACTTCATATTGATTCAGATCTGATTCGTA
ATT-TTTTTACTATGATGTTGGGGACTGGGAAGGG-CTTTTTCTTTCTAATCCTGAAA------AATACT--------
TGTGTTCAGTGGTTTAGAAAATAATGTTTAGAGCAAACAGTTTTATTA-CAGACCCACTCCATGGAGTTTTTTAGATT
AAAAATAATCCAGACTTTAGCTTTGTGGCATA-----------AAGAT------------------
>Dog
TAGATGCACCAACATTTAAAGACTTGAAAGACAGGA-AGAGATTTCAGGATTGTTAGGGAGTGGAGT----AGGAGAG
AA-TCCTACTTTGGAAGCACTTTCAGGGTCATCTCTATCTAGTTTCTCATTCACTGTTATGAAGCACAGGA---TTTG
ATAAGAATAGTCCAGACAATCTCTGCCTAAGGAAACA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------A-TGAA---AAAACTCCA
CCATTTAACTGGAGGTATTAAATAGCTATGACATTGACTACAGATCAGAGATACCTGTTC---GTTACAAC-TGCAGG
TGGCTTTGTATT-------TAATTGGTCATTCCTCAGCTGTCAGACCTAGTGTTGTGTGGAATCAGATCTGGTAACTA
A-C-TCTAAACTGTGATTTCAGGTCTTAGGAAGGG-CTTTCTCTTCCTGACCCAGCAA------AATACT-TTGCCTA
CCTGCTCAGTGGTTTAGAAAATTATTTTAAGAGCAGACAGATTTATGA-TAGACATTTACAGTGAAATTCTATAGTTT
GAGAATGATTTTGATTTATATTTAATGGTGTGAAAATATACCCAAGATATATTAATAACTGAAAAA
>Horse
TAGATGCGCCAACATTCAAAGACTTGATAGAGACGAGGGAGAATCGAGGATTCACAAGGAGTCAAGTGCTGAGGGGTG
AA-----ACTGTTGAAGTGCATTTAGGTTCCTTCCCA-CTAACAGCTAATTCAGTGTTATGATGCACAGGA---TTTA
ACAGGAATAGTCCAAACAAGCTGTGCCTAAGGAAACA-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------A-TGAA----AGATTTCA
CCACTTAACTGGGAACATGAAACTGCTGTGACACTGACGATGCCTCAGAAGTAGCTGTTCATAATGACAAC-TGCGGA
AGGCTTTACATT-------TAATTAGTTACTCCTCAGCTGGTAGAGGTAGCTTTATGTGGAGTCAGATCTGGTAACTA
A-CTTTTAAACCATGATTTCAGGTATTGGGAAGGT-CTTGCTTTTCCTGACCGAGCAA------AATACT-TTGCCTG
CCTGCTCAGTGGTTTAGAAAATTATTTTAAGAGCAGACAGATTTATGA-TAGACCCATAGAATGAAATTCTATAGATT
GAGAATGATCTAGATTTATATTTAATGGCATGAAAATATACCCAAGATATATTATTAACTGAAAAA
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Marker M27

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------tgctatagtttggatgtttgtcccctcc-aaacctcatgttgaaatttgat--ccccagtgt
tggaggtggggcctaatgggaggtgtttgggtca------tgggggcggatccctcatgaatagattaa-tgccctcc
ctcggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccc
tcct-ctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtgg
aa-----------gcagcctgaggccctcaccagaagcagatgctggcgccatgcttct---------tgtacagcct
gcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaat
ggactaagaca-------------------------------------------------------------------
------------------------------------------------------------------------------
>Human
CATCCCCCTAC--TCTGGCTA--ATGAGTGACCACTTCCGCTTTAC-CATTGATAACTTCAGCCTCATACAT---TCC
TCCTGCCTACCAGATAA---CATTTAG--GAGACTTAATCATAGAATCCCTTCC--------ATTTCCTGACAGCATC
CAATCCAGAGCAAAGCCCTGCTTCCTTGAACCCTC-TCCAAAATCA----CCTAACATACACCTGAGTCCTATAAGTC
TTTTC--T-AACACCGTTTTACTGAGATGCCCTGCAGTTCTCAATGGTGTGTGGTCTT-CCCACTGCAACAAGTCAAT
AAATCCAA-TTTCGTCTGA------ATTCAGGAG-TATGTTCTTGGTGGTCTTTGCTATAGGATACTGACATCATCCA
TCTGGAAGTCATCAATGACATCATCCATC--CAAAAGTATGT--TATATCATTT-GCAGCCTAAATC-----TGTCAT
AAATTAGGC-ACCTGTGCCTTGGAGAAGGTTGATGATAATCTTGGACATTTCTTGAATCTCACTGGCTGATGGTAACA
ATTTT---ACCCA---tgctatgatttggatgtttgtcccatcc-aaatctcatgttcaaatttgat--ccccagtg-
tggaggtgcagcctaaggggaggtgtttgggtcacattgtggggagcagatccctcatgaataga-taa-ttccct-g
gggttgggggcggtgagtgacttcttgttccattagttcccatgacagctggt-gttaaaaagagcctggcacttctc
ctcg-ctcttgcttcctctctc----accatgtgtt--ctgcaaatgccagctccctttccc-cttccac---tgtga
-------------gtagcctgaggttttctccaaatgcagataccagcaccatgcttct---------tgtacagcct
gcag-accatgagccaaataaacttcttttctatataaattacccagcctcaggtattccttt------aagcaacac
aaataaagaca---ACCCA---ACCCTGACTTAATTCCAACAAGATTATTTCAATGTTC--AAATTT-TGAAAACTTC
CTGAAGAC-TATGAAT---ACCAGAGTACCTATAAATATACATATTTCTCACCCAAAAGGACAGGGCTCTTATTT-CC
>Chimp
CATCCCCCTAC--TCTGGCTA--ATGAGTGACCACTTCCGCTTTAC-CATTGATAACTTCAGCCTCATACAT---TCC
TCCTGCCTACCAGATAA---CATTTAG--GAGACTTAATCATAGAATCCCTTCC--------ATTTCCTGACAGCATC
CAATCCAGAGCAAAGCCCTGCTTCCTTGAACCCTC-TCCAAAATCA----CCTAACATACACCTGAGTCCTATAAGTC
TTTTC--T-AACACCCTTTTACTGAGATGCCCTGCAGTTCTCAATGGTGTGTGGTCTT-CCCACTGCAACAAGTCAAT
AAATCCAA-TTTCGTCTGA------ATTCAGGAG-TATGTTCTTGGTGGTCTTTGCTATAGGATACTGACATCATCCA
TCTGGAAGTCATCAATGACATCATCCATC--CAGAAGTATGT--TATATCATTT-GCAGCCTAAATC-----TGTCAT
AAATTAGGC-ACCTGTGCCTTGGAGAAGGTTGATGATAATCTTGGACATTTCTTGAATCTCACTGGCTGATGGTAACA
ATTTT---ACCCA---tgctatgatttggatgtttgtcccatcc-aaatctcatgttcaaatttgat--ccccagtg-
tggaggtgcagcctaaggggaggtgtttgggttacactgtggggagcagatccctcatgaataga-taa-ttccct-g
gggttgggggcggtgagtgacttcttgttccattagttcccatgacagctggt-gttaaaaagagcctggcacttctc
cttg-ctcttgcttcctctctc----accatgtgtt--ctgcaaatgccagctccctttccc-cttccac---tgtga
-------------gtagcctgaggttttctccaaatgcagataccagcaccatgcttct---------tgtacagcct
gcag-accatgagccaaataaacttcttttctatataaactacccagcctcaggtattccttt------aagcaacac
aaacaaagaca---ACCCA---ACCCTGACTTAATTCCAACAAGATTATTTCAATGTTC--AAATTT-TGAAAACTTC
CTGAAGAC-TATGAAT---ACCAGAGTACCTATAAATATACATATTTCTCACCCAAAAGGACAGGACTCTTATTT-CC
>Baboon
CGTCCCCCTAC--TCTGGCTA--ATGAGTGACCACTTCTGCTTTAC-CACTGATAACTTCAGCCTCATACATTCCTCT
TCCTACCTACCAGATAA---CATTTAG--GAGACTTAATCCTAGAATCCCTTCC--------ATTTCCTGACAACATC
CAATCCAGAGCAAAGCCCTGCTTCCTTGAACCCTC-TCCAAAATCA----CCT----TACACCTGAGTCCTATAAATC
TTTTC--T-AACACCCTTTTACTGAGATGCCCTGCAGTCCCCAATGGTGTGTGGTCTT-CCCACTGCACCAAGTCAAT
AAATCCAA-TTTGGTCTGA------ATTCAGGAG-TATGTTCTTGGTGGTCTTTGCTATAGGACATTGAGATCATCCA
TCTGGAAGTCATCAATGACATCATCCATC--CAGAAGTATGT--TATATCAATT-GCAGGCTAAATC-------TCAT

150



AAATTAGGC-ACCTGTACCTTGAAGAAGGCTGACAATAATCTTGGACATTTCTTGAATCTCACTGGCTGATGGCACCC
GTTTT---ACCTA---tgctatgatttggatgtttgtgccatcc-aaatctcatgttcaaatttgat--ccccagta-
tggaggtgcagcctaaggggaggtgtttgggtcacattgcggggagcagatccctcatgaatagattaa-ttccct-a
gggttgggggcggtgagtgagttcttgttccattagttcccatgacagctggt-gttaaaaagagcctggcacttatc
ctcg-ctcttgcttcctctctc----accatgtgtt--ccgcaaatgctggctccctttctc-cttccac---tgtga
-------------gtggcctgaggttttctccaaatgcagataccagcaccatgcttct---------tgtacagcct
gcag-accatgagccaaataaacttcttttctatataaattacccagcctcacgtattccttt------aagcaacac
aaacaaagaca---ACCCA---TCCCTGACTTAATTCCAACAAGATTATTTCAATGTTC--AAATTT-TTAAAACTTC
CTGAAGAC-TATGAAT---ACCAGAGTACCTATAAATATACATATTTCTCACCCAAAAGGACAGGGCTCTTATTT-CC
>Orangutan
CATCCCCCTAC--TCTGGCTA--ATGAGTGACCACTTCTGCTTTAG-CATTGATAACTTCAGCCTCATACAT---TCC
TCCTGCCTACCAGATAA---CATTTAG--GAGACTTAATCATAGAATCCCTTCC--------ATTTTCTGACAGCATC
CAATCCAGAGCAAAGCCCTGCTGCCTTGAACCCTC-TCTAAAACCA----CCTAACGTACACCTGAGTCCTATAAATC
TTTTC--TCAACACCCTTTTACTGAGATGCCCTGCAGTTCTCAATGGTGTGAGGTCTT-CCCACTGCAACAAGTCAAT
AAGTCCAA-TTTCATCTGA------ATTCAGGAG-TATGTTCTTGGTGGTCTTTGCTATAGGATACTGACATCATCCA
TCTGGAAGTCATCAATGATATCATCCATC--CAGAAGTATGT--TAAATCATTTGGCAGCCTAAATC-----TGTCAT
AAATTAGGC-ACCTGTACCTTGGAGAAGGTTGATGATAATCTTGGACATTTCCTGAATCTCACTGGCTGATGGTAACC
ATTTT---ACCCA---tgctatgatttggatgtttgtcctatcc-aaatctcatgttcaaatttcat--ccccagtg-
tggaggtgcagcctaaggggaggtgtttgggtcacattgtggggagcagatccctcatgaataga-taa-ttccct-g
gggttgggggcggtgagtgacttcttgttccattagttcccatgacagctggt-gttagagagagcctggcacttctc
cttg-ctcttgcttcctctctc----accatgtgtt--ctgcaaatgccggctccctttcccttttccac---tgtga
tttagcctgtgatttagcctgaggttttctccaaatgcagataccagcaccatgcttcttgtacagcctgtacagcct
gcag-accatgagccaaataaacttcttttctatataaattacccagcctcaggtattccttt------aagcaacac
aaacaaagaca---ACCCA---TCCCTGACTTAATTCCAACAAGATTATTTCGATGTTCCAAAATTT-TGAAAACTTC
CTGAAGAC-TATGAAT---ACCAGAGTACCTATAAATATACATATTTCTCACCCAAAAGGACAGGACTCTTATTT-CC
>Rhesus
CGTCCCCCTAC--TCTGGCTA--ATCAGTGACCACGTCTGCTTTAC-CACTGATAACTTCAGCCTCATACATCCCTCC
TCCTACCTACCAGGTAA---CATTTAG--GAGACTTAATCCTAGAATCCCTTCC--------ATTTCCTGACAACATC
CAATCCAGAGCAAAGCCCTGCTTCCTTGAACCCTC-TCCAAAATCA----CCT----TACACCTGAGTCCTATAAATC
TTTTC--T-AACACCCTTTTACTGAGATGCCCTGCAGTCCCCAATGGTGTGTGGTCTT-CCCACTGCACCAAGTCAAT
AAATCCAA-TTTGGTCTGA------ATTCAGGAG-TATGTTCTTGGTGGTCTTTGCTATAGGACATTGACATCATCCA
TCTGGAAGTCATCAATGATATCATCCATC--CAGAAGTATGT--TATATCAACT-GCAGGCTAAATC-----TGTCAT
AAATTAGGC-ACCTGTACCTTGGAGAAGGCTGACAATAATCTTGGACATTTCTTGAATCTCACTGGCTGATGGCACCC
ATTTT---ACCTA---tgctatgatttggatgtttgtgccatcc-aaatctcatgttcaaatttgat--ccccagta-
tggaggtgcagcctaaggggaggtgtttgggtcacactgcggggagcagatccctcatgaatagattaa-ttccct-a
gggtcgggggcggtgagtgagttcttgttccgttagttcccatgacagctggt-gttaaaaagagcctggcacttatc
ctcg-ctcttgcttcctctctc----accatgtgtt--ctgcaaatgccggctccctttctc-cttccac---tgtga
-------------gtggcctgaggttttctccaaatgcagataccagcaccatgcttct---------tgtacagcct
gcag-accatgagccaaataaacttcttttctatataaattacccagcctcacgtattccttt------aagcaacac
aaacaaagaca---ACCCA---TCCCTGACTTAATTCCAACAAGATTATTTCAATGTTC--AAATTT-TTAAAACTTC
CTGAAGAC-TATGAAT---ACCAGAGTACCTATAAATATACATATTTCTCACCCAAAAGGACAGGGCTCTTATTT-CC
>Marmoset
CAT--CCCTAG--TCTGGCTA--ATGAATGGCTGCTTCTGCTTTAC-CACTGATAACTTCAGCCTCAGACCC---TGC
TCCTGCCTACCACATAA---CGTTCAG--GAGACTTCATCATAGAAT-CCTTCC--------ATTTCCCGACA----T
CAATCCAGAGCAAAGCCCTGCTTCCGTGAACC-------AAAACCA----CCCAA-----------------------
----C--T-CACACC----TACTGAGATGCGCTGCGGTCCCCAATGGTGTGTGGTCTT-CCCACTGCAACAAGTCAAC
ACATCCAACTTTTGTCTGA------ATTCAGGAG-TACATTCTTGGTGATCTTTGCTATAGGACATTGACAT-ATCCA
TCTGGAAGTCATCAATAA-------CACC--CAGAAGTATGT--TTTAACATTT-GCAGCCTAAACCTAATTTGTCAT
CAATTAGGC-ACCTGTGACTTGGAGAAGGTCGATGATAATCTTGGCCGTTTCTTGAATCTCACTGGCTGATGGTAACC
ATTTT---ACCCA---cgctatgattgggatgtttg-----tcc-aaatctcatgttcgcatttgatccccccagtg-
tgggggtgcagcctaaggggaggtgtttgggtcacattgcaggaagcagacccctcatgaagagg-taagttccct-g
gggtcggggtcagttagtgaattcttgctccaccagttcccacgagagctggg-gttaaaaagagcctggta-ttctc
cttg-ctcttgcttcctctctc----accacgtgtt--ggggaaatgccggctccatttccc-cctcaac---tgtga
-------------gtagcctgaggttttctccaaacgcagatgccagtaccatgcttct---------tgtacagccc
gcagaaccatgaactaaataaac-----ttctaggtaaattactcagcctccggtattccttc------aagcaacac
aaac----------GCCCA---TCCCTGACTTAATTCCAACAAGGTTATTTTGATGTTC--AAATTT-TTAAAACTTC
CTGAAGAC-TATGAAT---ACCACAGTACCTACAAACATAGGCTTTTCTCACCCAAAAG-------------------
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>Tarsier
TATCGCCCTGC--CCTGGCTA-----------TGCTGCTGCTTTA--CATTGATAACTT-------------------
-------------------------AA--GAGACCTAATCATAGAATCCCTTCT--------ACTTCCTGACAGCATC
CAACCCAGAGCAAAGCCCTGCTTCCTCGAGCCCTC-TCCAGAATCA----CAT-ACCCAAGCCTAAAGCCTCTTAATC
----C--T-AACACTCTTTTCCTCAGA-GCCATATAGTTCCCAATGGTGTGCACTCTC-CACCTGCCAACAAGTCACT
GAATCCAA-TTTAGTTCAGGAGTTTGTTCAGGAG-CATGTTCTTGGTGGCCTCGGCTACAGGAGAT------------
-------------------------CATC--CAGAAGTGTGT--TATGTCATTT-ACTGCCTAAGCC-----TGTCAC
ATATTAGTC-ACCTATGATAGGCAGAAGGTCAATGACAAGCTTGGGTA-TTCTGGTATTTCACCTGATGATGGCAACC
ATTTT---ACCCA---tgctacagt-------gttgtaccctccaaaatctcaggtccaaatatgat--ccccaatg-
gcagaggggagcccaatgtgatgcgtttgggtcat------ggaggtggatccatcataaataaattaa-tgacct-c
cctcagaggtgaggggatgagttttcactatactagttcccatgagaactgat-gtca---agagcctgccacctccc
tccacctcttgcttcctctctc----gccataggatccctgcacacattggctctcctcctt-ctaccatgagtgcaa
-------------gcagcctgaggccctcacaagatgcagc------ctctatgcttct---------tgtacagcct
gcaaaactgtaagccaaataaatctcttttctttataaattatacagtttt-ggtattcctttatagacacactaaac
agactatgcca---ACCCA---TCCCCAACTTAATCCCAACAAGATTAGTCCAATGTTC--AAATTC-CAAAAACTTC
CTGAAGTC-TGTGAAT---GCCAGAG--------------------------------------GGCTCTTATTC-TC
>Bushbaby
CATATTCCTGTAGCCTGGTGAACATGAGTGACGGCTGTTGCATTAC-CATTGATAACTTTAGCATCATACCT---TCT
TCCTGCATACT---------TCCAGAA--GTGACCTTGTGATAG-ATCCCGTCT--------ATTTCTTCACAGCATT
CAATCCAGAGCAAAGCCCTACTTCCTGGGACCCTCTTCCAAAACCA----CACAATTCAAGCCCAAATCCTATAAATC
CTTCC--T-TATTACATTTTACCAAGGTGC---------CCAACTGGTGTGTGGTCTT-CCTGCTGCAACAAGTCAGC
AGGTCCAACCTTTATCTGA------GTTCAGGAGTTACACTCTGGGTGGTC--TGCTACAGGACACTGACAT------
-------------------------CATC--CACAAGTTTGTTCTATATCATTT-GTAGCCTAACAC-----TGTAAT
AAATAATT--ACTTATGACTTTGAGAAGGTCAGGGACAACCCTGGGGA-GTC-TATATTTCACCTGTTGATGACAACC
ATTTT-------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------ACCCA---TTCCTGACTTAATTCTAACAAGATTATTTCAAT---------TTC-TTAAAACTTC
CTGAAGAT-AATGAAT---ACCAGGGTATACAGAAATGCACTGACTTCTCACCC-TAAGGAGAGGGCTCTGATTTCCC
>Mouse_lemur
CACATCCCTGTA-CCTGGCTAATATGAGTGACTGCTGCAGCTTTAC-CACCAATAACTTTAATCTCATACGT---TCC
TCCTGCCTACTAGATTAAGACGTAGAA--GAGACCTAATCACAGAATCCCTTCTGTTTCCTCATTTCCTCACAGCATC
CAACCCAGAGCAAAGCCCT--------------TCTTCCAAAACCA----CCTAATTCAAGCCCAAATCC--------
--TTC--A-TAACACCTTCTATTCAGATGCCATACAATTCCCAATGGTGCATGGTCTTCCCTGTTGTAACAAGT----
AGGCCCAACTTTTGTCTGA------GCTCAGGAA-TATGTTCTTGGTGGTCTTTGCTACAGGACGTTGA---------
-------------------------------CACAAGTATGT--TACATCATTT-GCAGCCTAA-AC-----TGTCAT
AAATTAGTCAACCTATGACTTGGAGAAGGTCTGTGATAACCTTGGGCA-GTCTTGTATTTCAGCTGCTCATGGCAA-C
ATTTT-------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------ACCCA---TTCCTGACTTAATTCCAACAAGATTATTTCAATGTTC--TAGTTC-TTAAAACTTC
CTGAAGATAAACGAAT---ACCAGGGTACCCATAAATACACATATTTCTCACCCAAAAAGATAGGGCTCTTATTT-CC
>Tree_shrew
TATCCCCC-AT--CCTGGTTACTATGAGTAACTGTTGCTACTTTATACTTGGATAACTTTAGTCTCATTCAT---TCC
TCCTGCCTCCTAGACAA---GATTTAGAAGAGACCTAATCATAGAATCCCTTCT--------ATTTCCTGATAGCAGA
CAATCCAGAGCAAAGCCTTGCTTCCTTGAACACTC-TCCAAAACTG----A--AACTCAAGTCCAAACCCCATAAATC
CTTTC--T-AGCACCTTTTTATTGGAATGTCCTATAGTTCCCAAGAGTGCATGATCTTCCCCATTCAGGGAAATCAGT
AAATCCAA-----------------GTTCGGGCG-TGTGTTCTTGGTGGTCTTTGCTACAGGACGTTGACATCACC--
-------------------------CATC--CAGATGTGCAT--TATGTCATGT-GCAGCCTAAACC-----TGCCAT
AAATTAGTC-ATCTGCATCTTGGAGAAGGTCGATGGTAAACTTGCGCA-TTCTTGTATTTCACCTCCTAATGACAACA
C--TT-------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------ACTCA---TCTCTGACTAAATGCCAATAAGATTATTTCAGTGTTC--AAGTTC-TTAA------
------------------------------------------------------------------------------
>Mouse
CACTCTTCTCC--CCTGGTTC--CTGAGTGAAGGT-GCCATTTATC-AGAGGTTAACTTCTGCCTCATACAT---CCT
TCCCGTTCGTCGTGTAG---TATCTAC--AAGA------------GACCCACCT--------ACTTCCAGACAGCA-C
CGTTCCAGACC-AAGCTTTGCTTCCACGAGCCCTC-TGGAAACTGAAGTGCTCAGCTTAAGCCCACACCCTGTAAATT
CTTTCTAT-AATGCCCTTTTATGGAGATACTTT----------ACAGTGTGCAGCTTT-CCCATTGCAACAAGTCAAA
ATATCCAA-----CTCTGA------GTGTGAGTG---TGTCCTTGGTGGCTTGTGCT---GGACGCTGACAGTACC--
-------------------------TATCACCTGA-----AT--TCCATCAGTC-GAAGACT--ACC-----TGTCAC
TCGTTACTC-ACT-ACAATTTG--GGAGCCTCATGCTATCTTTAATCA-TTCTTTTATTTTCCCT-AGTGGTAACACA
CT-TT-------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------AA-CA---TGCTTGCCTTAGTTCTAACAAGATTATGTC-ATAGTC--AAGTTCTTCAGCATTTC
T----GGA-CATGATGAATAAAAGACTACTCAGAGCTAC----ATTCTTCAGCTAAAAT----GAGTTCTTACTT-CC
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Marker M28

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------tgctat---agt
ttgga-------tgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatggga
ggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctc--cctc--------ggggtggggatgagt
gagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacc-tccctcctctctctcttgctt
cctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctc
accagaagcagatgc---tggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttcttta
taaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------
>Human
AACTAGGAATACAGTGGTATTCTACAGCAGTACTTAAGCCAAAGTCCCAG-TCTTCATCAAGCTTACATTC-------
---CCATGGAACAT-----ACAGTC-AATAACAAAGTCAACAAATAAGTTCTACAGTTTGAGGCAATAATAAGTTATA
TGAAGAAAAATAAAGCTGGGAA--------GGAGTATAAA--------GAAT---GGT-GGGG---tgctgctatggt
ttacatacgatttgtttgtccccttcaagtctcatgttgaaatttggtcatcaatgtttgaggtggggcctagtggga
ggggtttaggtcataagggtggatccctcatgaacggcatggtgccatc---ctc------attagtttgcactctat
cagttccccagag---agttttcctgaaagctgg-tgttgaaaagggccaggcacc-tcccttccctctcttgcttcc
tttctc--accatgtgatctctgcacacgccagccccccttccccttccgctgtgagtggaagcagcttgagcccctc
accagaagctgatgc---tggtgccatgcttcttatacagcctgctgaacagtgagccaaataaacctcttttat-ta
taaattacccagccgcatgtattcctttattgcaacgc-aacagg-ctaagaca---GG-----TGGGG--------G
AAAGCACCACCTTCCTGAGAGTGGTCCTTTCCTAGAGGTGCTCCACTAACCACCCGAGGGAAAATAGCCCCTGAACTT
CTGCCCATCCCTCTCTATCATTATCAGGCATTATAGTGTTTATATATTTCCAGAGCC--TTTAGCTCTGAAAGGAAAA
-------CCTTATCAAAGAAGGGATGGGGATGGAGGTTTACTCCCTTACT
>Chimp
AACTAGGAATACAGTGGTATTCTACAGCAGTACTTAAGCCAAAGTCCCAG-TCTTCATCAAGCTTACATTC-------
---CCATGGAACAT-----ACAGTC-AATAACAAAGTCAACAAGTAAGTTCTACAGTTTGAGGCAATAATAAGTTATA
TGAAGAAAAATAAAGCTGGGAA--------GGAGTATAAA--------GAAT---GGT-GGGG---tgctgctatggt
ttacatacgatttgtttgtccccttcaagtctcatgttgaaatttggtcatcaatgtttgaggtggggcctagtggga
ggggtttaggtcataagggtggatccctcatgaacggcatggtgccatc---ctc------attagtttgcactctat
cagttccccagag---agttttcctgaaagctgg-tgttgaaaagggccaggcacc-tcccttccctctcttgcttct
tttctc--accatgtgatctctgcacacgccagccccccttccccttccgctgtgagtggaagcagcttgagcccctc
accagaagctgatgctggtggtgccatgcttcttatacagcctgctgaacagtgagccaaataaacctcttttat-ta
taaactacccagccgcatgtattcctttattgcaatgc-aacagg-ctaagaca---GG-----TGGAG--------G
AAAGCACCACCTTCCTGAGGGTGGTCCTTTCCTAGAGGTGCTCCTCTAACCACCCGAGGGAAAATAGCCCCTGACCTT
CTGCCCATCCCTCTCTATCATTATCAGGCATTATAGTGTTTATATATTTCCAGAGCC--TTTAGCTCTGAAAGGAAAA
-------CCTTATCAAAGAAGGGATGGGGATGGAGGTTTACTCCCTTACT
>Orangutan
AACTAGGAATACAGTGGTACTCTACAGCAGTACTT-AGCCAAAGTCCTGG-TC-TCATCAAGCTTACATTC-------
---CCATGGGACAG-----ACAGTC-AATAACAAAGTCAACAAATAAGTTCTATAGTTTGAGGTAATCATAAGTTACA
TGAAGAAAAATAAAGCTGGGAA--------GGAGTATAAA--------GAAT---GGT-GGGG---tgctgctatggt
ttacatatgatttgtttgtccccttcaagtatcatgttgaaatttggtcatcagtgttggaggtggggcctagtggga
ggggtttaggtcat-ggggtggatccctcatgaatggcatggtgccatc---gtc------attagtttgcaatctat
cagttccccagag---agttttcctgagagctgg-tgttgaaaagggccgggcacc-tcccttccctctcttgcttcc
tttctc--accatgtgatttctgcacacgccaatcccccttccctttccactatgagtggaagcagcttgagcccctc
accagaagctgatgc---tggtgccatgcttcttatacagcctgctgaaaagtgagccaaataaacctcttttct-ta
t----tacccagcc-tatgtattcctttatagcaacgc-aacagg-ctaacaca---GG-----TCGGG--------G
AAAGCACCACTTTCCTGAGGGTGGTCCTTTCCCAGAGGTGCTCCTCTGACCACCCGAGGGAAAATAGCCCCTGACCTT
CTGCCCATCCCTCTCTATCATTATCAGGCATTATAGTGTTTATATATTTCCAGAGCC--TTTAGCTCTGAAAGGAAAA
-------CCTTATCAAAGAAGGGATGGGGATGGAGGTTTACTCCCTTACT
>Baboon
AACTGGGAATACAGTGGTACTCTATAGCAGTACTTAAGCCAAAGTCCCAG-TCTTCATCAAGCTTACATTC-------
---CCATGGGATGTAATTGACAGTC-AATAACAAAGTCAACAAATAAGTTTTATAATTTGAGGCAATAACAAGTTATA
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TGAAGAAAAATAAAGCTGGGAA--------GGAGTATAAA--------GAAT---GGC-GGGG---tgcttttgtggc
ttacgtatgatttgtttgtctccttcaagtctcatgttgaaatttggtcatcagtgttggaggtggggcctagtggga
ggcgtttaggccatgggggtggatccctcatgaatggcatggtgccgtc---ctc-------ttagtttgcactcttt
cagttccccagag---agttttcctgagagctgg-tgttgaaaaggactgggcact-tccctttcctctcttgcttcc
tgtctc--accatgtgatctctgcacatgccagccccccttccccttccactgtgagtagaagcagctggagctcctc
accagaagctgatgc---tggtgccatgcttcctatacagcctgctgaacagtgagccaaataaacctcttttct-ta
taaattacccagcctcgtgtattcctttatagcaacgt-aacagg-ctaagata---GA-----TGGGG--------G
AAAGCACCACTCTCCTGAGGGTGGTCCTTTCCCAGAGGTGCTCCTCTGACCGCCCTGGGGAAAATAGCCCCTGACCGT
CTGCCCATCCCTCTCTATCATTATCAGGCATTATAGTGTTTATATATTTCCAAAGCC--TTTAGCTCTGAAAGGAAAA
-------CCTTATCAAAGAAGAGATGGGGATGGAGGTTTACTCCCTTACT
>Rhesus
AACTGGGAATACAGTGGTACTCTATAGCAATACTTAAGCCAAAGTCCCAG-TCTTCATCAAGCTTACATTC-------
---CCATGGGATGTAATTGACAGTC-AATAACAAAGTCAACAAATAAGTTTTATAATTTGAGGCAATAACAAGTTATA
TGAAGAAAAATAAAGCTGGGAA--------GGAGAATAAA--------GAAT---GGC-GGGG---tgcttttgtggc
ttacgtatgatttgtttgtctccttcaagtctcatgttgaaatttggtcatcagtgttggaggtggggcctagtggga
ggcgtttaggccatgggggtggat-cctcatgaatggcatggtgccatc---ctc-------ttagtttgcactcttt
cagttccccagag---agttttcctgagagctgg-tgttgaaaaggactgggcacc-tccctttcctc-cttgcttcc
tgtctc--accatgtgatctctgcacatgccagccccccttccccttccactgtgagtagaagcagctggagctcctc
accagaagctgatgc---tggtgccatgcttcctatacagcctgctgaacagtgagccaaataaacatcttttct-ta
taaattacccagcctcgtgtattcctttatagcaacgc-aacagg-ctaagaca---GA-----TGGGG--------G
AAAGCACCACTCTCCTGAGGGTGGTCCTTTCCCAGAGGTGCTCCTCTGACTGCCCTGGGGAAAATAGCCCCTGACCGT
CTGCACATCCCTCTCTATCATTATCAGGCATTATAGTGTTTATATATTTCCAAAGCC--TTTAGCTCTGAAAGGAAAA
-------CCTTATCAAAGAAGAGATGGGGATGGAGGTTTACTCCCTTACT
>Marmoset
TACTAGGAATACAGTGGTACTCTACAGCAGTACTGAAG-CAAAGTCCCAG-TCTTCATCAAGCCTACTTTC-------
---CCATGGGACAG-----ACAGTC-ACTAAAAAAGTCAACAAATAACTTCTA-AATTTGAGGCAGTAATAAGTGATA
TGAAGAAAAATTAAGCTGGGAA--------GGAGTATAAA--------GAAT---GGT-GGGG---tgctgctatggt
tcgcatacgatttgtttgtccccatcaagtctcatgttgaaattcggtcatcagtgttggaggtggggcctggtggga
ggggtttgggtcatgggggcggatccctcatgaatggcatgttgccatc---ctcaaggtaattagtttgcgctctgt
cagtttccc--ag---agttttcctgagagctgg-tactgaaaagggcggggcacc--cccctccctttcctacttcc
tttctc--accatgtgatctctgcacatgccagccccccttccccttccactgtgagtcgaaacagcttgaggccctc
accagaggctgatgc---tggtgccatgcttcttgtacagcctgctgaacagtgagccaaataaacctcttttct-ta
taaactacccagactcatgcattcctttacagcaatgc-aacaga-ctaagacg---GGGGGGTGGGGG--------G
GAAGCACCGCTTTCCGGAGGGTGCTTCTTTCCCAGAGGTGCTCCTCTGACC---------------------------
-----TATCCCTCTCTATCACTGTCAGACATTATAGTGTTTATATATTTTCAGAGCC--TTTAGCTCTGAAAGGAAAA
------CCCTTATCAAAGAAGGGATGAGGATAGAGATTTAC-CCCTTACT
>Tarsier
AACTAGGAATAC------------CAGTGCCACACAAGCCAGAGTCCCTG-TCCTCATCAAACTTCCATTT-------
---CCATGGGAGAG-----TCAGACAAACAACAAAGTCAACAACCAGGTTCTATCATTTGAGGCAAAAATAAGCAATA
GGAAGAAAAATAAAGCTGGGGGTGGGGGGTGGAGTACAGA--------GAAT---AATGGGGG---tggtgctatggt
tt--------------------tgccaagaatcatattgaagtctgatccccagtgttggagatagggcctggtggga
ggtaatttaatcttgg-------------------ggtatgccaccattgtagtc------atgcgttctcactc--t
tagtatccgagag---ggttttccctagagttggttgctagagagagcctggcaccttcccctttctctctaa--ttc
tctctt--gttgagtgatct--------gcctactctggttcctcttccaccatgagtagaaccttcccgaggtcctc
cacagaagatgatgc---tagcgctgtgcttcttgtacagcctgtgaggcaatgagccaaataatcct-ttttct-tc
aaaattacctggtctcaggtattccttttgagtaacacaaatgaa-ctaagaca---GG-----TGGGG---------
-CAGTGCCGGTATCCTTAGGGTGGTTC-TTCCCAGAGGTGCTTCTCTGATGACCCGAAGGAAAATACCC---------
CTGTCCATCCCTCTCTATCATTATCTGAAATTATAGTGTT--TATGTTACCAGAGCT--TTTAGCTCTGAAGGGGAAA
------TCATGGTCAAGAAAGGGATGGGGGTGAAGGTTCACTCTTTTACT
>Bushbaby
AAGTAGGAAT---------------AGTATTATTCAAGCCCAAGTTTCTG-TCCTCATCAAACTCCCACTC-------
---CCACAGTAGAG-----ACAGAC-AATAACAAAGTCGATGAATAAGTTCTGTAATTTGAGGCAGTAACAGGTGACA
TGAAGAAAAACAAAGCTGGGAA--------GGAGGATGAT--------AAGT--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
---------------------------------------------------------GG-----TGGGG---TGGAGG
GGAGGGCCACTTTTCTGAGGGAGGCTCCTTCCTACCAGGACTTCTCTAGACACCT-TTGGAAAATAGTCC--------
CTGTTCACCCTTCCCTCTCCTTATTTG-AATTACAGTGTCTACATGTTTCCAGGACC--TTTAGCTCTGAAGGAGAAA
------CCTTTATTAAAGAAGGATTGGGGATTGGGGTTTGCTTTCTTACT
>Mouse_lemur
AACTGAGAATAC-------------AGTGTTACCCAAGCCAAAGTT--TG-TCCTAATCAAATTTACATTC-------
---CCACAGGACAA-----AC--AC-AGTATCAAGTCCAATAAGTAAGTTCTATAATTTGAGGCAGTAATAGGTGATA
TGAAGAAAAACAAAGCTGGGAA--------GGAGAATAAA--------GAAC--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------AG-----TGGGA-------GG
GTAGGGCCACTTTTCCTAAGGTGATTCTTTCCTGGAGGTGCTTCTCTGACCACC--TTGGGAAACAGTCCCA------
CTGCCCGTCCCTTTCTCTCAGTATTTGAAATTACAGTGTTTACATGTTTCCACAGCCTTTTTAGCATTGAAGGGGAAA
------TCTTTTTAAAAGAAGGAGTGAGGATGGGAGGTTACTCCCTTACT
>Mouse
AGCTAGGAGTAG-------------AGTGAAGGTCAAACCAAAGCTGTATGTCTCCATCAGACATACATTCCTGGCGG
GAGAGGGAGTGGGG-----ACAGGC-AATGGCAAAGTAAAATATAAGAATATAAGAAGGGAGACAATGAGCA----AC
GTGAAGGAAAAGAGTCTGGGAA--------GGATTCAATCTTTATT--GAAT--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------------TGTA
TCAGGGATGCTTTGCCAAG---GGTTCTTCCCCAGAGGTCTGTCTATG---------AAGAAAAGTGGCACCC-----
CTGCTCAACCGT-TCTGGGAAACTGTGAAATTGTGGTGTT--TGTATTTCCAGAGGG--TTAGGGTGTGCCAGGACAG
AGCTTGCCTTCATCAAGGGCAGACCAGAGATGGGGATCCCCCTCCCCGCT
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>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------tgctatagtttg--gat
gtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtca
tgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttccc
gcgagagctggttgttaaaa-agagcctggcacctccctcctctctctcttgcttcct----------ctctcgcc--
--------------atgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggcc
ctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttcttta
taaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------
>Human
GCTCAG-----ATTCTCACTGCCAAGGTTCTG-----CTTCC-CTTT---GGATCTCATTAATAGCCACTGCCACCTC
CTCTGGGTTACTCTCGGTGGTCAAACTTTCTCTTTCGCATTCT-GCCCAAACAGAAT-CCTGAAC-ATACCTCTTATG
GCTACAACCAAGCCATAAGGCTGGAAA-AGACTTTACTTGATACTCAGGGTACCACCACACCCCCTCATACCATCAGG
ATTGTCTTGTTTGTTTTTAATAGAGTAGGTTGCCCATAAATGTTTGTAAC---ATGGC---tgctatagtttgctttt
gtttgtcctctccaaatctcatgttgaaatttgagctctagttttgcatgtggag-ctaatgggaggtgtttggatca
taaaggtgagtccctcatgactggcttgatgccgggctaa---tgataaatgagtgagtttttgctttatttgttttc
atgaaagtcggttgttaaaaaagagcctggcacgtccctgctcatgctctcgctctct----------ctctctctca
tttcctctctcatcatgtgatctctgcacacactgtctccactttaccttccattataagtagaagcagcctgaagcc
ctcaccagaagcagatgcttgtgccatgctttttatatagcctgtagaactggaagccaaataaacctcttttcttta
taaatcacccagtctacagtattcctttatagcaacgcaaa-tggacttagata---ATGGCA---TGAGGTAACCAA
TTACAAAATAGGAACAGCTTTCTAGAGCTCATCTCTGTAGCCCTTTTTACTGGCTGCCCTGTACCCTTCTGGGGGACA
TCAT---CAAAATACCCTTTACAACCCTGGAGTACATGCTTAGGTCTCTTGGCATAAAACAGAGTTCCTCATGAGAAC
TCCAGAGAGGCAAGTGGCCTCCTATACCCAA
>Chimp
GCTCAG-----ATTCTCACTGCCAAGGTTCTG-----CTTCC-CTTT---GGATCTCATTAATAGCCACTGCCACCTC
CTCTGGGTTACTCTCGGTGGTCAAACTTTCTCTTTCGCATTCT-GCCCAAACAGAAT-CCTGAAC-ATACCTTTTATG
GATACAACCAAGCCATAAGGCTGGAAA-AGACTTTACTTGATACTCAGGGTACCACCACAACCCCTCATACCATCAGG
ATTGTCTTGTTTGTTTTTAATAGAGTAGGTTGTCCATAAATGTTTGTAAC---ATGGC---tgctatagtttgctttt
gtttgtcctctccaaatctcatgttgaaatttgagctctagttttgcatgtggag-ctaatgggaggtgtttggatca
taaaggtgagtccctcatgactggcttgatgccgtgctaa---tgataa-tgagtgagtttttgctttatttgttttc
atgaaagtcagttgttaaaaaagagcctggcacgtccctgctcatgctctcgctctct----------ctctct---a
tttcctctctcatcatgtgatctctgcacacactgtctccactttaccttccattataagtagaagcagcctgaagcc
ctcaccagaagcagatgcttgtgccatgctttttatatagcctgtagaactggaagccaaataaacctcttttcttta
taaatcacccagtctacagtattcctttatagcaacacaaa-tggacttagata---ATGGCA---TGAGGTAACCAA
TTACAAAATAGGAACAGCTTTCTAGAGCTCATCTCTGTAGCCCTTTTTACTGGCTGCCCTGTACCCTTCTGGGGGACA
TCAT---CAAAATACCCTTTACAACCCTGGAGCACATGCTTAGGTCTCTTAGCATAAAACAGAGTTCCTCATGAGAAC
TCCAGAGAGGCAAGTGGCCTCCTATACCCAA
>Baboon
GCTCAG-----ATTCTCACTCCCAAGATTCTG-----TTCCC-TTTG---GGATCTCACTAATAGCCACTGCCTCCTT
CTCTGGGTTGCTCTCAGTGGTCCAACTTCCTCTTTCACATTCT-GCCCAAACAGAAT-CCTGAAC-ATAGCTGTTATG
GCTACAACCACACCATAAGGCTGGAAA-AGACTTTACTTGATACTCATGGTG----------CCCTCATACCATCAGG
ATTGTCTTGTTTGTTTTTAATAGGGTAGGTGGTCCATAAATGTTCGTAAC---ATGGC---tgccacagtttggtttt
gtttgtcctctccaaatctcatgtttaaatttgagccatagttttgcatgtggat-ctaatgggaggtgtttggatca
taaaggtgaatgactcatgactgtcttgatgctgtgctaa---tggtaa-tgagtgagtttttgctttattcatttcc
atgaaagccaggtattaaaaaagagcctggaacctccctgctcatgctct------------------ctctct----
--------ctcatcatgtgatctctgcacacactgtctccccttcaccctccatt-taagcagaagcatcctgaagcc
ctcaccagcagcagatgctggtgccatgctttttatatagcctgcagaactggaagccaaataaacctcttttcttta
taaatcacccagtctgcggcagtcctttacagcaacacaaa-tggactaagata---ACGGCA---TGAGGTAACCAA
TCACAAAATAGGAACAGCTTTCTAGAGCTCATTGCTGTAGCCCTTTTTACTGGCTGCCCTGCACACTTATGGGGGACA
TCAT---CAAAATACCCTTTACAACCCTGGAGCACATGCTTAGGTCTCTTAGCATAAAACAGAGTTCCTCATGAGACC
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TCCAGAAAGGCAAATGGCCTCCTATCCCCAA
>Orangutan
GCTCAG-----ATTCTCACTGCCAAGGTGCTGCTTCCCTTCC-CTTT---GGATCTCACTAATAGCCACTGCCACCTC
CTCTGGGTTGCTCTCGGTGGTCCAAATTTCTCTTTTGCATTCT-GCCCAAACAGAAT-CCTGAAT-ATACCTCTTATG
GCTACAACCAAGCCATAAGGCTGGAAA-AGACTTTACTTGATACTCAGGGTACCATCACAACCCCTCATACCATCAGG
ATTGTCCTGTTTGTTTTTAATAGAGTAGGTGGTCCATAAATGTTTGTAAC---ATGGC---tgctatagtttgctttt
gtttgtcctctccaaatctcatgttgaaatttgagctctagttttgcatgtggag-ttaatgggaggtgtttggatca
taaagatgagtccctcatgactggcttgatgccgtgctaa---tggtaa-tgagtgagtttttgctttactcgtttcc
atgaaagtcggttgttaaaaaagagcctgggacctccctgctcatgctctcactctctctctcgctcgctctctctca
tttcctctctcatcatgtgatctctgcacacactgtctccacttcacactccattataagtagaagcagcctgaagcc
ctcaccagaagcagatgcttgtgccatgctttttatatagcctgtagaactgaaagccaaataaacctcttttcttta
taaatcacccagtctacagtattcctttatagcaacacaaa-tggacttagata---ATGGCA---TGAGGTAACCAA
TTACAAAATAGGAACAGCTTTCTAAAGCTCATCGCTGTAGCCCTTTTTACTGGCTGCCCTGTACCCTTCTGGGGGACA
TCAT---CAAAATACCCTTTACAACCCTGGAGCACATGCTTAGGTCTCTTAGCATAAAACAGAGTTCCTCATGAGACC
TCCAGAGAGGCAAGTGGCCTCCTATACCCAA
>Rhesus
GCTCAG-----ATTCTCACTCCCAAGGTTCTG-----TTCCC-TTTG---GGATCTCACTAATAGCCACTGCCTCCTT
CTCTGGGTTGCTCTCGGTGGTCCAACTTCCTCTTTCACATTCT-GCCCAAACAGAAT-CCTGAAC-ATAGCTGTTATG
GCTACAACCACACCATAAGGCTGGAAA-AGACTTTACTTGATACTCATGGTG----------CCCTCATACCATCAGG
ATTGTCTTGTTTGTTTTTAATAGGGTAGGTGGTCCATAAATGTTTATAAC---ATGGC---tgccacagtttggtttt
gtttgtcctctccaaatctcatgttcaaatttgagctatagttttgcatgtggat-ctaatgggaggtgtttggatca
taaaggtgaatgactcatgactgtcttgatgctgtgctaa---tggtaa-tgagtgagtttttgctttattcatttcc
atgaaagccaggtattaaaaaagagcctggaacctccctgctcatgctct------------------ctctctctca
tttcctctctcatcatgtgatctctgcacacactgtctccccttcaccctccatt-taagtagaagcatcctgaagcc
ctcaccagtagcagatgctggtgccatgctttttatatagcctgcagaactggaagccaaataaacctcttttcttta
taaatcacccagtctgcggcagtcctttacagcaacacaaa-tggactaagata---ACGGCA---TGAGGTAACCAA
TCACAAAATAGGAACAGCTTTCTAGAGCTCATTGCTGTAGCTCTTTTTACTGGCTGCCCTGCACACTTATGGGGGACA
TCAT---CAAAATACCCTTTACAACCCTGGAGCACATGCTTAGGTCTCTTAGCATAAAACAGAGTTCCTCAT-AGACC
TCCAGAAAGGCAAATGGCCTCCTATCCCCAA
>Marmoset
GCTCAG-----ATTCTCACTCCCAAGGTTCTG-----CTTCC-CTTT--GGGATCTCACTAATAGCCACTGCCACCTC
CTCTGGGTTGCTCTCGGTGGTCCAACTTCCTCTTTCACATTCCAGGCCAAACAGACTCCCTGAAC-ATAGCTCTTATG
GCTACAACCAAATCATAAGGCTGG-AA-AGACTTTACTTGATACTCAGGGTACCACCGCAC-CCCTCATGCCATCAGG
AGTGTC----TTGTTTTTAATAGGGTAGGTGGTCTGTAAATGTTTGTAAC---ATGGC---tgctatagtttgg-ttt
gtttgtcctctccaaatctcatgttgaaatttgagctccagttttgcatg-gggg-caaatgggaggcgtttggatca
taaaggcgaatccctcatgactggcttgatgctgtgctca---tggtaa-tgagtgagtttttgctttattaatttcc
atgaaagccggtggtttaaaaagag-ctggcacctccctgcgctctctttctctcacttt--------ctctctctca
cttcctctctcatcatgtgatctctgtacatagtgcttccccttcaccctccatcataagtagaagcagcctgaagcc
cttgccagaagcagatgctggtgccatggtttttatatagcctacagaactagaagccaaacaaacctcttttcttta
taaatcacccagtctgaggtattcctttacagcaacacaaa-tggactaagata---ATGGTG---TGAGGTAACCAA
TTACCAAATAGGAACAA-TTTCTAGAACTCACCACTGTAGCCCTTTTTACTGGCTATCCCACACCTTTCT-GGGGACA
TCAT---CAAAATACACTTTACAACCCTGGAGCACATGCTTAGGTCTCTTAGCATGAAACAGGGTTCTTCTCGAGACC
TCCAGAGAGGCAAGTAGCTTCCTATCCCCAG
>Tarsier
ACTCA------CTTCTCACTTCTAAGGCTCTG-----CTTCC-CTTTGGGGGGTTTCACTAATAGCCATTGCCACCTC
CTCTGGGTTGCCTTAGGCAATCCATCTTCCTCTTTCACCTTCCAGTCCAAATAGAATCCCTGAAC-ATAGCATATATG
GCTGCAGTCAAGTCATAAGCCTGGGAC-AGA-TTTACTTGATACTCAGGGTGCCAGCATACCTTTTCCTACAGTCAAG
A--------------TTTCATAGGTTAGCT---CTATAAATGTTTGCAGC---A---------------tttgg-ttt
gtttgacctcttcgaatctcatggaaaaatttaaaacccagtgttggtggtggggcctaa-gggtgacgtttgggtca
tgcgggcagatccctcattaatggcttggtgctgtcctca---tagtaa-taagtaagttttcactccattagctcct
ac------------------aagagcctggcatctccctact--------------------------ctctttcttg
cttcccctcttgccatgtgatctctgcacacacaggttctccctcaccttcctccataagtgcaagca--ccgaaacc
ctcatgagaagcagatgctggtgacacacttcttatacaacctacagaactgtgagacaaataaatctgttttcttta
taaattatccagtcttgggcattcctttatagcaacacaaa-caaa-gaagaca---ATGGCA---TTAGGTAACCAA
TTACAACAGAGGGTCAACTTTTTAGGGTTCCTTGCTGTAGCTCTTCCTGCTGACTACTCTGCACCCCTCTGGTGGACA
CCAT---CAAAACAC-CACTGCAACCCAGAAATACATGCTTAGCACTCTTAGCATAATATATATTCACTCTTGGGACC
TCCAAAAAGGCAAGTGGCTTTCTATGCCCCA
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>Bushbaby
ACTCA-------TTCTCACCTCCAAGGCTCTG-----TTTCC-CTTT-AGGAATCTCACTAAGAGCCATT--------
------GCTGCTTTAGGTGGTCCAACTTCCTCTTTCACATT------CAAATGGAGTCCCTGACC-TTACCTCCTATG
GATACAATCAAGCCATGAGGCTGGAAC-AGACTTTACCTGA---------------TACACCTCT--------TTAGA
ATTGTCTTGTTTGTTTTTAATATGGTAGGTGCTCTATAAATGTCTGTAAC----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------ATGGTA---TTA--------A
TTATAAAATGGGGTTAACTTCCTAGAGCTCTTTGCTCTAGCCCTTCCTACAGGCTGATCTGCACCCTTCTGGTGGGCA
CCAT---CAAAATAGCTCTTGCAACCCAGAAGCATGTGTTTAGGGCTCTTAGCATAAAATATGATCCCTTT-CAAACC
TCCAGAGGGGCAAGTGGCATCCTAGCCACAG
>Mouse_lemur
ACCCA-------TTCTCACC-CCAAAGCTCTG-----CTTCC-CTTT-GGGGATCTCACTAGGAGCCACTGCTGCCTC
CTTTGGGCTGCTTTAGGTGATCCAACTTCCTCTTTCACATTCCAGTCCAAACAGAGCCTCTGGCC-ATAGCTCTCAC-
GACACAACCAAGCCATGTGGCTGGAAC-AGACTTTACCTGAGACCCAGGATACCACCACACCCCT--------TCAGG
ATCATATTGTTTGTTTTTAATATGGTAGGTTCTCTATAAATGTTTGTAAC----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------ATGGCA---TCAGGTAGCTAA
TTACAAAATGGGCTCAACTCTCTAGAGCTCTTTGCTCTAGTTCTTCCTACTGGCTGGTCTGCACCCTTCTGGTGGGCA
CCAT---CAAAACAGCCCTTGCAACCCAGAAGCACGTGCTTAGGTCTCTTAGCATAAAATATGATCCCTTTGGGGATC
TCCAAAGAGGCAAATGGCATCCTATCCCCAG
>Guinea_pig
AGTGCG-----ATTGTCACT-CCAAAACTCTA-----CTGTC-CTAG---GGGG-TCACTAATCTTC-CTGCCACCTC
TACTACATTGCTTTAGATGAGCCAGTGACCTCTTTCACATTTGAGCCCAAACAGAATCCTTGAAC-ACAGTTTATTTG
CTTACAACCAGG-CTGTAGCCTAGAAC-AGATTGTACTTGATCCTCAGGACAACATCGCACCCCTTCCTAACATTAGG
ATTGTTTTGCTTG---TTAA--CATTAGGTGCTCTGCAAATGTCTATAACC---------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------ATGGCA---TCTGGTGATCAA
GTACAAACTCAGGTCAACTTTCTAGAGCTCCTTCTTCCAGTCTTTCCTACTGACTGGTCTGCATCCTTCCTCTGGACA
GCTT---CAAAGCACTCTCTTAAAACCAGAAGCATGTGCTTACATGTCTGAACATAAAAT-TCCCTTCT---GACACC
TCTCGAGAGGTAAGTGGT-GTTCCTTCCCAG
>Mouse
ATTCAG-----ATTCTACCC-CC-AGGCTCTT-----TCTCC-TTTG---GGAACTCAGTAATGGCC-TTGACACCTC
TGCTGGGTGACTGAAGGTGACCTAACTTCCTGTTTCACTGTGAAGTCCAGACAGAATCCACACAT-GTAGTTCTTGTA
TCTATAACTAGG-CACGGGACTGGAAC-AGACTTGATTTGCTACTCAGGATGCCATTACACCCATCTCTACAGCTATG
ACTGTCTTGTTTGCTTTTAATTCTCTATGTGCCTTAACAATCTTTATGAT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------GTGGTA---CTAGGTAATCAA
TTACAAAA-CAGACTCAACATCTAAAAGTTGTTGCCTCAACCCTTCCTTCTGGCTATTAGA----TTCCTC-------
---T---CAAAATACCTCTTGTACCCCAAAAGCACATGATTAGGATTTTTAGCATAAAATGTGGTTTCT-----GTCC
TCCAGACAGGCCAATG---TCCCCTCTCTAA
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>Dog
TCCCAGGCTTCCCGGTCACCCCCAAGGCTATG-----CTTCCGCTTG---GGAGCTCAGTAATGGCCAAAACCGCCTC
TGCCTGGTGGTTTCAGATGGTCTGACTTCCTTTTTCACATTTCAGCTGAAGTGGAAACCCTGAACCCTACCTCTTCTA
GCTAAAACCATACCATAAGGTTGGAATAAAACTTAACCTGCTACTCAGGTTTCCACCACA-CCCTCCCTGCAGTCAGT
GTGGTCTTATTTGTTTTTAATGTAGTAGGTTCTCTATTAAGGTTTATAAC----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------ATGGCA---TTTGGTAATCGG
TTACAAAACAA-------TTTTGAGA-CTTTCTGTTCTAGCCTTTCTTACTCACTAGTCTTCACCCTCTTGGTGGAGA
CCAT---CAAAGCACCCCTTACAACCCAGGAGCATGTGTATAGCCCACTTAGCATAAAATATGGGTTCTC-TGATACC
TCCAGAGAAGCAAGTGGTGTTACCTCCCCAG
>Horse
TCTCAA-----GTTCTCACCCCA-ACCCTCCA-----CTTCC-CTTT---GGATCTCACTAATAGCCAATGCCACCTC
CACCTGGTTGTTTCAGGTGGTCTGACTTCCTCTTTCATATTCCTGCCCAAACGGAAACCCTATACCCTACCTCATATG
GCTAAAACCAGGCAGTAGGGTTGGAACGAGACTTTGCTGGCTGCTGAGGATACCACCACACCCCTCCCTGCAGTCAGA
ATGGTCCTGTTTGTTTTTAATACGGTAGATGCTCTATCAACGTTTGTAAC----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------ATGGCA---TTAGGTACTCAA
CTACTAAATAGAATCAACTTTTGAGAGCTCATTGCTCCAGCCCTTCCTACTGACTGGGCTGTGCCCTCCTGGTGGAGA
CCCTTTACAAAGCACCCCTTGCAACCCA-AAGCATATGCTTAGCTATGTTGGCGTAAAATATGGTTCTTCTTGGTACC
TCCAGAGAGGCAAATAGTGTCCCCTCCCCAG
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Marker M30

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------tgctatagtttggatgttt-gt
cccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatggggg
cggatcc---ctcatgaatagattaatg--ccctccctcggggtggggatgagtgagttctcactctattagttcccg
cgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgca
cacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatg
cttcttgtacagcctgcagaaccgtgagccaaataaacctcttttc-----tttataaattacccagcctcaggtatt
cctttatagcaacacaaaatggactaagaca-----------------------------------------------
----------------------------------------
>Human
GGCTAATGTTGGTTCCCCCTCCCCCAAG-AAATGG---AGGCAGAAAAGTCCCTCCATGAAGATAGGTTCCATAGTAG
GCCTGTGAGATGGCGCTGTGGGACCTGTCACAGGGG-GA-AGATCAGGGAAACAGAAGATGGCACCCAGTGGCAGCCC
CC----------TGAAG-----AAGT-AATGTCCTTTGAGGTGAATTGCTTCCAATCTTGCCACTTCT--TGTTTATT
TACTCC-AGAA---TTTTTAATGAAGCCTAATC--------CAGG---GGGCC---tgatatagtttgagtatttttt
ccccttcaaatcttatgttgaaatttgatccccagtgttgaaggtagggcctggtagggggtgtttgggtt-gtgggg
gcagaaa--gctcataaccaacttggtgctattctcctcttggtaatgtgtgagtgctaactg---tattagttcctg
caagatctgattgttgaaaagatcctggcaactcttcccc-actctcttgtttcctctcttgccatgtga--------
cacacctggtccccttccccttctgacatgagtggaagtagctctagtccctagctgggagcagatgctggtgccttg
cttcttgtgcagtctgcagaaccatgagccaaataaacttctttttaaaaatacataaattacctagcctcaggtatt
cctttatagaaacacaaacag-actaagaca---GAGAT---C-------TTTCTGGTTTCAGCTCC-ACCTCCAGGC
ATGAGGGAAGGCCCTTAGCATCCA-AGTG--ATCCTCTC-
>Chimp
GGCTAATGTT-GTTCCCCCTCCCCCAAG-AAATGG---AGGCAGAAAAGTCCCTCCATGAAGATAGGTTCCATAGTAG
GCCTGTGAGATGGCGCTGTGGGACCTGTCACATGGG-GA-AGATCA-GGAAACAGAAGATGGCACCCGGTGGCAGCCC
CC----------TGAAG-----AAGT-AATGTCCTTTGAGGTGAATTGCTTCCAATCTTGCCACTTCT--TGTTTATT
TACTCC-AGAA---TTTTTAATGAAGCCTAATC--------CAGG---GGGCC---tgatatagtttgagtatttttt
ccccttcaaatcttatgttgaagtttgatccccagtgttgaaggtagggcctggtagggggtgtttgggtt-gtgggg
gcagaaa--gctcataaccaacttggtgctattctcctcttggtaatgtgtgagtgctaactg---tattagttcctg
caagatctgattgttgaaaagatcctggcaactcttcccc-actctcttgtttcctctcttgccatgtga--------
cacacctggtccccttccccttctgacatgagtggaagtagctctagtccctagctgggagcagatgctggtgccatg
cttcttgtgcagtctgcagaaccatgagccaaataaacttctttttaaaaatacataaattacctagcctcaggtatt
cctttatagaaacacaaacag-actaagaca---GAGAT---C-------TTTCTGGTTTCAGCTCC-ACCTCCAGGC
ATGAGGGAAGGCCCTTAGCATCCA-AGTG--ATCCTCTC-
>Orangutan
GGCTAATGTTGGTTCCCCCTCCCCCAAG-AAATGG---AGGCAGAAAAGTGCCTCCATGAAGATGGGTTCCATAGTAG
GCCTGCGAGATGGCGCTGTGGGACCTGTCACAGGGG-GA-AGATCA-AGAAACAGAAGATGGCACCCGGTGGCAGCCA
CC----------TGAAG-----AAGT-AATGTCCTGTGAGGTGAATTGCTTCCAATCTTGCCACTTCT--TGTTTATT
TACTCC-AGAA---TTTTTAGTGAAGCCTAATC--------CAGG---GGGCC---tgatatagtttgagtatttttt
ccccttcaaatcttttgttgaagtttgatccccagtgttgaaggtaggg-ctggtagagggtgtttgggtt-gtgggg
gcagaaa--gctcataaccaacttggtgctattctcctcttggtaatgtgtgagtgccaactg---tatcagttcccg
caagatctgattgttgaaaagatcctggcaactcttcccc-actctcttgtttcctctcttgccatgtga--------
cacacctggtccccttccccttctgacatgagtggaagtagctttagtccctagctgggagcagatgctggtgccatg
cttcttgtgcagtctgcagaatcatgagccaaataaacctctttttaaaaatacataaattacctagcctcaggtatt
cctttatagaaacacaaacag-actaagaca---GAGAT---C-------TTTCTGGTTTCAGCTCC-ACCTCCAGGC
ATGAGGGAAGACCCTTAGCATCCA-AGTG--ATCCTCTC-
>Baboon
GGCTAATGTTGGTTCCCCCTCCCCCAAG-AAATTG---AGGCAGAAAAGTGCCTCCATGAAGATAGGTTCCACAGTAG
GCCTGAGAGATGGCGCTGTGGGACCTGTCACAGGGG-AG-AGATCA-GGAAACAGAAGATGGCACCCAGTGGCAGCCC
CC----------TGAAG-----AAGT-AATGTCCTGTGAGGTGAATGGCTTCTAATCTTGCCACTTCT--TGTTTATT
TACTCC-AGAA---TTTTTAATGAAGCCTAATC--------CAGG---GGGCC---tgatatagtttgagta-ttttt
ccccttcaattcttatgttgaagtttgatccccagtgttgaagatagggcctggtagggagtgtttgggtt-gtggtg
gcagaat--cctcatgaccaacttggtgctattctcctcttggtaatgtgtgagtgctaactg---tattagttccca
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caagatctgattgttgaaaagagccaggcagctcttccc---------tgtttcctctcttgccatgtga--------
cacacctggtccccttccccttctgacatgagtgaaagtagctttagtccgtagccaggagcagatgctgttgccata
cttcttgtgcactctgcagaaccatgagtcaaataaacctctttttaaaaatacataaattacctagcctcaggtatt
cctttacagaaacacaaacag-actaagaca---GAGAT---C-------TTTCTGGTTTCAGCTCC-ACCTCCAGGC
ATGAGGGAAGGGTCTTAGCATCCA-AGTG--GTCCTCTC-
>Rhesus
GGCTAATGTTGGTTCCCCCTCCCCCAAG-AAATGG---AGGCAGAAAAGTGCCTCCATGAAGACAGGTTCCATAGTAG
GCCTGAGAGATGGTGCTGTGGGACCTGTCACAGGGG-AG-AGATCA-GGAAACAGAAGATGGCACCCAGTGGCAGCCC
CC----------TGAAG-----AAGT-AATGTCCTGTGAGGTGAATGGCTTCTAATCTTGCCACTTCT--TATTTATT
TACTCC-AGAA---TTTTTAATGAAGCCTAATC--------CAGG---GGGCC---tgatatagtttgagta-ttttt
ccccttcaattcttatgttgaagtttgatccccagtgttgaagatagggcctggtagggggtgtttgggtt-gtgggg
gcagaat--cctcatgaccaacttggtgctattctcctcttggtaatgtgtgagtgctaactg---tattagttccca
caagatctgattgttgaaaagagccaggcagctcttccc---------tgtttcctctcttgccatgtga--------
cacacctggtccccttccccttctgacatgagtgaaagtagctttagtccatagccaggagcagatgctggtgccata
cttcttgtgcagtctgcagaaccatgagtcaaataaacctctttttaaaaatacataaattacctagcctcaggtatt
cctttacagaaacacaaacag-actaagaca---GAGAT---C-------TTTCTGGTTTCAGTTCC-ACCTCCAGGC
ATGAGGGAAGGGCCTTAGCATCCA-AGTG--GTCCTCTC-
>Marmoset
GGCTAATGTTGGTTCCCTCTCCCCCAAG-AAATGG---AGGCAGAAATGTGCCCCCATGAGGGTCGGTTCCATAGTAG
GCCCGAGAGACGACGTTGGGGGACCTGTCACAGGGG-AG-AGACTA-GGAAACAT--GATGGCATCCGGTGGCAGCC-
CC----------TGAAG-----AAGT--ATGTCCTTCGAGGTGAATTGCTTCCAATCTTGCCATTTCT--TGTTTATT
TACTCC-AGAA---TTTGTAGTGAAGCCGAATC--------CAGG---GGGCC---tgatataatttgaatg-tttgt
cccctccaaatcttatgttcaagtttgatctccaaagttggaggtagggcttggtagggggtgtttggttt-gtgggg
gcagaat--cctcatgaccagcttggtgctattctcctcttggtaatgcatgagtgctaaata---tattagttccca
taagagctgattgttgaaaagagcctggcaactcctcccc-actctctcgtttcctctcttgccatgtga--------
cacacctggtccccttccccttctgccctgagtggaagcagctagagcccctggctgggaa-agacactagtgccacg
tttctcgtacagtctgcagaaccatgagccaaacgaacctcttttttaaaatacataaattacctagccttagatatt
cctttctagaaacacaaaaag-actaagaca---GAGAT---C-------CTTCTGGTTTCAGCTCC-ACCCGCAGGC
AACAAGGAAGGGCCTTAGCATCCA-AGTT--GTCCTCTC-
>Tarsier
GGCTAATGCTCG-TCCCTCTCCCCCAAG-AAGCAGGTTAAGCAGGAAAGTGTCTCCATGAAAACAGGTTTCACAGAAG
GCCTGAAAGATGGGAGAGTGGAACCTGTCACATGGG-GGCAGACCA-GGAGACAG-AGAAGGTATCTGGTGGCAACCT
CCTCACCAAAGTTGAAG-----AAGTAAATATCCTACGAGGTGAATTTTCTCTAGTCTTGCCA---CC--TATTTATT
TACCCTGGGAA---TTTTTAATAAAGCCTAATC--------CAGG---GGGTC---tgacatagtttagata-tttgt
ctcctctatatctcatgttgaagcttgatccccagtgttagaggtggagcctggtgggaggtgtttgtgttcatgaag
ggtggatcccctcatgaacagtttggtgctgttccca---cagtattgagggagtctctcctc---aataagaacccg
gagatcctgattgctg-ccagagcctggcaccatctcacc-tctctcttgctccctctcttggcatgtga--------
-----------------ctcttctgctatga-tcatcatcctcccaaaccctcctcagaaacagatgctggcactata
cttcttgtacagcccgcaggactgtaagccatataaacctcttttc-----tttatatgttacttagcct-aagtatt
ccttcacagaaacaccaacgg-acaaagata---GGACC---C-------ATTCTTGTCTCAGTTCT-CTCTCCAGGC
ATGAGGGAAAGGCCTTAATTTCTG-AGTA--GTGCTTTCT
>Bushbaby
--------------------------------------AGGC----------CTTGTTGAGGGTAGGTTTCATCCTAG
GCTTAAGAGATGGTGCTGTGGGACTTCCCATGTGGACAG-AGACTA-GGAGAATG---AAGCCACCTAGAGGGAGCCT
TCTGTC------TGGAG-----AAGA-AATGTTCTGTGAGGCGAATGGTTTCCAGTCCTGCCATTTTT--AGTTTACT
TTCTCT-GGGA---TTGAA---------GCATCATTCGGGGCAGG---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------GGGGC---C-------TTTGTGGTCTCAGCACT-ATC-------
------GAAAGATCTTTGCATCTG-TGTT--G--CTTATC
>Mouse_lemur
--------------------------------------AGGT----------CACGCTGAGGGTGTGTTTCATTGTAG
GCCTAAGAGATGGTGCTGTGGGACCTGCCATGTGGGCAG-AGACCA-GGAGACAGAACAAGGCAGCGGGAAGTAGCCT
CTTTAT------TGAAG-----AAGT-AATGTCCTCTGAGATGAATTGTCTCCAGTCCTGCCACTTCT--TGTTTATT
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TGCCCT-GGGAGGGTTTAT---------TTATC--------CAGG---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------GAGCC---C-------TTTGTGGTCTCAGCTCT-ATCTCCA---
-----GGAAGGGCCTTTGCATCTG-AGTA--GTCCTCTCT
>Tree_shrew
AGCTAATGTTGCTTCCCTCTCCCCAGAA-AATAGGT--TAGTACAAAAGAACCCCCAGGAAGATGGGTTCCATAGTA-
ACCTGAGAGATGACACTGTGGGAGCTGCCACATGGGTGG-AGATCA-GGAGACCCACAAAAGCACCGTGT-GTAGTCT
CTACGTTGTAGTTGGGA-----CAGC-AATGTCCTATAAGGTGAACAGTCTCCAGTTCCTCCACTTCT--GGTTTATT
TACCTG-AGAA---TGTTTAATGACGCCGAATC--------CAGG---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------GGGCC---T-------TTTTCTGGTTTTGCCTCC-ATCTCCACA
CATGAGGGAAGGGCCTTTATGTCTAAGAT--GTTCTCTCA
>Guinea_pig
GCTAGTGATAACTA----CTGTCACAAT-AAACAGGCTAGGCAAGAAAGAGTCTCCATACAGGTGGCTTTCAGAGTGA
GCTTGAGAGGTGGCACTGCGGGATCTTCTGCCTGGG-GA-AGACCA-GGAGGACAG-AAAACCATCCTGTGGCAGCCT
AGACAAGGAACCTGAAGATCTTCTAC-AGTGACCC-TGAGGTGACTTGTCTCCAA---TCCTGTTGCTTCTGTTTATT
TACCTT-GGGA---TGTTTGATGAAGCCTA-GT--------CCTG---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------GGGTC---CTATCAAATCTCAACTCTATCTCTGCATCCCTGGAC
ATGAGAGAAAGAACCTTGCACCTG-AGTTTTGCACTCTTT
>Mouse
GCCTGAGGTTACAT----CC--CCCACTTAAATAGGTAAGCCAGAAAAGAACCTCT-------------TGAGGACAG
GTTTAAGAGAAGCCACTGGAGGGCATCTCACACAAG-AA-AGACCA-TGAGATGGG-GCAGTACCTTTGCCTGGGCCT
CTGCACTGAAGTTGAGG-----CACC-AATAGTCTGTATGATGAACCAACTCTAG---GATCCTTGTT--TGTTTATC
TACCCA-GGAG---TGTTTAAGGATGTGGAAAC--------CCTG---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------GAGTC---CC------TTCCTGTTCTCAACCAATTTCCCCAGGG
A-GAAGGGACAAGCTTTGCCTCCAGAGTC--CTTATGTCC
>Horse
GGCTAATGTGCATCCCCT---------G-AAGCAGGTTAGTCGGGAACGTGCCTCCACAAGGGTGGGATCCATAGTAG
GCCTGAGAGATGGCGCTGTGGG-ACTGCCACACGGAGGG-AGACCA-GGAGACAGAAGAAATCCCCCTGTGGCAGACT
CCATACGGAAGTTG-AG-----AAGT-AATGGCTCATGAGGTGAATTGTTTCCAGTCCTGCCACTTCT--TGTTTGCT
TGCCCC-AGAA---TGTTTAATGAAGCCTAACC--------CTGG---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------CCTGT---T-------TC--TGGGCTCAGCTCT-GCCTCCAGGC
ACGAAGGAAGGGCCTTTGTTTCTG-AGTA--GGCCTCTCT
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Marker M34

>MSTB1
------------------------------------------------------------------------------
--------------------------------------------------------tgctatagtttggatgtttg--
-----tcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtca
tgggggcggatccctcatgaatagattaatgccctccctc-ggggtggggatgagtgagttctcactctattagttcc
cgcgagagctggttgttaaaaagagcctggcacc---------------tccctcctctctctcttgcttcctctctc
gccatgtgatctctgcacacgccggctcccctt----caccttccgccatgagtggaagcagcctgaggccctcacca
gaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaatta
cccagcctcaggtattcctttatagcaacacaaaatggactaagaca-------------------------------
-------------------------------------------
>Human
TTTTCTCTTTATCATCTAAGGTTGGATATCTCCTCCAGGTTACACAGGAC---------ATAGCAGTTGCTTGAGATG
GAACAA-----TCTAAAAGCAAATGATGTAAGTTAAAAGAACATA---CAACC---tgatatagtttggatatttg--
-----ttccctccaaatcacttgttgaaatttgatcctcagtggtggaagtggggcatagtgggaggcacttgggtca
tgggagcagatcgctcatgaacaacttgttgtcaccct-cagggtaatgggtgag-------tcgctctattagttcc
tgggagaactgattgttaaaaagagcctgccacctccattttctctctctcctttctcttttgcttctaatttctttt
gccacgtgacctctgcacatgccagctgccctttgcccccatctcaccgtgaag----------tgaaatcctcacca
gaagcaaatgctggcaccatgcttcatgtacagcatgcagaactatgaaccaaataaacctctcttctgtataaatta
ctcagcctctggtatttctttattgcaatgcaaa-taaactaagaaa---TGGCC---ATTTCAGTTCTATGTATAAC
TGC-TT-ATTCTTACTGGCAAAACTTCCCCTTCC-AACCAACT
>Chimp
TTTTCTCTTTATCATCTAAGGTTGGATATCTCCTCCAGGTTACACAGGAC---------ATAGCAGTTGCTTGAGATG
GAACAA-----TCTAAAAGCAAATGATGTAAGTTAAAAGAACATA---CAACC---tgatatagtttggatatttg--
-----ttccctccaaatcacttgttgaaatttgatcctcagtggtggaagtggggcatagtgggaggcacttgggtca
tgggagcagatcgctcatgaacaacttgttgtcaccct-cagggtaatgggtgag-------tcgctctattagttcc
tgggagaactgattgttaaaaagagcctggcacctccattttctctctctcctttctcttttgcttctaatttctttg
gccacgtgacctctgcacatgccagctgccctttgcccccatctcaccgtgaag----------tgaaatcctcacca
gaagcaaatgctggcaccatgcttcatgtacagcatgcagaactatgaaccaaataaacctctcttctgtataaatta
ctcagcctctggtatttctttattgcagtgccaa-taaactaagaaa---TGGCC---ATTTCAGTTCTATGTATAAC
TGC-TT-ATTCTTACTGGCAAAACTTCCCCTTCC-AACCAACT
>Orangutan
TTTTCTCTTTATCATCTAAGGTTGGATATCTCCTCCAGGTTACACAAGAC---------ACAGCAGTTGCTTGAGATG
GAACAA-----TCTAAAAGCAAATGATATAAGTTAAAAGAACATA---CAACC---tgatatagtttggatatttg--
-----ttccctccaaatcacttgctgaaatttgatccccagtgttggaagtggggcatagtgagaggcacttgggtca
tgggaacagatcgctcatgagcaacttgttgtcaccct-caggataatgagtgag-------tcgccctattagttcc
tgggagaagtgattgttaaaaagagcctggcatctccattttctctctctcctttctcttttgcttctaatttctttt
gccacgtgacctctgcacatgccagctgccctttgcccccatctcaccatgaag----------tgaaatcctcacca
gaagcaaatgctggcaccgtgcttcgtgtacagcatgcagaactatgaaccaaaaaaacctctcttctgtataaatta
ctcagcctctggtatttctttattgcaatgcaaa-taaactaagaaa---TGGCC---ATTTCAGTTCTATGTATAAC
TGC-TT-ATTCTTACTGGCAAAACTTCCCCTTCC-AACCAACT
>Baboon
TTTTCTCTTTATCATCTAAGGTTGGATATTTCCTCCAGGTTACACAAGAC---------ATAGCAGTTGCTAAAGATG
AAACAA-----TCTAAAAGCAAATGATGTAAATTAAAAGAACATA---CAACC---tgatatagtttggatattcg--
-----ttcccttcaaatcacttgttgaaatgtaatccccaatgttggaagtagggcttagtgggaggcatttgggtca
tggg-gcagatccctcacgagcagcttgttgccatccttcatggtaatgaatgag-------taagtctattagttcc
tgggagaactgattgttaaaaagagcctggcacctccattttctctctcttctctctcttttgcttctgatttctttt
gccccgtgacctctgcacatgccagttcccctttgccg--atctcaccatgaag----------tgaaatcctcacca
gaagcaaatgctggcaccatgctttgtgtacagcatacagaactatgaaccaaataaatctcttttctgtatgaatta
ctcagcttccagcatttctttattgcaatgcaaa-taaactaagaaa---TGGCC---ATTTCAGTTCTATGTATAAC
TGC-TTTATTCTTACTGGCAAAACTTCCCCTTTC-AACCAGCT
>Rhesus
TTTTCTCTTTATCATCTAAGGTTGGATATTACCTCCAGGTTACACAAGAC---------ATAGCAGTTGCTAAAGATG
AAACAA-----TCTAAAAGCAAATGATGTAAATTAAAAGAACATA---CAACC---tgatatagtttggatattcg--
-----ttcccttcaaatcacttgttgaaatgtaatccccaatgttggaagtggggcatagtgggaggcatttgggtca
tggg-gcagatccctcacgagcagcttgttgccatccttcatggtaatgaatgag-------taactctattatttcc
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tgggagaactgattgttaaaaagagcctggcacctccattttctctctcttctctctcttttgcttctgatttctttt
gccacgtgacctctgcacatgccggttcccctttgccg--atctcaccatgaag----------tgaaatcctcacca
gaagcaaatgctggcaccatgctttgtgtacagcatacagaactataaaccaaataaatctcttttctgtatgaatta
ctcagcttccagcatttctttattgcaatgcaaa-taaactaagaaa---TGGCC---ATTTCAGTTCTATGTATAAC
TGC-TTTATTCTTACTGGCAAAACTTCCCCTTTC-AACCAACT
>Marmoset
TTTTCTCTCCATCATCTAAGGTTGGATATCTCCTCTAGGTTACACAAGAC---------ATAGCAGTTGCTTGAGATG
GAACCA-----TCAAAATCTAAATGACGTAAGTTAAAAGAACATA---CAGCC---tgatatagtttggatatttg--
-----ttcccttcaaatcacttgttgaaatttggtccccagtgttggaagaggggcctggtgggaggcgtttggatca
tggg-gaggatccctcatgaacagctagttgtcatcct-cagggtaatgagcgag-------taactttattagttcc
tgggagaactgact--taaaaagaggctggcgcttccatttcctctctctcctttctcttttgattctgatttctctt
gccatgtgacct-tgcacatgccagctccccttcactg--atctcaccatgaag----------tgagatttttaccc
gaagcaaatgctggcaccatgcttcgtgtactacacgcagaactgtgtaccaaataaacctcttttctgtataaattt
tccagcctccattatttccttattgcaatgaaaa-tgaactaagaaa---TGGCC---ATTTCAATTCTATGTAACAC
TGC-TTTATTTTTATTGGTAAAACTTCCCCTTGC-AGCCAAAT
>Tarsier
TTCTCCCTTGATCA----AAGTTGGATATTTCCTCTAAGTT-CTCAGGACTATGCCAGCATAGCAATTGCTTGAGATG
GAACAA-----TCTATGAACAAATGACATGAGTCAAAAGAACATA---TGGCC---tgatatactttggatatttgat
atttgtccctgacaactctcttgttgaaatttggtcccctatattggaggtgggacctagtgggaggtgtttgagtca
tgagggcagatccctcatgaatggcatggtgccatctt-caca-----------------------------agttcc
tgggataactgactgttaagaagagcctgtcatctccctttcctgtctct--ttcctctcttgcttctgctttctc--
accatgtgacctctacccatgctgactcccctttgc----tttctgtcatgagtagacgtattctgagaccctt--ca
gaagcagatgctggcatcatgattcttgta--gtctgcagaactatgagccaaacaaacctatttcctttataattta
cctagccttaggcatttatttat----------gacagacaaagaca---TGGTC---CTTTCAGTTCTATATACAGT
TGC-TTTATTCTCATTG-CAAAACTTGTCCTTTT-ACCCAACT
>Bushbaby
TTCTCACTTGATCATCTAAGGTGGGAGATATCCTCTAGATTGCTCAGGACTATGCTAAC------------TAAGATG
AAACAT-----TCTGTGGGCAAATGATATAAGTCAGGAGAACACA---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------TGGCC---CT-TCAGTTCTGTGCATAAT
TAC-TTTATTCTTATTGGCAAATCATCCTCTTCC-ACCCAACT
>Mouse_lemur
CTTTCCCTTGATCATTCAAGGTTGGATATGTGCTCTAGGTTACTCAGAACTATGATAACATAGCAGTTGCTTGAAATG
GAGTAT-----TCTATGGGCAAATGATATAAGTTAAAAGAACATA---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------TGGCC---CTCTCAGTTCTATGTATAAC
TGC-TTTATTCTTCTTGGCAAAACTTCCCCTTCC-ACTCAACT
>Mouse
-TTTCCTTTAAAATACTCATGACTTTGCAAACCCTTTTAGTTGGTTGA---GATGTTA-------------------T
AGAA--------TCA--CCACAAATGATG-GATTTAAAATAATAC---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ATACC---ACTTTAATTTCTCTCTTGCT
ACACTTTAGTCTAAATTACAAAATCCATCCTATC-ACCCAGGG
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>Guinea_pig
TTTTCTCTTGATTACACAAGATTCAGTAACTTCTCTCAATCACTCAGCATGATGTTAACATAGCAACTGCTCGCAGTG
GAACAA-----TTTAAGGGCAAAGGATGAGAACTGAAAGAACGTA---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------T-GCC---CTTTTTGTTCTGTGAATGAC
TGCTTTTATTATTA-CTGGAAAATTTTCCCTTTCTATTCCATT
>Dog
CTCCCTTTTGATCATCCAAGATTGAATATCTTCTCTAGGTTAATCAG-ACCACACTGACATAGCTGCTGGTTGAAATG
AAACAAAGGCATCTAAGAACAAATGATGCAAGTCAAAAGAACATA---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------TGGCC---ATTTTAGTTCTATATATAAC
CCC-TTTATTCTCATTGGCAAAAC---ATCCTCT-ACCCAACT
>Horse
TTACCCTTTGACTATCCAAGGTTGAATGTCTCTTCTAGGTTAGTCAGGACTGCATCAACATGGCAGCTGGGTAAGATG
GAACAAGGGTATCTAAGGGCAAACGATGTGAGTCAAAAGACCACA---------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------CGGCC---CTTTCAGTTCTATGTGTAAC
CCT-TTTATCCTTATTGGCAAAACTTCCTCTTCC-ACGCAAAT
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Marker M34

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgat
ccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccct
ccctcggggtggg--gatgagtgagttctcactctattagtt------cccgcgagagctggttgtt-----aaaaag
agcctgg----cacctcc--ctcctctctctcttgcttcc--tctct--------------cgccatgtgatctctgc
acacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccat
gcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctt
tatagcaacacaaaatggactaagaca---------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------
>Human
CCTCCTCCCTCATAGCCTCTTTCTGAAGAGCATTCCCTCAATAAATAATGGCACCTGAAT-CCTTGTCTCAGGCTCTG
CTCCTGAAAGTCCAACATAAAACAGTGTACCTCCAGGTTAGGCTATTGTCTCAAAACCT-GAATTATTTTGGCTTAAT
TTAGATTGTATTGGAAT---AAATG---tgctatagtttagagattcgtccc-cacaaaccccatgttgaagtcttat
cc-caatgttagagatgggacctgatgaaaggtgtttgggtcatgagggtggattccccacgagtag----atgccct
ctctggggaagggagagtgaatgagctcttgctctattaatt------cccacaagagctggttgtt-----aaaaag
agcctgg----cacctcc----ctcctttcccttgctttc--tctctctcacttcccctcttaccatgtgatctctgc
acatgctgattccccttcctcttctgccatgagtggaaacag-ttgaggccctcac----agcagatgctggcaccat
gcttcttgtacagcctgcagaactgtgagccaaataaacctcttttatttataaattacccagcctcaagtattcctt
tatatcaacacaaaatggactaagaca----AAATC---CTTCCTCATTTTGAGGTCACATAAATGTAATAAATTTTG
AGTAGGTTCT------------TAGAATTACAAATAT------------------------------ATTGTATACAA
AGGCAGAACTTTCCATATTTCAGT---TGGCCAGTTCATTGCCCATCCAAGCTGTGACGGTGTTGAGAAGGAAAATAG
GAATGCTTTATT
>Chimp
CCTCCTCCCTCATAGCCTCTTTCTGAAGAGCATTCCCTCGATAAATAATGGCACCTGAAT-CCTTGTCTCAGGCTCTG
CTCCTGAAAGTCCAACATAAAACAGTGTACCTCCAGGTTAGGCTATTGTCTCAAAACCT-GAATTATTTTGGCTTAAT
TTAGATTGTATTGGAAT---AAATG---tgctatagtttagagattcatccc-cccaaaccccatgttgaagtcttat
cc-caatgttagagatggggcctgatgaaaggtgtttgggtcatgagggtggattccccatgaatag----atgccct
ctctggggaagggagagtgaatgagctcttgctctgttaatt------cccacaagagctggttgtt-----aaaaag
agcctgg----cacctcc----ctcctttcccttgctttc--tctctctcacttcccctcttaccatgtgatctctgc
acatgctgattccccttcctcttctgacatgagtggaaacag-ttgacaccctcac----ggcagatgctggcaccat
gcttcttgtacagcctgcagaactgtgagccaaataaacctcttttatttataaattacccagcctcaagtattcctt
tatatcaacacaaaatggactaagaca----AAATC---CTTCCTCATTTTGAGGTCACATAAATGTAATAAATTTTG
AGTAGGTTCT------------TAGAATTACAAATAT------------------------------ATTGTATACAA
AGGCAGAACTTTCCATATTTCAGT---TGGCCAGTTCATTGCCCATCCAAGCTGTGACAGTGTTGAGAAGGAAAATAG
GAATGCTTTATT
>Orangutan
CCTCCTCCCTCATAGCCTCTTTCTGAAGAGCATTCCCTCAATAAATAATGGCACCTGAAT-CCTTGTCTCAGGTTCTG
CTCCTGAAAGTCCAACATAAAACAGTGTACCTCCAGGTTAGGCTATTGTCTCAAAACCT-GAATTATTTTGGCTTAAT
TTAGATTGTATTGGAAT---AAATG---tgctatagtttagagattcatccc-cccaaaccccatgttgaagtcttat
cc-cagtgttgaagatggggcctgatgaaaggtgtttgggtcatgagggtggataccccacgaatag----atgccct
ctctggggaagggagagtgaatgagctcttgctctattaatt------cccacaaaagctggttgtt-----aaaaag
agcctgg----cacctcc----ctcctttcccttgctttc--tctctctcacttcccctcttaccatgtgatctctgc
acacgctgattccccttcctcttctgccatgagtggaaacag-ttgaggccctcac----agcagatgctggcaccat
gcttcttgtacagcctgcagaactgtgagccaaataaacctcttttatttataaattacccagcctcaagtattcctt
tatatcaacacaaaatggactaagaca----AAATC---CTTCCTCATTTTGAGGTCACATAAATGTAATAAATTTTG
AGTAGGTTCT------------TAGAATTACAAATAT------------------------------ATTGTATACAA
AGGCAGAACTTCCCATATTTCAGT---TAGCCAGTTCATTGCCCATCCAAGCTGTGACAGTGTTTAGGAGGAAAATAG
GAATGCTTTATT
>Baboon
------------------------------------------------------------------------------
------------------------------------------------------------------------------

167



------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------ctcctttcctttgctttc--tctctctcacttcccctcttatcatgtgatctctgc
acatgctgattccccttcctcttctgccatgagtggaaacag-ttgaagccctcac----agcagatgctggcaccat
acttcttgtacaggctgcagaattgggagccaaataaacctctttgatttataaattacccagcctcaagtattcctc
tatgtcaacacaaaatggactaagaca----AAATC---CTCCTTCATTTTGAGGTCACATAAATGTAATAAATTTTG
AGTAAGTTCT------------TAGAATTACAAATAC------------------------------GTTGTATAAAA
AGGCAGAACTTTCCATATTTCAGT---TGGCCAGTTCATTGCCCATCCAAGCTGTGATGGTGCTGAGAAGGAAAATAG
AAATGCTTTATT
>Rhesus
---CCTCCCTCATATCCTCTTTCTGAAGAGCATTCCCTCAATAAATAATGGCACCTGAAT-CCTTTTCTCAGGCTCTG
CTCCTGAAAGTCCAACACAAAACAGTGTACCTCCAGGTTAGGCTATTGTCTCAAAACCT-GAATAATTTGGGCTTAAT
TTAGATTACATTTGAAT---AAATG---tgctgtagcttagagattcatcct-cctaaaccccatgttgaagccttat
cc-cggtgttagagatggggcctgatgaaaggtctttgggtcatgaggatggattccccatgaatag----atgccct
ctctggggaagggagagtgaatgagctcttgctctattaatt------cccacaagagctggctgtt-----aaaaag
agcctgg----cagcttc----ctcctttcctttgctttc--tctctctcacttcccctcttatcatgtgatctctgc
acatgctgattccccttcctcttctgccatgagtggaaacag-ttgaagccctcac----agcagatgctggcaccat
gcttcttgtacaggctgcagaactgtgagccaaataaacctctttgatttataaattacctagcctcaagtattcctc
tatatcaacacaaaatggactaagaca----AAATC---CTCCTTCATTTTGAGGTCACATAAATGTAATAAATTTTG
AGTAAGTTCT------------TAGAATTACAAATAC------------------------------GTTGTATAAAA
AGGCAGAACTTTCCATATTTCAGT---TGGCCAGTTCATTGCCCATCCAAGCTGTGCTGGTGCTGAGAAGGAAAATAG
AAATGCTTTATT
>Marmoset
CCTTCTCCCACATAGCCTCTTTCTGAAGAGCATTATTTCAATAAATAATGGCACCTGAAT-CCTTGTCTCAGGTTCTG
CTCCTGAAAGTCCAACATGAAACAGAACACCTCCAGGTTA-GCTATTGTCTCAAAACCT-GAACTACTTTGGCTTAAT
TTACATTACATTGAAGT---AAATG---tgctgtagtttagagattcatccc-cctaagccccttgttgaagtcttat
cc-cagtcttagagatggggcctaatgaaaggtgtttgggtcatgagggttgattcttcatgaatag----atgccct
ctctggggaaaaaagagtgaatgagttcttgttctattaatt------cccacaagagctggttgtt-----aaaaaa
agcctgg----cacctcc----ctcctttctgctgctttc--tctctctcacttcccctcttaccatgtgatctctgc
acttgctgattccccttcctcttctgccatgagcggaaacag-ttgaggccctcac----agtggatgct-gcaccat
gcttcttgtccggcctgaggaactgtgagccaaataaacctcttctatttctacattacccagcctcaagtgttcact
tatgtcaacacaaaacagactgagaca---AAAATC---ATTCCTCATTTTGAGGTCACATAAACTTAATAAATTGTG
AGTAAGTTCT------------AAGAATTACAAAGAT------------------------------ATTGTCTTCAC
AGGCAGAACTTACCATATTTCAGT---TGGCCAGTTCATTGCCCATCCAAGCTGTGATGGTGTTGAGAAGGAAAACAG
GAATGCTTCATT
>Tarsier
CCTCCTCTCTTACATCCTCTTCCTGAAGAGCATTCCCTCAATAAATAATGGCATCTGAATCCCCTGTTTCAGGCTCTA
ATTCTAAAAATCCAACATGAAACAGTATACCTCCAGGTTAAGCTATAGACTCAAAATCC-AAACTATGTTGGCTTAAC
TTAA-----ATCGGAGT---AAATC---cactatagcttggatgttggtctc-tgcaaacctcatgttaaaatttgat
cc-cagt-taagaggtagggcctaacaaa------tggggtcatagaggtatatgcctcaggaatagcttaatgcctt
ccctggaggggttgatgggagtgagctcttactctattaggtattaggtctgcaagagctggttgtttaaaaaaaatg
agcctggaaaacacatcctctaccccgtagtcttgcttcctttctctcttgcttcctctcttgccatgaga--tctac
acacactggcttccctttgccccctaccatgagtggaagcagcctgaaaccctcaccggaaacagatgctggtgccat
gtgtcttgtacagcctgacgatccatgagccaagtaaatctcttttctttgtaaattacccagcctcaagttttccct
tataacaacacaaaacagactaagaca----AAACC---CTATCTTATTTTAAGGTCACATGAATGTAATAGGTT-TG
AGTAAGTTCT------------TAGAACTACAAAGA-----------------------------------TATGCAA
GAGAAAAACTTTTCCTATGTAACTGACCGAACAGTTCATTACCCATCTATGCTGTGTTGATGTTAAGGAAAAAAATGG
GCATGCTTTATG
>Bushbaby
TCTCCTTCCTTGCAGCCTCTTCCTGAAGAGCATTCCCTCAA--------------TGAAT-CCCTGTCACAGGCTCTG
CTCTTAAAAATTCATCACAAA--AGTAAACGTCCAGGTTAGGCTCTTGACTCAAAATCC-AAATAATTTG---TTAAA
CTAG----ATAGTGAAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
-------------------------------AAATC---CTACC-TAATTTAAGGTCATAAGTATTTCATAGATTTAA
ATAGAATTTTAACAGAATTTAATAGAACTACAAAGAT------------------------------A-TGT-----A
AGACAGAGCTTTTCCTATTTCAGG---TGACAAG-TCACTGCCCAGCCATGCTGTGACAATGTTGAGAAAAAAAACCG
GCACGCTTTATT
>Mouse_lemur
CATCCTCCCTTACAGCCTCTTCCTGCAGAGCACTCCCTTAA--------------TGAAT-TCCTGTCGCAGGCTCTG
CTCCTAAAACTTCAACGTAAAACAGTATACCTCCAGGTTAGGCTCTTGACTCAAAATCC-AGATAATTTTGGCTTAAA
CTAGATTAAATTGGAAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AAGTC---CTACCTTATTTTAAGGTCACACAAATTTAATAGCTTTTG
AGTAAGTTCT------------TAGAACTACAAAGAT------------------------------ATTGTATGCAA
AGACAGAGCTTTTCCTATTTCAGC---TGACAAATTCATTGCCCAGCCATGATGTGACAATGTTGAGAGGAAAAATGG
GCATGCTTTATT
>Mouse
TCTCCTCCCACACAGCCTTTTCCTGAAAGG---------TGTAAATTATGGCACCTGA---------TTCAGGTTCTG
TTCCTACAAATTGGGCATCAAAGAGTTTACTTCCAGGTGAGACTTTTGACTTCAAATAGAAAATAATGTAGACCTCAA
TTAGGTTAAACTGGAAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AAACC---TTGCCTTGTCTAAAGGTCATGTGAATTTAATTGATTTTG
AGCAAGTTGA------------TAGAAGTGGAAATAG------------------------------GTTGGATGTGA
AGACAGGACTGTTTCTATTTCAGT---TGTCAAGTTCATTATCTGTCCCTGCTGTGACAATAT-GCACAAGAAAACAG
GCGTGCTGTATT
>Dog
----------------------------------------------------------------------------TG
CTTCTGAAAACCCAGCATAAAGCAGCAGATGTCCAGCTTAGGCCTTTGGCTTAAAACCCCAAATTAGCATGGCTTAAG
TTAGATAAAATTGAAAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AGATC---CCGCCTCATTTTAAGCCCACCCGAATTTAATAGATTCTA
AG----TTCA------------TGGAACCACAAAGATATTCTATGAAAAAAACAAAAAAACAAAGAAATTCTATGCAG
AGGAAGAACTTTT-GTATTTCGGT---CGACAAGTTCACAGTCCATCTGTGCTATGAC--------GGATGAAAATGC
GCACGCTCCATT
>Horse
CCTCTTCCCTTACAGCTTCTTCCTGCAGAGCATCCCCTCAGTAAATCATGGCACCTGAAT-CTCCATCTTGGACTCTG
CTTCTGAAAACTCAACATGAAACAGTATAAGTCCAGGTTAGTCTATTGACTTAAAATCCAAAATTAGAATGGCTTAAA
TTAAAT-----TGGAAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------AAATT---CCATCTCATTTTAATGCCACTTGAATTTAACAGATTCTA
AG----TTCA------------TAGAGCTATGAAGAT------------------------------ATTGTGTGCAG
AGGAAGAACATTTCCTGTTTGAGT---GGAC---TTCATTGCCCATCCATGCTGTGACAGTATTGGGAAGGAAAATGG
GCATGCCTGATT
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Marker M37

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------tgctatagtttg
gatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtgggg-cctaatgggaggtgtttgg
gtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagt
tcccgcgagagctggttgttaaaaagagcctggcacctccctcc--tctctctcttgcttcctctctcgccatgtgat
ctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctgg
cgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggta
ttcctttatagcaacacaaaatggactaagaca---------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------
>Human
AGAACAGTTTACCTTGTAACATAGCATGTTGTCACTAGGGTAGCTAACATGATATAT--TGGGGAGTTGAGACACTGA
ACAAAGGAATCACAAAATGTAC-CTTCTTACTTTTGATGAATCACTG--TTTAGCCTTGATACAACCCAT--GAATGG
GCTGATTCACCCCTAAATGAAGACAATAGCTTTCC------TTATATATCTTGCAGAAATAATAAATGCATCCATTTA
GGA----AAAAAAGGAA-TTCAATTTCAATAGCAATAAAAACTATAC--AAATA---CCTAG----tgctatagtttg
ggtatttgtcccc--aaaactgcaagttaaaatttgattgccagtattggaggtgggggctcaaag-aggagtt-ttg
gtcattggggcagttccctcatgaatggcttggtgcagtcttcatggta----atgagtgagttctcactctattagt
tctgggcaaagctggttgttaagaagagtctggcacctctctcctctctctctcttgcttgctgtcttgccatgtgct
ctctgcacataccagctccc-ttagccttcgtccatgactagaaacagcctgaaaccctcaccagaagcagatgctgg
tgctatgcttcttgtacagcctgtagaattgtgagccaaataaaccttttctttttataaattacccagcctcaggta
tttatttatagctacacaaac-agactaggaca---TCTGA---CATCATGA--GTGTTCATATT-TTTCCTGTTGGT
GTTTCTAA--TG-----------------------------------TTTTTTC--TTAGCGGAATATGGAGCTCAAA
AAA-CTT-TAAGAGCTCTTTTCTCACTT-CATTTAGTAGTTGAAATA-CAGTGACATGTGATGCCAAAGATCAATTAC
AAAATGTGAAATTG
>Chimp
AGAACAGTTTACCTTGTAACATAGCATGTTGTCACTAGGGTAGCTAACATGATATAT--TGGGGAGTTGAGACACTGA
ACAAAGGAATCACAAAATGTAC-CTTCTTACTTTTGATGAATCACTG--TTTAGCCTTGATACAACCCAT--GAATGG
GCTGATTCACCCCTAAATGAAGACAATAGCTTTCC------TTATATATCTTGCAGAAATAATAAATGCATCCATTTA
GGA----AAAAAAGGAA-TTCAATTTCAATAGCAATAAAAACTATAC--GAATA---CCTAG----tgctatagtttg
ggtatttgtcccc--aaaactgcaagttaaaatttgattgccagtattggaggtgggggctcaaag-aggagtt-ttg
gtcattggggcagttccctcatgaatggcttggtgcagtcttcatggta----atgagtgagttctcactctattagt
tctgggcaaagctggttgttaagaagagtctggcacctctctcctctctctctcttgcttgctgtcctgccatgtgct
ctctgcacataccagctccccttagccttcgtccatgactagaaacagcctgaaaccctcaccagaagcagatgctgg
tgctatgcttcttgtacagcctgtagaattgtgagccaaataaaccttttctttttataaattacccagcctcaggta
tttatttatagctacacaaac-agactaggaca---TCTGA---CATCATGA--GTGTTCATATT-TTTCCTGTTGGT
GTTTCTAA--TG-----------------------------------TTTTTTC--TTAGCGGAATATGGAGCTCAAA
AAA-CTT-TAAGAGCTCTTTTCTCACTT-CATTTAGTAGTTGAAATA-CAGTGACATGTGATGCCAAAGATCAATTAC
AAAATGTGAAATTG
>Orangutan
AGAACAGTTTACCTTGTAACATAGCATGTTGTCACTAGGGTAGCTAACATGACATAT--TGGGGAGTTGACACACTGA
AGAAAGGAATCACAAAATGTAC-CTTCTTACTTTTGATGAATCACTG--TTTAGCCTTGATACATCCCGT--GAATGG
GCTGATTCACCACTAAATGAAGACAATAGCTTTCC------TTATATATCTTGCAGAAATAATAAATGCATCCATTTA
GGA----AAAAAAGGAA-TTCAATTTCAATAGCAATAAAAACTATAT--GAATA---CCTAG----tgctatagtttg
ggtatttgtcccc--caaacttcatgttaaaatttgatcgccagtattggaggtgggggctcaaaggaggtgtt-ttg
gtcattggggcggttccctcgtgaatggcttggtgcagtcttcatggta----atgagtgagttctcattctattagt
tctgggcaaagctggttgttaagaagagcctggcacctctctcctctctctctc--gcttgctgtcttgccgtgtgct
gtctgcacataccagctccccttagccttcgtccatgactagaaacagcctggaacactcaccagaagcagatgctgg
tgctatgcttcttgtacagcctgtagaattgtgagccaaataaaccttttctttttataaattacccagcctcaggta
tttatttatagctacacaaac-agactaggaca---TCTGA---CATCATGA--GTGTTCATATT-TTTCCTGTTGGT
GTTTCTAA--TG-----------------------------------TTTTCTC--TTAGCGGAATATGGAGCTCAAA
AAA-CTT-TAAGAGCTCTTTTCTCCCTT-CATTTATTAGTTGAAATA-CAGTGACATGTGATGCCAAAGATCAATTAC
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AAAATGTGAAATTG
>Baboon
AGAACAGTTTACCTTGTAGCATAGCATGTTGTCACTAGGGTAGCTAACATGATATAT--TGGGGAGTTGAGACATTGA
ACAAAGGAATCACAAAATGTAC-CTTCTTACTTTTGATGAATCACTG--TTTAGCCTTGAGACATCCCAT--GAATGG
GCTGATTCACTCCTAAATGAAGACAATAGCTTTCC------TTATATATCTTGCAGAAATAATAAATGCATTCATTTA
GGA----AAAAA-GGAA-TTCAATTTCAATAGTAATAAAAACTATAT--GAATA---CCTAG----tgctatagtttg
gatatttgtcccc--caaacttcatgttaaaatctgatcgccagtactggaggtggggttcaaagg-aggtgtt-ttg
gtcattggggcagttctctcatgaatggcttggtgcagtcttcatggca----atgagtgcgttttcactct--tagt
tctgggcaaagctggctgttaagaagagcctggcacctctctcctctctctctcttgcttgctgtcttgccatgtgat
ctctgcacacaccagctccccttagccttcgaacatgactagaaacagcctgaaactctcaccagaagcagatgctgc
tgctatgcttcttgtacatcctgtagaattgtgagccaaataaaccttttctctttacaaattacccagcctcaggta
tttatttacagcagcacaaac-agactaggaca---TTTGA---CATCATGA--GTGTTCATATT-TTTCTTGCTGGT
ATTTCTAA--TG-----------------------------------TTTTTTC--TTAGTGGAATATGGAGCTCAAA
AAAACTT-TAAGAGCTCTTTTCTCCCTT-CATTTAGTAGTTGAAATA-CAGTGACATGTGATGCCAAAGATCAATTAC
AAAATGTGAAATTG
>Rhesus
AGAACAGTTTACCTTGTAACATAGCATGTTGTCACTAGGGTAGCTAACATGATATAT--TGGGGAGTTGAGACATTGA
ACAAAGGAATCACAAAATGTAC-CTTCTTACTTTTGATGAATCACTA--TTTAGCCTTGAGACATCCCAT--GAATGG
GCTGATTCACTCCTAAATGAAGACAATAGCTTTCC------TTATATATCTTGCAGAAATAATAAATGCATTCATTTA
GGA----AAAAA-GGAA-TTCAATTTCAATAGTAATAAAAACTATAT--GAATA---CCTAG----tgctatagtttg
gatatttgtcccc--caaacttcatgttaaaatctgatcgccagtactggaggtggggttcaaagg-aggtgtt-ttg
gtcattggggcagttcccttatgaatggcttggtgcagtcttcatggca----atgagtgagttttcactct--tagt
tctgggcaaacctggctgttgagaagagcctggcacctccctcctctctctctcttgcttgctgtcttgccatgtgat
ctctgcacacaccagctccccttagccttcgaacatgactagaaacagcctgaaactctcaccagaagcagatgctac
tgctatgcttcttgtacatcctgtagaattgtgagccaaataaaccttttctctttacaaattacccagcctcaggta
tttatttacagcagcacaaac-agactaggaca---TTTGA---CATCATGA--GTGTTCATATT-TTTCTTGCTGGT
ATTTCTAA--TG-----------------------------------TTTTTTC--TTAGTGGAATATGGAGCTCAAA
AAAACTT-TAAGAGCTCTTTTCTCCCTT-CATTTAGTAGTTGAAATA-CAGTGACATGTGATGTCAAAGATCAATTAC
AAAATGTGAAATTG
>Marmoset
GGAACAGTTTACCTTGTAACTTAGCATGTTGTCACTAGGGTAGCTAACACAATACAT--TAGTGAGTTGAGACACTGA
ACACAGGAATCACAAAATGTAC-CTTCTTACTTTTGATGAATCACTG--TTTAGCCTTGATATATCCTAT--GAATGG
ACTGATTCACTGTTAAATGAAGACAATAGCTTTCC------ATATATATCTTGCAGAAATAATAAATGCATTCATTTA
GAA----AAAAACGAAA-CTCAATTTCAGTAGTAATAAAAGCTACAT--GAATC---CTTAG----tgctatagttcg
gatatttgtccgc--caaacttcatgttaaaattttatctccaatattggagttggggttcaaaaa-agttgtt-tgg
gtcattggggcagttccctcatgaatggcttagcgccgtcttcatggta----atgagtgagttctcattctattagt
tcttaccaaaactggttgttaaaaagagcctggcacctctctcctctcactctc----------tcttgctatgtgat
gtctgtacacaccagctccccttagcctttgaccatgcctggaaacagcct-----tctcatcagaagcagatgctag
tgccatgcttcttgttcagcctgtagaattgtgagccaaataaaccttttctcttcataaatcacccagcctcaggtg
tttatttatagctacacaaac-agactaggaca---CCTGG---CATTATGA--GTGTTCATATT-TTTCTTGTTGGT
ATTTCTAA--TG-----------------------------------TTTTTTC--TTAGCAGAGTATAGAGCTCAAA
AAA-CTTGTAAGAGTTCTTTTCTCCCTT-CATTTAGTAGTTGACAGG-CAGT-ACATGTGATGCCAAAGATCAATTAC
AAACTGTGAAATTG
>Tarsier
GGAAAAGTTTACCTTGTACCATAGCATGTGGTTTCTAAGGCAGTTAGTATGACATGG--TGAGGAAGTAAGACATTGG
ACTGAGGCATCACACAATGTAC-CTTCTGAC----AATGAATCACTC--TTTGGCCTTGATGTATCCCAT--GAATAG
GCTGGTTCATCTCTAAG-GAAGACAATAGCTTCCC------CTACATATCGTGCAGAAATAATAAATGCATTCATTTA
GAA----AAAAG---AA-TTTTATTTCAATTGTAATAAAAGCTATGT--GAATA---CCTGG----agctatagtttg
gatgtatgtcctt--caactctcatgataaa-tttgaccttcaatgttggaggtagggcccaatag-acatgttacag
gttgtgggagctgatcccccatgtacggcttggtgccatctttgtggta----atgagtgtgtt--cgctctattagt
tccagcaagagctggttgttaagaagagcctggagctcccctctcctctctctcctgcttgctgtctctccatgtgat
ctctgtacacacaggcttccctttgccttctgccctgaatgcaagcagcctgaagcccttaccagaagcagatgctgg
catcatgcttcttgtacagcatgcaaaggcaagagccaaataaacctcttttctttataaattacccagcctcatgta
tttatttatagcaatacaaac-agactcggaca---CCTGG---CATCATGA--ATGTTCATGCT-TTTCTTGCTGAT
ATTTCTAA--TT-----------------------------------CTTTTTC--TTAACAGAATATAGACGTCACA
CAA-CTT-TGAGAGTTCTTTTCTCCTTT-CATCTAGTAGTTGAAATA-CAGAGAAACATGATGCCAAAGGGCAATTGA
AAAATGTAGAATCA
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>Bushbaby
AGAAGACTTTACCTTGTGACACAGCGAGTTGCCACCAGAGTAGCTCACATGACACAA--GGAGGAGGTGAAACACTGA
ACCGAGGGCTCACAAAATGTAC-TTTCTTGATGT-GGTGAATCACTC--TTTGGCCTTGTTATATCTCAT--GAGTGG
GCTAATTTGTCCCTATATAGAGACAATAGCTTTCT------CT----ATCTTGAAGAAATAATAAAAGCACTCATTTA
AAA----GAAAA--ATA-TTCCATTTCAATT-----CACAGCTATAT--AAATA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CTTGG--GTGTCATGA--GTCTTCATATT--TTTTTGTTGGT
ATTT------TT-----------------------------------TTTTTTC--TTAGCTGAGTATAGATCTC-TA
AAA-CCT-AAAGAGGTCTTTTCCATCCT----TTGGTA-CTGGAATA-TA------CATGATGCCAAAGGTCAATTAA
AAACCTTGAAATTT
>Mouse_lemur
AGAAAAGTTTACCTTGTAACAGAGCATGCTGCCACCAGAGTAGCTAA-ATGA---AG--TGAGGAGGTGAAACATTAA
ACTGAGATATCACAAA-TGTTC-CTTCTTACTGT-CAAGGAA---------TGTCCTTGATATATTCCAT--GAATGG
GCTGATTTAACCTTAAATGGAGAAATTAGCTTTCC------CTGTACATCTTTCAAAAATAGTAAAGGTATTCATTTA
GAA----GAAAA--ATA-TTCCATTTCAACTGTAATTTAAGCTATAT--GAATA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CCTGG---CATCATGA--ATCTTCACATTATTTTTTGTTGGT
ATTTCTAT--TTTTTTTTTTTT-------------------------TTTTGTC--TTAGCCAAGTATAGACTTCACA
CAA-CTT-TAAGAGATCTTTTTTTCTCTGCATTTAGTAGTTGGAATA-TAGTGACACATGATACCAAAGGTCAATTAA
AAAGTGTAAAATTG
>Tree_shrew
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GTTGAATAAA-TAAAATTTTAAA-------AAAGCTATAT--GAATA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------TTTGG---CATCATCA--GTCATCATATT-TTACTTGTTTGT
GTTCTTAT--TT-----------------------------------ATTTTTCCGTTAACAGAGTGCAGACATCATA
AAA-CTT-GAAGAATTCTTTTCTCCCTT-CCTTTAGTAGTAGGAATA-CAGTGACACATAATGCACAAGGTCAAC--C
AAAGTGTGAAATTG
>Mouse
AGA-CAGTTTGCCTTGTGAC----AGCAATGCCATTACAATCCCTAA-ATGGTATGAGTCGCAAAGACTAGACATTGG
AGGGAGTCGCTGTAAAT-ACCT-CTGCTTGCTGCTTCTGGGTCTTTC--TTTGGCTTTGATATAATACATCAAAGTGG
ACTAGTT-TCCCTCAAATGAAGAGAACAGCTTTCTGCATACTTATGTATCTCACACAA-TAATGAA-------CTACA
GAA----GAAAAAAAGAATTCAATTTCCATTGTAATGAAGGCTCAGT--GACTG------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------TCTGA---CATTTGGA--GTCTTCATATT-TTTT--GTTGGT
ACTTCTGT--AT-----------------------------------TTT------TAAGTGTATCCCAAGCGTGACA
GGA-TGA-T-AG-------TTCTC------ATTTAGTAGGTATAATG-CAATGACCC--------TGAATGC---TGA
ATGTCAT-CATTTG
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>Guinea_pig
AGGAAAGTTTGCCATGTATAATAAAATGTTGTCACCGTGTTCACTAACCTAAAATAG--TGAGAAGATAAGACATTAG
AATGAGACAT----------------CTTGTTGCTGCTAAA---------TCAAATTTGAAAATTACCAT--GGATGG
AGTAGCTCATCCCCAAGTAGGGAGAATAACTTTCTCTATGTCTCTTTCACTTACACAA-----AAAAGTATTGTTTTA
GAA----GAAAAATAAC--TTTACTTCAACTGTAATAAAAGCTACATATGAATA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CTTGG---CATCACAA--ATCTTCAT-TT-TTTA--ATTGGT
ATTACTAT--TT-----------------------------------TTT------TAAGTGTAACACAAACCTTACA
AAA-TGC-TAAGAGCTCTTTTCTCC-TCTCA-TTACTTGTTGTAATAGATACCACAATGC---AAGCGCGTC-ACTGA
AAGTTTG-GAATTG
>Dog
AGAAAGGTTTACCTTGTAACATAGCATGTTGTTATTAAGGTAGCTCACATGCCAC-A--TTGGGC--TGAGACACTAG
ACCAAAGTATCACAA-ACATGC-CTCCATACAGTTGATGAATTATTCTTCTTGGCCTTGATATATCCCAT--GAATGG
GCTGATTCATCACCAAGTAGAAACAAGAGCTTTCC------GTATCTAGCTTGAAGAATGAATAAAAACATTCATTTA
GGG----AGAAA-AAGA-TTCCATTTCAACTATAGTAGATGTTATAT-----TA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------TGTGG---CATTATAA--GTCTTCATATT-TTTCTTATTGGT
ATTTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTC--TCAGCAGAGTACAGACCTCACA
AAA-CTT-TA-----------TTTTCTC-TATTTAGTTGTTGGAGTGGCAGAAACACATAATGCTGAAGATCAACTA-
GAAGTATGAAAC-G
>Horse
AGAAAGATTTACCTTGTAACATAGAATGTTGTTCCCAGGATGGCTAACATGACAC-A--GTAGGAGGTGAGACGTTGG
ACCAAAGCATCAAGA-AATCGCTCTCCTTACTGTTGATGAATCATTCTTTTTGGCCTTGATATACGCCAT--GAATGG
GCTGGTTCATCCCCAAGTGGCGACAATAGCCTTCC------CTATCTATCCTACAGAAATAATGAAAGCATTCATTCA
GGGGAAAAAAAA-AAGA-TTCCATTTCAACTGTGGTAAGTGCTATAT--GAATA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------CCTGG---CATTATAAATGTCTTCATATT-ATTCTTGTTGGT
ATTTCTTT-TGC-----------------------------------TCTTTTC--TTAGCAGAGTACAGAC-TGATA
AAA-TTT-TAAGT--TACTTTCTCTCTC-TATTTAGTAGTTGGAGTGGCAGTAACAC--GATGCTAAAGATCAACTA-
AAAGTGTGAAA---
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Marker M38

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgat
ccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcgg---------atccctcatgaatagat
taatgccctccctc--ggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagag
cctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttc
cgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaacc
gtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaag
aca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------
>Human
TA----TTTGTGATGCAAGTTTTATAGAGGTCAACCAAGGGCACAGT----------TAGCTATTAGGTCACCTTGCA
ATGCAGGATAAAGGGAAGATAGGATCCAGGG-----TGGAAACAGAAAATGGAATGGTAAAACAGAAGAAAATGCCCT
AA------CTAGAGTAA---AGACT---tgatatagtttgg-tgttcatccccttgaattctcatgttgaaa-tttat
tcccaatgttggaggtagggcctaatgataggtgtttgggcaatggcagagg----tggggctccctcatgaatagac
tagtgcccacccaccctgggcagaggggtgtgaattctccctctgttagttcctgagagagctggttattgaaaacag
tctg-cacctcctttctct----cttgcctcctctcttgccatgggatgtctgcacacgctggctccccttcaccttc
caccatgagtggaagcagcttgtgaccttcgctagaagcagatgctggcaccatgcttcttgaacaacctgcagaacc
atgagccaaataaatctcttttctttataaattacctagcctcagatattcctttatagcaacacaaaatggactaag
aca---AAGCT-------TCTATTCAAAACCCAGAT-AGGGTCCTTGTTGTTTGAAGGATAAGAGGTACAGAACAACA
GCACAGCTATAGGAATAAACCCCATATAATTCACT-GGGCATCCAGTTTCTATTTAT-----GA-GGAGCAGG-TACA
GTTCATCTTTTATTTTTTA-TTTTTATATTCGTGAGAAAAGA
>Chimp
TA----TTTGTGATGCAAGTTTTATAGAGGCCAACCAAGGGCACAGT----------TAGCTATTAGGTCACCTTGCA
ATGCAGGATAAAGGGAAAATAGGATCCAGGG-----TGGAAACAGAAAATGGAATGGTAAAACAGAAGAAAATGCCCT
AA------CTAGAGTAA---AGACT---tgatatagtttgg-tgttcatccccttgaattctcatgttgaaa-tttat
tcccaatgttggaggtagggcctaatgataggtgtttgggccatggcagagg----tggggctccctcatgaatagac
tagtgcccacccaccctgggcagaggggtgtgaattctccctctgttagttcctgagagagctgattattgaaaacag
tctgcacctcctttctct-----cttgcctcctctcttgccatgggatgtctgcacatgctggctccccttcaccttc
caccatgagtggaagcagcttgtgaccttcactagaagcagatgctggcaccatgcttcttgaacaacctgcagaacc
atgagccaaataaacctcttttctttataaattacctagcctcagatattcctttatagcaacacaaaatggactaag
aca---AAGCT-------TCTATTCAAAACCCAGAT-AGGGTCCTTGTTGTTTGAAGGATAAGAGGTACAGAACAACA
GCACAGCTATAGGAATAAACCCCATATAATTCACT-GGGCATCCAGTTTCTATTTAT-----GA-GGAGCAGG-TACA
GTTCATCTTTTATTTTTTA-TTTTTATATTCATGAGAAAAGA
>Orangutan
TA----TTTGTGATGCAAGTTTTATAGAGGTCAACCAAGGGCACAGT----------TAGCTATTAGGTCAACTTGCA
ATGCAGGATAAAGAGAAAATAGGATCCAGGG-----TGGAAACAGAAAATGGAATGGTAAAACAGAAGAAAATGCCTT
AA------CTGGAGTAA---AGACT---tgatatactttggatgttcatccccttgaattctcatgttgaaa-ttgat
tcccactgttggaggtagggcctaatggtaggtgtttgggccatggcagagg----tggggctccctcatgaatagac
tagtgcccacccaccctgggcagaggggtgtgaattctccctctgttagttcctgagagagctggttattgaaaagag
tctgcacctcctttctct-----cttgccttctctcttgccatggggtgtctgcacatgctggctccccttcaccttc
caccatgagtggaagcagcttgtgaccttcactagaagcagatgctggcaccatgcttcttgaacaaccggcagaacc
atgagccaaataaacctcttttctttataaattacctagcctcagatattcctttatagcagcacaaaatggactaag
aca---AAGCT-------TCTATTCAAAACCCAGAT-AGGGTCCTTGTTGTCTGAAGGATAAGAGGTACAGAACAACA
GCACAGCTATAGGAATAAACCCCATATAATTCACT-GGGCATCCAGTTTCTATTTAC-----GG-GGAGCAGG-TACA
GTTCATCTTTCATTTTCTA-TTTTTATATTCATGAGAAAAGA
>Baboon
TA----TTTGTGATGCAAATTTTATGGAGGTCAACCAAGGGCACAGT----------TAGCTATTAGGTCACCTTGCC
ACTCAGGATAAAGGGAAAATAGGATGCAGGG-----TGGAAACAGAAAATGGAATGGTAAAGCAGAAGAAAATGCCCT
AA------CTGGAATAA---AGACT---tcatatagtttggatgttcttccccttgaattctcatgttgaaa-ttgat
tcccaatgttggaggtggggcctaatggtaggtgtttgggccatggcagagg----ttgggctccctcatgaatggac
tagtgcccacctgccctgggcagagaggtgtgaattctccctctgttagttcctgagagagctggttattgaaaagcg
tctgcacctccttcctct-----cttgcctcctctcttgccatggggtgtctgcacatgctggctctccttcaccttc
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caccgtgagtggaagcagcttatgaccttcactag-agcagatgctggcaccatgcttcttgaacaacctgcagaacc
atgagccaaataaacctcttttctttgtaaattacctagcctcagatattcctttatagcaacacaaaatggactaag
aca---AAGCT-------TCTATTCAAAACCCAGAT-AGGCTCCTTGTTGTTTGAAGAATAAGAAGTACAGAACAACA
GCACAGCTGTAGGAATAAACCCCATATAATTCACT-GGGCATCCAGTTTCTATTTAC-----AA-GGAACAGG-TACA
GTTCATCTTTTATTTTCTA-TTTTTATATTCATGTGAAACGA
>Rhesus
TA----TTTGTGATGCAAATTTTATGGAGGTCAACCAAGGGCACAGT----------TCGCTATTAGGTCACCTTGCA
ACTCAGGATAAAGGGAAAATAGGATGCAGGG-----TGGAAACAGAAAATGGAATGGTAAAGCAGAAGAAAATGCCCT
AA------CTGGAATAA---AGACT---tcatatagtttggatgttcttccccttaaattctcatgttgaaa-ttgat
tcccaatgttggaggtagggcctaatggtaggtgtttgggccatggcagagg----ttgggctccctcatgaatggac
tagtgcccacccgccctgggcagagaggtgtgaattctccctctgttagttcctgagagagctggttattgaaaagag
tctg-cacctcctttctct----cttgcctcctctcttgccatggggtgtctgcacatgctggctccccttcaccttc
caccgtgagtggaagcagcttatgaccttcactag-agcagatgctggcaccatgcttcttgaacaacctgcagaacc
atgagccaaataaacctcttttctttgtaaattacctagcctcagatattcctttatagcaacacaaaatggactaag
aca---AAGCT-------TCTATTCAAAACCCAGAT-AGGCTCCTTGTTGTTTGAAGAATAAGAAGTACAGAACAACA
GCACAGCTGTACGAATAAACCCCATATAATTCACT-GGGCATCCAGTTTCTATTTAC-----AA-GGAACAGG-TACA
GTTCATCTTTTATTTTCTA-TT---------ATGTGAAAAGA
>Marmoset
TA----TTGGTGATACAAGTTTTATAGAGGTCAACGAAGGACACAGT----------TAGCTATTAGGTCACCTTACA
ATGCAGGATAAAGGGAAAATACAATCCAGAG-----TGGAAAAAGAAAATGAAATGGTAAAACAGAAGAAAATGTCTT
AA------CTGGAATAA---AGACT---tgatatagtttggatgttcatccccttgaatttttatgttgaaa-ttgat
tgccagtgttggaggtagggcctaatgggaggtgtttgggtcatggcagagggtcatggggatccctcacgaa-----
tagtgcccacccactgtgggcagaggggtgtgaattctccctctgttagttcctgaaagatctggttattgaacagac
tctacacctccttt-----------------gtctcttgctatgggatctctgcacatgctggctccccttccccttc
caccatgagtagaagtagcctgtgaccttcactagaagcagatgctggaaccatgctccctgaacagtctgcagaacc
atgagccaaataaacctcttttctttataaattacctagcctcagatattactttatagcaacacaaaatggactaag
aca---AAGCT-------TCTATTCAAAACCCAATATAGGGTCCTTGTTGTTTGAAGAATAAGAAGTACAGAACAACA
GCACGGATATAGAAATACACCCCATATAAATCACT-GGGCATC------ATATTTAC-----AA-GGAACAGG-TACA
ATTTATCTTTTATTTTCTA-TTTTTATATTCATGAGAAAAGA
>Tarsier
TC----TTTTTTATGCCA---------AGTTCAACCAAGGGCATATTCAACTTACTGTATCTATTAGGTCACCTTGCC
GTGCAG--------GAGAATAGGATCAGGGGACAAAAAAAAAAAGAAAATGGAAAGGTAAAGCAGAAGAAAATACCTT
AA------CGGGAATAA---AGCCT---tgatgaagggtgg------gtcttctccaaatctcatgttgaaatttgat
catcagtgttggaggtggggcctaatgggaggtgtttagcc---------------t---gatccctcccaaataaat
ggattccc--------tggaaggtgggggggg----------------------------------------------
------------------------------------------tggggggggtgtggatgccagctccgtt----cttc
ctccatgagaggaaacagcctgaggccctcactggaagcagatgctagctccatagcactt-------ttgcagaaca
gtgagcaaaataaacctcttttctttataagttacccagacgcaggtattcctttatagaaacacaaaacggactaag
atg---AGGCT-------TCGATTCAAAACCCAAGC-AGGGCCCTTGTCCTTTGAAGGATAGGGGGTACAAAACAA-A
GCAAGGCATTAGGAATAAAACCCACCTGAATCGCTGGGGCATCCAGTTTCTATTTAC-----AAGGGAATAGC-TACA
GTTAATCTT-----------TTTTTATATTCATGAGAAAAAA
>Bushbaby
TC----ATTCTGATTCAAGTTTTATAGAGGC------------------GCTTGCCGTAGCTATTGAGTCACCTTCCA
AGGCAGAGTAAATGGAAAATAGGATCAAAGG-----TCAAAAAAGAAAATGGAATGGTAAGACAGAAGAAAATGTCTT
AA------CTAGAATGA-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------AGGCT---CGCTTCTATTTAAAACCCAAGCAAAAATGCTTGTCTTTTGGAGGGTGG----------------
---------TAGGAATATAACCCACATAAATCACTGGGGCGTCCAGTTTCTATTTATTTACAAG-GAAAAAAACTGCA
GCTTATTTTTTATTTTCTA-TTTTTATATTCCTAAGAAAAA-
>Mouse_lemur
TC----ATTTTGATACAAGTTCTATAGAGGTCAACCAAGGGCACAGTCAGCTTGCCATAGCTATTAGGTCATCTTGCA
CTGCAGGGTCAGTGGAAAAT--GATCAGGGG-----TCAAAAAGGAAAATGTAATGGTAAAACAGAAGAAAATGTCTT
AA------TTGGAATAC-------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------AGGCT-------TCAATTCAAAACCCACGC-AGAGTACTTGTCCTTTGAAGGATAGTAGGTGCAAAACAATA
GCAAAGCAATAGGAGTAAAACCCACATAAATCACTGCGATATCCAGTTTCTATCTAC-----AA-GGAAAAAGCTACA
GTTCATCTTTTATTTTCTA-TTTTTATATTAATGGGGAAAAC
>Tree_shrew
CC----TTTTTGATACAAGTTTCATGAAGGTCAACTGAGAACATAGC----TTGCTACAGCTAT--GGTCACCTTACA
GAG-AGGGTCAAGGAGACATAGGATTAAGGG-----CAGAAAAGGAAAGTGGAATAGTAAAAGAGAAGAAAATGGCTT
CTTCTGAACTGGAATA--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------AGGCT-------TCTATTCAAAATCCAAGG-----TCCTTG---------------GAGGCACAGAACAGTA
GCGAGACAATGGAAATAAAACCCACATAAATCACT-GTA---ATAGTTTCTATTCAG-----AAGGGAAAAAA-ACCA
GTTCATCTTTAATTTTCTATTTTTTGTATTCATGAGAAAAAA
>Guinea_pig
CT----TCTTTAGTACAAATTTAATTAAGGTCAGTCAAGGGCATGGTCAGCCTGCTGCAGCTATTAGGTCATCTCACA
AAGGAAGGTCAAGGGGAAGCAGAATCAAGGG-----CCAAAAAAAAA-AAAGAATGAAAAAACAGAAGAAAATATGTT
AA------CTGGAATAA-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------AGGCT-------TCTGTACCAAACCCATGC-A-GGTCCTGGTCCTTCTAGG-ATTCAAAGTATAAAACAATA
GCAAAATAACAGGAATAAGAGCCACACAGATCGCTGGGGAGAGTAG-----ATC----------------------CA
GGTCATCCTTTGTTTTC-A-TTCCTGTGTTCATGAGAAGCAA
>Dog
TCTTTTTTTTTGGAACGGGTTTTATAAGGGCAACCCAAGGGTACAGCCAGCTTGCTCTAGCAGTTAGGTCGCTCAACA
ATTCAGGGTCAAGGGAAAATAGGGTCGGAGG-C---CCCAAAAATAAAACAGACTGGTTA---GAGATAAAAC-----
AA------CTGGAATAA-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------AGACT-------TCTTTTCAAAATGCAAGC-AGAATCCTTGCCCTTCGAAGAACAGAAGGTACAAAACAATG
GCAAGACAACAGGAATAAAAGCCACAT-AATCATTGGGCTATTCAGTTTCTCTTTAC-----AA-GGAAGAAGCTCCA
GTTCATCCTTTATTTTC---TGTTTATATTCATGAGCAAAAC
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Marker M40

>MSTB
------------------------------------------------------------------------------
----------------------------------------------tgatatggtttggatgtttgtcccctccaaat
ctcatgttgaaatgtgatccccagtgttggaggtggggcctggtgggaggtgtttggatcatgggggcggatccctca
tgaatggcttggcgccatcccc-ttggtgatgagtgagttctcgctctgttag-------------------------
--------------ttcacgcgagatctggttgtttaaaagagtntggcacctcccccctct----ctctcttgctcc
cgctctcgccatgtgacgtgcctgct-------cccccttcgcc-------------ttctgccatgattgnaagctt
cctgaggcctcaccagaagccgagcagatgccggcgccatgcttcctgtacagcctgcagaaccgtgagccaattaaa
cctcttttctttataaattacccagcctcaggtatttctttatagcaacgcaagaacggactaacaca----------
------------------------------------------------------------------------------
-------------------------------------
>Human
AGAACAT--TTTCTCTTAAGTTCAGTATAG-CTATACAACTGCTTTCTATAATGATTTAATTTTTTCCACTACTTTAC
AAAATGCTTATTAGACATATAAA-GGGATAATTGG---TAGGT---aaatatagtctgcatatttgtctc-tccaaat
ctcatgttgaaatgtgattgccagtgttagaggcagggcctactgggaggtatttgggtcatgggggcagatccctca
tgaaagacttggtgcc-------atggtaatgagtgagttctg-ctctgtttg------------------ttttct-
--------------------agagcgttggttgttggaaagagtctggcac-ctccctgtc-----ttctccttccat
ccctctctccccacatggtgcctgc--------tccccattgccatgagggtatatattctgccatgagtgtatgctt
cctgaggcccacaccaga----tgcagatgttggtaccatccttcttgtacggccttcagaactgtaagccacataaa
cctcttttctttataaaatttctggtctcaagcattcctttattgcaa--cacaaatggactaagaca---GTAGG--
-CAATTGGACAGAGGAGTCTGGG-TTCAGGGAAGCGGTTTAAGCTAGAGTTATCAAGATTATAGTTGCATGAAATTTT
GTGATATTGCATGTGATCATGGTAGAAATGAGTGTA-
>Chimp
AGAACAT--TTTCTCTTAAGTTCAGTATAG-CTATACAACTGCTTTCTATAATGATTTAATTTTTTCCACTACTTTAC
AAAATGCTTATTAGACATATAAA-GGGATAATTGG---TAGGT---aaatatagtctgcatatttgtctc-tccaaat
ctcatgttgaaatttgattgccagtgttagaggcagggcctactgggaggtatttgggtcatgggggcagatccctca
tgaaagacgtggtgcc-------atggtaatgagtgagttctg-ctctgtttg------------------ttttct-
--------------------agagcgttggttgttggaaagagtctggcac-ctccctgtc-----ttctccttccat
ccctctctccccacatggtgcctgc--------tccccattgccatgagggtatatattctgccatgagtgtatgctt
cctgaggcccacaccaga----tgcagatgttggtaccatccttcttgtacggccttcagaactgtaagccacataaa
cctcttttctttataaaatttctggtctcaagcattcctttattgcaa--cacaaatggactaagaca---GTAGG--
-CAATTGGACAGAGGAGTCTGGG-TTCAGGGAAGCGGTTTAAGCTAGAGTTATCAAGATTATAGTTGCATAAAATTTT
GTGATATTGCATGTGGTCATGGTAGAAATGAGTGTAG
>Orangutan
AGAACAT--TTTCTCTTAAGTTCAGTATAG-CTATACAACTGCTTTCTATAATGATTTAATTTTTTCCACTACTTTAC
AAGATGCTTATTAGACATATAAA-GGGATACTTGG---TAGGT---aaatatagtttgtgtatttgtctc-tccaaat
ctcatgttgaaatttgattgccagtgttagaggtagggcctactgggaggtatttgggtcatgggggcagatccctca
tgaaagacttggtgcc-------atggtaatgagtgagttctg-ctctgttag------------------ttttct-
--------------------agagagttgattgttgaaaagagtctggcac-ctccctgtc-----ttctctttccat
ccctctctccccacgtggtgcctgc--------tccccattgccatgagggtatacattctgccatgagtgtatgctt
cctgaggcccacaccgga----tgcagatgttggtaccatccttcttgtacagccttcagaactgtaagccaaataaa
cctcttttctttataaaatttctggtctcaagcattcctttattgtaa--cataaacggactaagaca---GTAGG--
-TAATTGGACAGAGGAGTCTGGG-TTCAGGGAAGCGGTTTAAGCTAGTGTTATCAAGATTATAGTTGCATGAAATTTT
GTGATATTGCATGTGATCATGGCAGAAATGAGTGTAG
>Baboon
AGAACAT--TTTCTCTTAAGTTCAGTATAG-CTATACTACTGCTTTGTATAATGATTTATTTTTTTCCACTACTTTAC
AAGACGCTTATTAGAGATATAAA-GGGATACCCAG---TAGGT---aaatatactttggatatttgtccc-tctaaat
ctcatgttgaaatttgattgccagtgttggaggtagggcctactgggaggtatttgggtcatgggggcagatccctca
tgaaagactttgtgcc-------atggtaatgagtgagttttg-ctctgttag------------------ttttct-
--------------------ggagagttgattgttgaaaagagtctggcac-ctccctctc-----ttctctttccat
ccctctctccccatgtgatgcctgc--------tccccattgccatgagggtatacattctgccatgagtatatgctt
cctgaggccctcaccata----tgcagatgttggtaccatccttcttgtacagctttcagaactgtaagccaaataaa
cctcttttctttataaaatatccaatctccagcattcctttattgcaa--cacaaacggactaagaca---GTAGG--
-CAATTGGACAGAGGAGTCTGGGGTTCAGGGAAGTGGTTTAAGCTAGAGTTATCAAGATTATAGTTGCATGAAATTTC
GTGACATTGCATGTGATCATTGTAGAAATGAGTATAG
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>Rhesus
AGAACAT--TTTCTCTTAAGTTCAGTATAG-CTATACTACTGCTTTGTATAATGACTTATTTTTTTCCACTACTTTAC
AAGACGCTTATTAGAGATATAAA-GGGATACCCAG---TAGGT---aaatatagtttggatatttgtccc-tctaaat
ctcatgttgaaatttgattgccagtgttggaggtagggcctactgggaggtatttgggtcatgggggcagatccctca
tgaaaaactttgtgcc-------atggtaatgagtgagttttg-ctctgttag------------------ttttct-
--------------------ggagagttgattgttgaaaagagtctggcac-ctccctctc-----ttctctttccat
ccctctctccccatgtgatgcctgc--------tccccattgccattagggtatacattctgccatgagtatatgctt
cctgaggccctcaccata----tgcagatgttggtaccatccttcttgtacagctttcagaactgtaagccaaataaa
cctcttttctttataaaatatccaatctccagcattcctttattgcaa--cacaaacggactaagaca---GTAGG--
-CAATTGGACAGAGGAGTCTGGGGTTCAGGGAAGTGGTTTAAGCTAGAGTTATCGAGATTATAGTTGCATGAAATTTC
ATGACATTGCATGTGATCATGGTAGAAATGAGTATAG
>Marmoset
AGAACAT--TTTCTCTTAAGTTCAGTATAG-CTATACAACTGCTTTGTATAATGATTTTATTTTTTCCACTACTTTAC
AAGACGCCTATAAGACCTATGAA-GAGATA-CTGG---TAGGT---aagtagagttttgatatttttccc-tccaaat
ctcatgttgaaatttgactaccggtattggatgtagggcctactgggagatgtttggatcgtgggggcagattcctca
tgaaagacttggtgct-------atggtaatgagtgaggtctg-ctgtgttag------------------tattct-
--------------------agagagttgattgttgaaaagagtctggcac-ctccctctc-----ttctcttttcat
ccctctctgaccgtgtgatgcctgt--------tccccattgccatgagtgtatacgttctgccatgagtgtatgctt
cctgaggctgtgaaaaga----tgcagatgttgctaccatccttcttgcacagccttcagaactgtaagccaaataaa
cctcttctctttataaaatttcctgtctcaagtattcctttattgcaa--cacaaatggactaagaca---GTAGG--
-CAATTGGACAGAGGAGTTTGGGGCTCAGGGAAGTGGTTTAAGCTAGAGTTATCAAGATTATATTTCCATGAAATTTT
GTGATATTGCATGTGATCATGGTAGAAATGAGTGTGG
>Tarsier
GGAACAG--TTTCTCTTAAGTTCAGTATAA-CTGCA-AACTGCTTTGTATAATGACTTCATTTTCTC-ATTACTTTAT
GAGATGCCTATTAGTCATACAAATGCGATATTTGG---CAGGT---ga-tatagtttggatatttgtccc-tccaaat
ctcttgctgaaatttgatccccaaagttagaggtttggcctagagggaggggcttgggtcatgggggcagactcctca
aaagtggcttggggacttttctgatggtaatgagtgaattctttctttgttagattgtgagatcactgattttttcct
ttatcctatttacaaataagacagagctgattgtt-gaaaaagcctggcactctccctctccttctttcttgcttcct
ctctcttgccacatgtaatctctgcatatgttggttccacttcc-----------ccttctgccatgagtggaagttt
cctgaagccctcac-aga----tgcagatgccaattccatgctaattgtacagtttgcagaactacgagtcaagtaaa
cctattttctttataaattacccagtgtcgggtacttctttatagtag--cacaaatgaactaagata---GTAGA--
-CAACTGGACAGAGGTGTCTGGAGTTCAGGAAAGTAGTTTAGGCTAGAACTACCAAGCTTATAGTTGCATATAATTTC
ATGACACTGTGTAAGATCATGGGAGAAATGAGCATAG
>Bushbaby
AGAACACAGTGTCTC--AAGGTCAGTATAA-CTATACAACTGCTTTGTGCAATGACTTAATTTTTCTTACGGCTTTAT
GAGATACCTATGAGCC--------ATGCCCAGGGA-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------CAGTT--
-CAGCTGGACAGAGGAGTCTAAAGTTCAGGGAAATGGTTTAGGTGAGAGCT-----------AGTT-CACACAGTTTC
ATGGTATTGTGTGAGATGGAGGGAGACATGAACGTAG
>Mouse_lemur
AGAACACAGTTACTCCTAAGTCCAGTATAAACTATACAACTGTTTTGTGTAATGAATTAATTTTTTCCACTACTTTAT
GAGATGCCTATTGGCCATGTAAA-AGGGATGGTTG-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------GTAGT--
-CAACTGGACAGAGGAGTCTGAAGTTCAGGGAAGTGGTTTAGGCTAGAGTTTATAAGCCTATAGTTGCACACAATTTC
ATGATATTGTGTGAGATCATGGGAGAAATGGATGTAA
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>Dog
ACAACACAGTTT---TTAAGTTCAATATAA-CTACACAACTGCTTTGTGTAATGATTTCTTTCTTCCCACTATTTTAT
GAGATGTCTATTAGCCACACAAA-GGGCATGGTTG-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------GTAGG--
-CAACTGGAAAGAGAAGTCCAGAGTTCTGGGAAGTGATTTAGACTAGAAATATTAAGCTTACAGTTGAACACTATTTT
GTGCTATTTTGTGAGATAATGGGAAGAATGAAGATAG
>Horse
AGAACATAGTTTCTCTTAAGT-----ATAA-TTACACAACTGCTTTGTGTAATAACTTCATTTTTCCCACTACTTTAT
GAGCTCACTATTAGCCACACAAA-GGGCATAACTG-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------GTAGG--
-CAGTTGGACAGAGGAGTCCAGAGTTCAGGAATGTGGTTGAGGCTGGAGCTATCAAGCTTATATCTGAACACAATTTT
GTGATATTTTGTGAGATCATGGGAGGAATGAGAGTA-
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Marker M42

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgt
tggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcgggg
tggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctc
tctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcc
tgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctctt
ttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca-----------------
------------------------------------------------------------------------------
-----------------------------------------
>Human
CCTTGTTACAAGATAGCAATGTCAGGAGGGAATGAGACACAGAGAAGGTAAATTTTTATTTGGGG-----GGTAGAAA
TTCAGAGTAA--GTCTGAACCAAGGGGAGATATACATAGTCAAATTGGATAGCCCATATATTCTGTATACTTAAGATG
GAGTAA-G---GTCAG---tgacatagtttggatgtttgtcctctccaaatctcatgttgaaatttggtcccccattt
tgtaattggagtctagtgggaggtgtttgggttatgggcacagattcttcatgaatggcttattgctgcactt-----
--gtaatgaatgagctcttgctcttttagttcccaccagaattgattgttgaaaagaggctggcacctccctcccc-a
tctcttgcccccttttgcaccctgtgac--------acgtcggctcccctttgccttctgccatgagtggaagcatct
tgaggccctcaacagaagcagatgctgacatcatgcttcttgtacagcctgcagaactatgggccaaataaacctctt
ttctttataaattacccaacctcaagtattcttttatagcaatac-aaatgaactaaagca---GTCAG-----TGTG
CGTCAAAAA-AAA-------------------TTGATGAGAAA--------TATTGGATCTCCCAT-GGTAAGCTCAC
CACATAGGGCAT------------GTGGACACTCACAGACA
>Chimp
CCTTGTTACAAGATAGCAATGTCAGGAGGGAATGAGACACAGAGAAGGTAAATTTTTATTTGGGG-----GGTAGAAA
TTCAGAGTAA--GTCTGAACCAAGGGGAGATACACGTAGTCAAATTGGATAGCCCATATATTCTGTATACTTAAGATG
GAGTAA-G---GTCAG---tgacatagtttggatgtttgtcctctccaaatctcatgttgaaatttggtcccccattt
tgtaattggagtctagtgggaggtgtttgggttatgggcacagattcttcatgaatggcttattgctgcactt----g
tggtaatgaatgagctcttgctcttttagttcccaccagaattgattgttgaaaagaggctggcacctccctcccc-g
tctcttgcccccttttgcaccctgtgac--------acgtcggctcccctttgccttctgccatgagtggaagcatct
tgaggccctcaacagaagcagatgctgacatcatgcttcttgtacagcctgcagaactatgggccaaataaacctctt
ttctttataaattacccaacctcaagtattcttttatagcaatac-aaatgaactaaggca---GTCAG-----TGTG
CGTCAAAAA-AAA-------------------TTGATGAGAAA--------TATTGGATCTCCCAT-GGTAAGCTCAC
CACATAGGGCAT------------GTGGACACTCACAGACA
>Orangutan
CCTTGTTACAAGATAGCAATGTCAGGAGGGAATGAGACACAGAGAAGGTAAATTTTTATTTGGAG----TGGTAGAAA
TTCAGAGTAA--GTCTGAACCAAGGGGAGATATACTTAGTCAAATTGGATAGCCCATATATTCTGTATACTTAAGATG
GAGTAA-G---GTCAG---tgacatagtttggatgtttgtcctctccaaatctcatgttgaaatttggtccctcattt
tgtaattggagtctggtgggaggtgtttgggttatgggcacagattcttcatgaatggcttgttgctgcactt----g
tggtaatgaatgagctcttgctcttttagttcccaccagaattgattgttgaaaagaggctggcacctccctcccc-t
tctcttgcctcctctttcaccctgtgac--------acgtcggctcccctttgccttctgccatgagtggaagcatct
tgaggccctcaacagaagcagatgctgacaacatgcttcttgtacagcctgcagaactatgggccaaataaacctctt
ttctttataaattacccaacctcaagtattcttttatagcaatac-aaatgaactaaggca---GCCAG-----TGTG
CGTCAAAAA-AAA-------------------TTGATGAGAAA--------TATTGGATCTCCCAT-GGTAAGCTCAC
CACATAGGGCAT------------GTGGACACTCACAGACA
>Baboon
CCTTGTTATAAGATAGCAATGTCAGGAGGGAATGAGACACAGAGAAGGTAAATTTTGATTTGGGG------GTAGAAA
TTCAGAATAA--GTCCAAACCAAGGGGAGATATACGTAGTCAAATTGGATAGCCCATATATTCTGTATACTTAAGACA
GAGTAA-G---GTCAG---tgacatagtttgtatgtttgtactctccaaatctcacgttgaaatttggtcccccattt
tggaattggagtctggtgggaggtgtttttgtcatgggcacagattcttcatgaatggcttggtgctgcactt----g
tggtaatgaatgagctcttgctcttttagttcccaccagaactgattgttgaaaagagcctggcacaaccctcccctc
tctcttgctccctctttcaccctgtaac--------acctcggctcccctttgccttctgccatgagtggaagcatct
tgaggccctcaacagaagcagttgctgacatcatgcttcttgtacagcctgcagaactatgggccaaataaacctctt
ttctttataaattactcagcctcaagtattcttttatagcagtac-aaatgaactaaggca---GTCAG-----TGTG
CGTCAAAAGCAAA-------------------TTGATGAGAAA--------TATTGGATCTCCCAT-GGTAAGCTCAC
CACATGGGGCAT------------GTGGGCACTCACAGACA
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>Rhesus
CCTTGTTATAAGATAGCAATGTCAGGAGGGAATGAGACACAGAGAAGGTAAATTTTGATTTGGGG------GTAGAAA
TTCAGAATAA--GTCCAAACCAAGGGGAGATATACATAGTCAAATTGGATAGCCCATATATTCTGTATACTTAAGACA
GAGTAA-G---GTCAG---tgacatagtttgcatgtttgtcctctccaaatctcacgttgaaatttggtcccccattt
tggaattggagtctggtgggaggtgtttgggtcatgggcacagattcttcatgaatggcttggtgctgcactt----g
tggtaatgaatgagctcttgctcttttagttcccaccagaactgattgttgaaaagagcctggcacctccctcccctc
tctcttgctccctctttcaccctgtaac--------acctcggctcccctttgccttctgccatgagtggaagcatct
tgaggccctcaacagaagcagttgctgacatcatgcttcttgtacagcctgcagaactatgggccaaataaaccactt
ttctttataaattactcagcctcaagtattcttttatagcagtac-aaatgaactaaggca---GTCAG-----TGTG
CGTCAAAAGCAAA-------------------TTGATGAGAAA--------TATTGGATCTCCCAC-GGTAAGCTCAC
CACATGGGGCAT------------GTGGGCACTCAGAGACA
>Marmoset
CCTTGTTACAAGATAGCAATGTCAGGAAGGAATGAGACACAGAGAAGGTAAATTTGGATTTGGGG-----GTTAGAAA
TTCAGAATCA--GTCCTAATCATGCGGAAATGTTCGTAGTCAAATTGGATAGCCCATATATTCTGTATACTGAAGATG
GAGTAA-G---GTCGG---tggtatcgtttgtacatttatcctctccaaatctcatgttgaaatttggtc-cccattt
tggaagtggggcctggtgggagatgtttgggtcgtgggcacagattcttcatgaatggcttggtgctgtcctt----g
tggccataaatgagctcttgctcttttcgtttccaccagaactgattgttgaaaagaacctggcccctccctcccctc
tctcttgctccctcttgcaccctgtgac--------acccggcctcccctttgttttctgccatgagtgaaagcatct
tgaggccttcaacaggagcagatgctgatgttgtgcttcttatacagcctgcagaactatgagccaaataaacttctt
ttctttataaattacccagccacaagtagtcttttatagcaatac-aaa----ctaaggca---GTCAG-----TGTA
TGTCAAAAA-GAA-------------------T-GAAGAGAAA--------TATTGGGTTTCCAAT-GGTAAGCACAC
AACATAGGGCAT------------GTGAGCAC--------A
>Tarsier
TCTTGTCACTAGATCACAATGCCAGGAGAGAATGAAAAACAGAGAATGCACATTTTTATTTGGGG-----GTCAGAAA
TTCAGAATAA--GTCCTAACCAAGGGAAGATATGCCTGGCCAAATTGGATAGCCCATAAATTCTGTAT---------G
GAGTAA-G---GTCAG---taatacagtttggatatctgtccccttcaaatctcatgctgaaatgagatcccgggtgt
tggaggtggggcctggtggaaggtgttt-------gggggtagatcccttataaatgtcttcacaccattctt----g
tggtaatgagtaagttcttgctctattagttactgtgacagttggttgttgaaaagagcctggcaccttcccagcc--
---cttacttcctctcttgccacgtgacctttgcacacaccagctccacgttgctttccaccgagagtgggagcagcc
tgaaatcctcttcagaagcagatgctggttccatgcttcttgtacagcctgcagaactgtgagccaaacaca-----g
ttctttataaacgacctagcctcgggtattcttttatagcaattc-aaacaaaca--------------------GTG
TGTCAAAA--AAA-------------------TTGATAAGAAA--------TATTTGATCTCCCAC-GATAAGCTCAC
CACACAGAGCATTTGAGTGAGCATGTGAGCATTCACAGACA
>Bushbaby
----ATCACTAGATTGCAACGTTAGGAAGGAATGAGATGCAGAGAAGGTAAGTTTGGGTCTGGAG-----GGCTGAAA
CTCACCATCA--GCCCTAA-CAAGGGGAG--ATCCTTGGCCAAATTGGACAGCCCATAAATTCTGCATACTTAAAATG
GAGTAA------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------GTCAG-----TATG
TGTCAAAAA-AAA------------AAAAAAAATGGTGAGAAA--------TATTTGCTCTCCCCT-GGTAGGCTCAG
CACACAAACCAC------------ATGAGCACTCACAGACG
>Mouse_lemur
TCCTGTCACTAGATAGCAATGTCAGGAAGGAATGAGACACAGGGAAGGTAAGTTTTGATTAGCAG-----GGCAGAAA
TTCAGAATTA--GTCCTAA-CGAGGGGAGGTATCGCTGGCCAAATTGGACAGCCCGTAAATTCTGCATACCTAAGATA
GAGTAATA----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------GTCAG-----TGTG
TGTCAGAAA-AAA--------------AAAAAGGGTTGAGGAA--------TACTTGATCTCCCAT-GATAGGCTCAC
CACATAAGGCAG------------ATGAGCAAACACAGAC-
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>Mouse
TCTTATCATCAGCCAGCGACATCAGAAGAGAAGGAGACATAAAGAAAGTCAATTATGACTTGGAGGGCAGAACATAAG
TTCAGACTAG--GTCCCAGAAAAAGGGATGATACACTGGCCAAAGGG-ATATACCATAAA--TGGCATGTTTAGAATG
GTGTGA-G----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------GTTAG----CAATG
TGTCAAAACAAAC-------------------AAGGTGACAAAAATAGGTTTATTTTATCTCTCAG-GGTAAAATAAT
CACAAGGATGAC------------CTGGGCCCTTGCAGATG
>Dog
-CTTGTCACTAGAGAGCAAAATCAGGAGAGAATGAGACCTAGGGAAGGTCAGTTTTTATTTGGGG-----GATAGAAA
TTCAGAATAA--ATCCTAAACAAGAGGACATATGCCTGCCCCAGTTGGGCAGCCCATGAATTTTATATCCTGAAAAGG
AAACAA-G----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------GTTAG---TGTGTA
TGTCCAAAAAAAAAAAAAAAAAGGAAGAAAAAGTGATGTGAAA--TAGAGCTATTGGATCTCCAGATTGTAAGCTCAC
CATGTAGAACAT------------GTGGGCACTCATAGACA
>Horse
TCTTGTCACTAGAGAGCACAATCAGGAGGGAATGAGACATAGAGAAGGTAAGTTTTGATTTGGGG-----G-CAGAAA
TTCAGAATAA--GTGCTAAGCAAGAGGAGATATCCCTGCCCAGATTGGGCAGCCTATCAATTCTGTATACTTAAGAGG
GAAAAA-G----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------ATTAG-----AGTC
TGTCAAAAAAAAAGACAAAA------------ATGGTGAGAAA--TAGAGCTAATTCACCTCCAGATGGTAAGCTCAC
CACATAGTACAT------------GTGGGCACTCACAGACA
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Marker M45

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------tgctatag-------tttggatgtttgtcccctccaaacctcatgttgaaat
ttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaat
gccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagag------------ctggttgttaa
aaagagcctggcacctccctcctctctctctt--gcttcctctctcgccatgtgatctctgcacacgccggctcccct
tcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcct
gcagaaccgtgagcca-aataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaa
tggactaagaca------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------
>Human
TGAAGTCAAAGATTTAAGGTCCACAGACTCTGGACCCCATCCCCTTAGCCTCTGTGCTTTCTGCCTCCATCAGTGAGT
TCCAAGCCTAAGTGTCAGAGATCTCTAGGAGCAGAGGTCTCAGGGATATCTATTAGAATATTCTACAGTG---TATTG
AAAACATAGGTATCC---AGGTC---tgctgtgg-----atatggtttatttgtccccaccaagtctcacggtagaat
gtggt-cccattgttggaggt-gggcctggtaggaggtgttagggtcat-ggggtggatccctcatgaatggcttggt
g-----catcctggtggtaatgagagagtttttactcagcaaattcccatgagagtttcctcaagagctggttattaa
aaagagcctggcacctcctccctttctctctc--actttctctctcaccacttgatctctgcacacacaggctcccct
tcaccttctgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggtgtcatgcttcttgtatggctc
gcagaactgtaagccaaaataaacctcttttctttataaattacccagccttacgtattcctttatagcaacacaa-a
tggactaataca---GGGCC---CAACCTAAAAAACGCAGA-GCTGCAGGCC--------------------------
--TGAGTAATTCCCTGCCTAGCCACACTCAGGAACTTTGGCCTACAGACCACCCTCTGTAGCAGGCACCTGC----TT
TTCACCAGGCCCATAGTAATTCTGATTCAGGGAGTGGGCAGATTACAATTTGAGAGAAACAGAGGCTCAGAAGGACCC
TGAAGGTCGTTCCAGC
>Chimp
TGAAGTCAAAGATTTAAGGTCCACAGACTCTGGACCCCATCCCCTTAGCCTCTATGCTTTCTGCTTCCATCAGTGGGT
TCCAAGCCTAAGTGTCAGAGATCTCTAGGAGCAGAGGTCTCAGGGATATCTATTAGAATATTCTACAGTG---TATTG
AAAACACAGGTATCC---AGGTC---tgctgtgg-----atatggtttatttgtccccaccaagtctcatggtagaat
gtggt-cccattgttggaggt-gggcctggtaggaggtgttagggtcac-ggggtggatccctcatgaatggcttggt
g-----catcctggtggtaatgagagagtttttactcagcaaattcccatgagagtttcctcaagagctggttattaa
aaagagcctggcacctcctccctttctctctc--actttctctctcaccacttgatctctgcacatacaggctcccct
tcaccttctgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggtgccatgcttcttgtatggctc
gcagaactgtaagccaaaataaacctcttttctttataaattacccagccttacgtattcctttatagcaacacaa-a
tggactaataca---GGGCC---CAACCTAAAAGACGCAGA-GCTGCAGGCC--------------------------
--TGAGTAATTCCCTGCCTAGCCACACTCAGGAATTTTGGCCTGCAGACCACCCTCTGTAGCAGGCACCTGC----TT
TTCACCAGGCCCATAGTAATTCTGATTCAGGGAGTGGGCAGATTACAATTTGAGAGAAACAGAGGCTCAGAAGGACGC
TGAAGGTCATTCCAGC
>Orangutan
TGAAGTCAAAGATTTAAGGTCCACAGACTCTGGACCCCATCCCCTTAGCCTCTATGCTTTCTGCCTCCATCAGTGAGT
TCTAAGCCTAAGTGTCAGAGATCTCTAGGAACAGAGGTCTCAGGGATATCTATTAGAATATTCTACAGTG---TATTG
AAAACACGGGTATCC---AGGTC---tgctgtgg-----atatggtttatttgtccccaccaagtctcatggtagaat
gtggt-cccattgttgtaggt-gggcctggtaggaggtgttaggctcat-ggggtggatccctcatgaatggcttggt
g-----catgctggtagtaatgagagagtttttactcagcaaattcccatgacagtttcctcaagagctggttattaa
aaagagcctggcacctcctccctttctctctc--acttcctctctcaccacttgatctctgcacacacaggctcccct
tcactttctgccacgagtggaagcagcctgaggccctcaccagaagcagatgctggtgccatgcttcttgtatggctc
gcagaaccgtgagccaaaataaacctcttttctttataaattacccagccttatgtattcctttatagcaacacaa-a
tggactaataca---GGGCC---CAGCCTAAAAAACCCGGA-GCTGCAGGCCTGAGTGTCTGCACTGTTATCAAGGCC
CATGAGTAATTCCCTGCCTAGCCACACTCAGGAACTCTGGCCTGCAGACCACCCTCTGCAGCAGGCACCTGC----TT
TTCACCAGGCCCCCAGTAATTCTGATTCAGGGAGTGGGCAGATTACAATTTGAGAGAAACAGAGGCTCAGAAGGACCC
TGAAGGTTGTTCCAGC
>Baboon
TGGAGTCAAAGATTTAAGGTCCACAGACTTTGGACCCCATCCCCTCAGCCTCTATGCTTTCTGCCTCCATCAGTGAGT
TCCAAGCCTAAGTGTCAGAGATCTCTAGGAGCAGAGGTCTCAGGGATATCTACTAGAATATTCTACAGTG---TATTG

183



AAAACATGGGTATCC---AGGTC---tgctgtgg-----atatggtttacctgtccccagcaagtctcatggtagaat
gtggt-cccagtgttggaggt-gggcctggtaggaggtgttagggtcat-ggggtggatccctcatgaatggcttggt
g-----catcctggtggtaatgagagag-ttttactcggcaaattcccatgacagtttcctcaagagctggttattaa
aaaaagcctggcacctcctccctctctctctctcacttcctgtctcaccacttgatctccgcacacacaggctccccg
tctccttctgccacaagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcctgtatggctc
gcagaactgtgagccaaaataaaactcttttctttataaagcacccagccttatgtattcctttatagcaacacaa-a
tggactcataca---GGGCC---CAACCTAAAAAACCCAGA-TCTGCAGGCCTGAGTGTCTGCACTGTTGTCAAGGCC
CATGAGTAATTCCCTGCCCAGCCACACTCAGGAACTTTGGCCTGCAGACCGCACTCTGCAGCAGGCACCTGC----TT
TTCACCGGGACCCTAGTAATTCTGATTCAGGGAGTGGGCACATTACAGTTTGAGAGAAACGCAGGCTCAGAAGGACCC
TGAAGGTCCTTCCAGC
>Rhesus
TAGAGTCAAAGATTCAAGGTCCACAGACTTTGGACCCCATCCCCTTAGCCTCTATGCTTTCTGCCTCCATCAGTGAGT
TCCAGGCCTAAGTGTCAGAGATCTCTAGGAGCAGAGGTCTCAGGGATATCTACTAGAATATTCTACAGTG---TATTG
AAAACATGGCTATCC---AGGTC---tgctgtgg-----atatggtttacctgtccccagcaagtctcatggtagaat
gtgat-cccagtgttggaggt-gggcctggtaggaggtgttagggtcat-ggggtggatccctcatgaatggcttggt
g-----catcctggtggtaatgagagag-ttttactcagcaaattcccgtgagagcttcctcaagagctggttattaa
aaaaagcctggcacctcctccctctctctctc--acttcctgtctcaccacttgatctccgctcatacaggctccccg
tctccttctgccacgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcctgtatggctc
gcagaactgtgagccaaaataaaactcttttctttataaagcacccagccttatgtattcctttatagcaacacaa-a
tggactcataca---GGGCC---CAACTTTAAAAACCCAGA-TCTGCAGGCCTGAGTGTCTGCACTGTTATCAAGGCC
CATGAGTAATTCCCTGCCCAGCCACACTCAGGAACTTTGGCCTGCAGACCGCACTCTGCAGCAGGCACCTGC----TT
TTCACGGGGACCCTAGTAATTCTGATTCAGGGAGTGGGCAGATTACAGTTTGAGAGAAACGCAGGCTCAGAAGGACCC
TGGAGGTCCTTCCAGC
>Marmoset
TGGAGCCAAAGCTTTAAGGTCCACACACTGTGGACCTCATGCCCTTAAGTTCTATGCTGTCTGCCTCCATCGGTGTGT
TCCAAGCCT--GTGTTCGAGATCTCTAACAGCAGAGGTCCCAGGGCTATCTACTAGAATATTCGACAGTG---TATTA
AAAACACGGGTATCC---AGGTC---tgctgtgg-----atatggtttgcttggccctgccaagtctcatggcagaat
gtggt-cccg-tgttagaggt--ggccttgtaggaggtgttaggatcgt-ggggtgaattcctcatgaatggcttggt
g-----catcctgttggtaacgagagagtttttactcagcaaattcccatgagagttccctcaagagctggttcttaa
aaagagcctagcatgtcttccctctctctctc--acttcctctctcaccactcgatctctgcacacaccggctcccct
tcaccttctgccacaagtggaagcagcctggggccttcatcagaagcaggtaccagcgccatgcttcttgtccagctc
gcaaaagtgtgagcc-aaataaacctcttttctttataaattgcccagccttgggtattcttttatagcaaaacaa-a
tggactaata-a---AGGCC---CAAACTAAAAAACCCAGC-TCTGCAGGCCCGAGTGTCTGCACCGTTATCGAGGCC
CGTGAGTAATTCCCTGCCCAGCCACACTCAGGAACCTCGGCCTGCAGACCACGCTCTGCAGCAGGCGCCTGC----TC
TTCACCAGGCCCTTAGCAATTCTGACTCAGGGAGTAGGCAGATTACAGTTTGAGAGAAACACAGGCTCAGAAGGACAC
TGAAGGTCCTTCCAGC
>Tarsier
TGTGGTCAAAGATTTAAGGTCTATAGACTCT-------ATTCCCTTAACCTCTATGCTGTCTGTCTCCATCAGTGAGT
TCTAAACTTAAGTGTCAGAGCTCTCTAAGATTGGAGGTCCTGGAGCTGTCTATTAGAATATTCTAAAGAG---TACTA
AAAATATAGATGTCT---AGGAC---cgctatggtttgtatagggttggtttggccttgccagctctcatgttgaaat
ctgatccccagtgttggaggtggggcctggcaggaggtgtttggataatgggggcaga----tcatgaatggcttggt
ga-------ccttctagcaatgagtgagttcttgctcagttaatccccgtgagagttcccttgagagctagttgtaaa
aaagagcatggtagcttctgcctttctccctctggcttcctctctcgccatgtcatctc--cacacccaagct-ccct
tcgccgtccaccatgagtggaagcttcctgaggccctcaccaaaagcagatgcctgtgccgtggttcttgtagagact
gcagaactataagcc-aactaaagcacttttatttataagttacccagtctcaggcattcctttacagcaacataa-a
aggacttatctg---GGGCC---CAACCTAAAA------GG-ATTCTGGGGCTGAGAGTCTGTATTGT----------
--------ATTTTCTACACGCTCA----CAGGAACTCTGGCCTGGAGCCCACACTCCAAAACAGGGGCCTGC----TT
TTCACAGGGCCCTGGGGAACTCTGA-TCAGAGAGTGGGCAGATT---------GAGAAGCACTGGCTCAGAAGGACAC
TGAAGGTTG-------
>Bushbaby
TGGGGCCAAAGACTTAAGGTC---------TGGCCCCTAGGCCCTTAATCTCTATGCTCCCGGCCTCCATCAGTGC-T
TTCTACTGTACTTGTCAGAGATTTCTAGGATTGGAGGTCCCAGGGACATCTAACAGAGTATTCTACAGTA---TATTA
GAGATGTAGATGTCT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
---------------GGGTC---CAACCTAAAAGACCTGAT-GCTGCAGGCCTGAGTGTCCACGCCACGGACAAGTCT
CACGGGCAATTCTCTGCGCAGTCACACTCAGGAACTGTGGCCTGGAG-CCACACACTGCTGTAGAAGCTTGCTTGCTT
TTCCCGAGGGCCTGAGCAATGCTGTTTCAGGGCACAGGCAGATTACAGCGT--GAGAAAGGCAGGCTC---AGGACAC
TGAA-GTCCTTCCATC
>Mouse_lemur
TGGGGC------CCCATGGCT---------TGAAC----------TAACCTCTGTGCCGTCTGCCTCCAGCAGGGAGG
TGAAAACTTAGGTGTCAGTGATCTCTAGGATTGGAGGTCCCAGAGGCATCGAATAGAATATTCCACAGTG---CATCA
GAAATATAGATGTCT---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------GGGGC---CAACCTAAAAGACCCGAT-GCTGTAGGCCTGCGTGTGTGCACCATGGACAAGTCC
TGCGGGTAAGTCCCTGCACAGCCACACTCAGGAGCT-------------CACAGACTGCAGCAGGAACTTGC-----T
GTCACAAGGCCCCGAGTGATGCTGTTT-------CAGGCAGATTACGGTTT--GAGAAACGCAGGCTCAGAAGGACAC
TGAAGGTCCTTCCATC
>Tree_shrew
TGAAGCTAAAGACTTACAGTTCACAGACTCTGGACCCCATCCCCTTCACCTCTCTGCTACCTACCTCCATCAGTGACT
TCTAAATGCACGTGTTGGAGGT---GAGGATCTGAGGTCCCAGACCGCCCTAGTAGAATATCCAATGGGGTGTTATTA
ACAACACAGTGATCC---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------AGGCC---CAACCTGAAAACCTCAGACTCTGCAGGCCTGAGCATCTGCCTTGCTAGCAAGTCC
TCTCTACAATTTCCCGCACGGCTACACCTAGGACCTCTGGCCTGGAACACATGCTCTGCAGCAGGAACCTGC----GT
TTTCTCAGCGCCCCAG----GCTGTCTCAGGGAGTGGCCAGATCACAGTGT--GAGAAACACAGGCTCAGAAAGACAC
CGAC-GTCCTTCCAGT
>Guinea_pig
-AAGGCCAAAGATTTGAGGGCCACAGGCTCTGGACCCCATTTCCTTAACTTCCATG----CTGTCTCCCTCAATGAGA
TCTCAACTAGCAAGGCAGAGAGTCTTAGAATCAGCACTCCCAGAGCTAGGGATCAGGACATTCTACAAAGTG-CATTA
AAAGCACTGGTGTCC---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------TGGCC----AATCTAGGGGACTCAGACACTGCAAGCCTGAG----------------------
CATCTGCATCAACCCCACTGGTCACACCTTGCAAAGCTCAAGGACTTTGGCGGGGTATCCACAGTCATCAGC--AGGC
AACCGCAGGCCCCTAA----GCAGCTGTTACAGCAGTGGGCAGATTCCTGTTTCAAAACCACACACATGAAAAGACAC
TGACGTTCCTTCCAGC
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Marker M47

>MSTB
------------------------------------------------------------------------------
--------------------------tgatatggtttggatgtttgtcccctccaaatctcatgttgaaatgtgatcc
ccagtgttggaggtggggcctggtgggaggtgtttggatcatgggggcggatccctcatgaatggcttggcgccatcc
ccttggtgatgagtgagttctcgctctgttagttcacgcgagatctggttgtttaaaagagtntggcacctcccccct
ctctctcttgctcccgctctcgcca---tgtgacgtgcctgctcccccttcgccttctgccatgattgnaagcttcct
gagg-cctcaccagaagccgagcagatgccggcgccatgcttcctgtacagcctgcagaaccgtgagccaattaaacc
tcttttctttataaattacccagcctcaggtatttctttatagcaacgcaagaacggactaacaca------------
-------------------------------------------
>Human
AATAGTTCAGAGACAATTTTGCGGGTAGGGTTTTGGTGGCAGATCTATTCACTTATCCTCA--TTTTTTT----TTTT
TGTTCAGAATAGTGA---ATCTT---tgatgtagcttgaatgtttgtcccctccaagtctcatgttgacatgtgatcc
ccagtgttgcaggtggggcctggtgggaggtgtttgggtcatga-ggtggattcctcg-ggacagtttgatgccattc
tgacaagatggagtgagttcttactctt--ggctcctgcaagatctggttgtt-----aagtctgctgcctccttccc
ctctctttggcctcctcctctcttgtcctgtgacttattttctcccccttcaccttccaccatgagtagaaacttcat
gaggacttcaccagaagctgagcagatgctggtaccgtgcttcctgtataacctgcagaaccatgagccaaataaatc
tcttttctttatgaattacccagccccaggcattccattatagcaatgcaa--atggactaagaca---ACCTT---T
AAAAAAACTAATAAATAAAAATATCATTTAATACACTATTCTT
>Chimp
AATAGTTCAGAGACAATTTTGCTGGTAGGGTGTTGGTGGCAGATCTATTCACTTATACTCA--TTTTTTT----TTTT
TGTTCAGAATAGTGA---ATCTT---tgatgtagcttgaatgtttgtcccctccaagtctcatgttgacatgtgatcc
ccagtgttgcaggtggggcctggtgggaggtgtttgggtcatga-ggtggattcctca-ggacggtttgatgccattc
tgacaagatggagtgagttcttactctt--ggctcctgcaagatctggttgtt-----aagtctgctgcctccttccc
ctctctttggcctcctcctctcttgtcatgtgacttattttctcccccttcaccttccaccatgagtagaaacttcat
gaggacttcaccagaagctgagcagatgctggtaccatgcttcctgtataacctgcagaaccatgagccaaataaatc
tcttttctttatgaattacccagccccaggcattccattatagcaatgcaa--atggactaagaca---ACCTT---T
AAAAAAACTAATAAATAAAAATATCATTTAATACACTATTCTT
>Orangutan
AATAGTTCAGAGACAATTTTTCTGGTAGGGCACTGGTGGCAGATCCATTCACTTATCCTCA---TTTTTT----TGTG
TGTTCAGAATAGTGA---ATCTT---tgatatagcttgaatgtttgtcccctccaagtctcatgttgacatgtgaccc
ccagtgttgcaggtggggcctgatgggaggtgtttgggtcatga-ggtggattcctca-ggacggtttgatgccattc
tgacaagatggagtgagttcttactctt--ggctcctgcaagatctggttgttaagagaagtctgctgcctccttccc
ctctctttggcctcctcctctcttgtcatgtgatttatttgctcccccttcacattccaccatgagtagaaacttcct
gaggacttcaccagaagctgagcagttgctggtaccatgcttcctgtatagcctgcagaaccatgagccaaataaatc
tcttttctttatgaattacccagcctcaggcattccattatagcaatgcaa--atggactaagaca---AGCTT---T
-AAAAAGCTATTAAATAAAAATATCGTTTAATACACTATTCTT
>Baboon
AATAGTTCAGAGACAATTTTGCTGGTAGAGTGTTGGTGGCAGATCTGTTCACTTATCCTCA--TTTTTTT-TTGTTGT
TGTTCAGAATAGTGA---ATCTT---tgatatagcttgaatgtttgtcccctccaagtctcatgttgacatgtgatcc
ccagtgctggaggtggggcctggtgggaggtgtttgggtcatga-ggtggattccttg-ggatggtttggtgccattc
tcacaagatggagtgagttcttactctt--ggctcctgcaagatctggttgttaagagaagtctgctgcctccttccc
ctctctttggcctcctcctctcttgtcatgtgacttatttgctaccgcttcaccttccaccatgagtagaaacttcct
gaggacttcaccagaagctgagcagatgctggcgccatgcttcccgcatagcctgcagaaccatcagccaaataaatc
tgtttcctttatgaattacccagcctcaggcattccactatagcaatgcaa--atggactaagaca---ACCTT---T
-TAAAAACTATTAAATAAAAATATCATTTAATACACTATTCTT
>Rhesus
AATAGTTCAGAGACAATTTTGCTGGTAGAGTGTTGGTGGCAGATCTGTTCACTTATCCTCA--TTTTTTT----TTTT
TGTTCAGAATAGTGA---ATCTT---ttatatagcttgaatgtttgtcccctccaagtctcatgttgacatgtgatcc
ccagtgctggaggtggggcctggtgggaggtgtttgggtcatga-ggtggattccttg-ggatgggttggtgccattc
tcacaagatggagtgagttcttactctt--ggctcctgcaagatctggctgttaagagaagtctgctgcctccttccc
ctctctttggcctcctcctctcttgtcatgtgacttatttgctcccacttcaccttccaccatgagtagaaacttcct
gaggacttcaccagaagctgagcagacgctggcgccatgcttcccgcatagcctgcagaaccatcagccaaataaatc
tgtttcctttatgaattacccagcctcaggcattccactatagcaatgcaa--atggactaagaca---ACCTT---T
-TAAAAACTATTAAATAAAAATATCATTTAATACACTATTCTT
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>Marmoset
AATAGTTGAGAGACAATTTTGCTGGTAGGGCACTGGT-GCAGATCTATTCACTTATCTTCATTTTTTTTT----TTGT
TGTTCAGAACATTGA---ATCTT---tgatatagcttgaatgtttgtcccctccaagtctcatgttgacatgtgatcc
ccagtgttggaggtggggcctggtgggaggtgtttgggtcatga-ggtggattcctcg-ggatggtctgatgccattc
tcacaagatggagtgagttcttactctt--ggcttctgcaagatctggttgttaagaggagtctggtgcctttttctc
ctctctttggcctcctcttctcttgtcatgtgaaatatttgctcccccttcatcttccaccatcagtggaaacttcct
gaggacttcaccagaagctgagcagatgctggcgccatgcttcctgtacagcctgcagaaccatgagccaaataaacc
tcttttctttataaattacccagcctcaggcatcccactagagcaatgcaa--atggactaagaca---ACCTT---T
AAAAAAAAGATTAGATAAAAATATTATTTAATACACCACTCTT
>Tarsier
AATAGTTAAGACACAATTTTGCTGGTAGGGCATTAGTGGTTGATCCATTCACCTATCCTTA--ATTTGCTGCTGTTGT
TGCTAAGAACAGTGA---ACCTT---t-atctagtttgggtatctgtcctctccgaatcttatgttgaaatttgatcc
ccagcataggtggtaggacctggagggaagtg-ttgggtcagga-ggtggatccctcatgaactgctgggtgctgttc
ttgcaggattgagcgagttcttactgtt--agcttcctcaagatatggctgttgaaaaaagtctggtgcctcctcccc
acctc--tggcctcttccccactcactgtgggacacacctgcttcc-cttcgtcttctgccatgattggaagcttcct
gagg-cctcatcaga-----agcaaatgctggcaccatgcttcttgtacagcctgcagaaccatgaaactgacacatc
tcttttctttataagttatccaatctcgggtaatccattttagcaacacaa--atggact--gaca---ATCTT---A
AAGTAAGCCATTAAAT-AAAATATTATTTATTATACTGTTGTT
>Bushbaby
AATATCCAAGAGTCAGTTT--------------TGGAGGCTGATCTATTCATCTATCCTCA---TTATTT----T--T
TGTTCATAACAGTGA---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------GCCTT---G
-----AATTATTAAATAAAACTATTATCTGCTAAACTGTCCTC
>Mouse_lemur
AACAGTGAAGGGACAGCTT--------------CGGCTGCAGATCTACTCACCTATCCTCA---TTTTTT----TTGT
TGTTCATAACAGTGA---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------ACCGT---G
AAACAAATTATTAAATGAAAATATTATTTGATAAACTGTTCTT
>Horse
----GCTAAGAGGCAGTTTTGCCACTAGGGGGTTAGGGGAAAGTTTATGCACCTATCCTCA------TTT----CTTT
GGTTCTGAACAGTGA---------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------AACTT---A
AAATAAAACTTTAAAT---ACTGATATTTAAAACACTGTTCTT
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Marker M48

>MSTB
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------------tgat
atggtttggatgtttgtcccctccaaatctcatgttgaaatgtgatccccagtgttggaggtggggcctggtgggagg
tgtttggatcatgggggcggatccctcatgaatggcttggcgccatcccct--tggtgatgagtgagttctcgctctg
ttagttcacgcgagatctggttgtttaaaagagtntggcacctcccccctctctctcttgctcccgctctcgccatgt
gacgtgcctgctcccccttcgccttctgccatgattgnaagcttcctgaggcctcaccagaagccgagcagatgccgg
cgccatgcttcctgtacagcctgcagaaccgtgagccaattaaacctcttttctttataaattacccag-cctcaggt
atttctttatagcaacgcaagaacggactaacaca-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------
>Human
TTC----TAACACTGAAACCTTCTT-----GTCACATCTTTCTAAATGA-----ATTTTGGAGGTATCTCAGGCAACT
GGTCTGTCCAGAGCCATAGAAAACGGCAGAATCATGCTT-ATGTTCATGACCATTTTCTTTTTATCTGCCCTCTCCAC
CTGCAAGCTGGCTGTGGGCTTCGAAGAACTTTCCTTAGTGCGAAGGGCTGAAGAACAGCAACAGCACAC-AATCATC-
-ATTGTTACTATCTCAGGCTATTGACATCAACTCAGTCAAATAATTAAACCCACTCATATTTCAAAAGCTTCTAGTAA
CTATC-ATGGCCATTAATTTTAACCTCAAA-ATTCCACTCTCGGCATTTGAAGTTCTGCCAGA---GTTCC---tgat
-tactttgaatatttgtctcctccaaatctcgtgttgaaatttgatccct--tgttggaggtggggcctggtgagagg
tgtttgggtcacgggggcggatccctcatgaatggcttggt---atccacttgtggtaatgcaggagtttttgctcta
tttgcttacctgagagttggttgtttgaaagggcctggtacctctcccctctctctcttgctcccttcctcttgctaa
gtgatgcctgctctccttcatcttctgttgtgaatggaagctccctgcagccctcaccagaag-----cagatgttgc
caccttgctttttgtacagcctgcagaactgtgagccaactaagcctcttttctttataaatgacccattcctcaggt
gttcctttatagcaa-------atgcactgagata----ACGCC---CAACCTCCCTGTGACTATGCTTCTGACCCAC
TGCAGCTTCACTGGCTCCTTCCTCAC----TCTGATTCTTCACCTGATTCACTGCTTCCTATTC------TAATGGCT
TTCCTGTTACCAAGAAG-AGCTCAGTATC--CACCTG-----------TCTCCCCAAAGGCCTCCCTCTCATGCGAAC
TGAAAAAATCTTG
>Chimp
TTC----TAACACTGAAACCTTCTT-----GTCACATCTTTCTAAATGA-----ATTTTGGAGGTATCTCAGGTAACT
GGTCTGTCCAGAGCCATAGAAAACGGCAGAATCATGCTT-ATGTTCATGACCATTTTCTTTTTATCTGCCCTCTCCAC
CTGCAAGCTGGCTGTGGGGTTCGAAGAACTTTCCTTAGTGGGAAGGGCTGAAGAACAGCAACAGCACAC-AATCATC-
-ATTGTTACTATCTCAGGCTATTGACATCAACTCAGTCAAATAATTAAACCCACTCATATTTCAAAAGCTTCTAGTAA
CTATC-ATGGCCATTAATTTTAACCTCAAA-ATTCCACTCTCGGCATTTGAAGTTCTGCCAGA---GTTCC---tgat
-tactttgaatatttgtctcctccaaatctcgtgttgaaatttgatccct--tgttggaggtggggcctggtgggagg
tgtttgggtcacgggggcggatccctcatgaatggcttggt---acccacttgtggtaatgcaggagtttttgctcta
tttgcttacctgagagttggttgtttgaaagggcctggtacctctcccctctctctcttgctcccttcctcttgctaa
gtgatgcctgctctccttcatcttctgttgtgaatggaagctccctgcagccctcacgagaag-----cagatgttgc
caccttgctttttgtacagcctgcagaactgtgagccaactaagcctcttttctttataaatgacccattcctcaggt
gttcctttatagcaa-------atgcactgagata----ACGCC---CAACCTCCCTGTGACTATGCTTCTGACCCAC
TGCAGCTTCACTGGCTCCTTCCTCAC----TCTGATTCTTCACCTGATTCACTGCTTCCTATTC------TAATGGCT
TTCCTGTTACCAAGAAG-AGCTCAGTATC--CACCTA-----------TCTCCCCAAAGGCCTCCCTCTCATGCGAAC
TGAAAAAATCTTG
>Orangutan
TTC----TAACACTGAAACCTTCTT-----GTCACATCTTTCTAAATGA-----GTTTTGGAGGTATCTCAGGTAACC
GGTCTGTCCAGAGCCATAGAAAATGGCAGAATCATGCTT-ATGTTCATGACCATTTTCTTTTTATCCGCCGTCTCCAC
CTGCAAGCTGGCTGTGGGCTTCGAAGAACTTTCCTTAGTGGGAAGGGCTGAAGAACAGCAACAGCACAC-AATCATC-
-ATTGTTACTATCTCAGGCTATTGACATCAACTCAGTCAAATAATTAAACCCACTCATATTTCAAAAGCTTCTAGTAA
CTACC-ATGGCCATTAATTTTAACCTCAAA-ATTCCACTCTTGGCATTTGAAGTTCTGCCAGA---GTTCC---tgat
-tactttgaatatttgtctcctcccaatctcatgttgaaatttgatccct--tgttggaggtggggcctggtgggagg
tgtttgggtcacgggggcggatccctcatgaatggcttggt---actgacttgtggtaatgcaggagtttttgctcta
tttgcttacctgagagttggttgtttgaaagggcctggtacctctcccctctctctcttgctcccttcctcttgctaa
gtgatgcctgctctccttcatcttctgttgtgaatggaagctccctggagccctcaccagaag-----cagatgttgc
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caccttgctttttgtacagcctgtagaactgtaagccagctaagcctcttttctttataaatgacccattcctcaggt
gttcctttatagcaa-------atgcactgagata----ACACC---CAACCTCCCTGTGACTATGCTTCTGACCCAC
TGCAGCTTCACTGGCTCCTTCGTTAC----TCTGATTTTTCACCTGATTCACTGCTTCCTATTC------TAATGGCT
TTCATGTTACCAAGAAG-AGCTCAGTATC--CACCTG-----------TCTCCCCAAAGGCCTCCCTCTCATGTGAAC
TGAAAAAATCTTG
>Baboon
TTC----TAACACTGAAACCTTCTT-----GTCACATCTTTCTAAATGA-----ATTTTGGAGGTATCTTTGGTGACT
GGTCTGTCCAGAGCCATAGAAAATGTCAGAATCATGCTT-ATGTTCATGACCATTTTCTTTTCATCCACCCTCTCCAC
CTGCAAGCTGGCTACGGGCTTCGAAGAACTTTC-TTAGTGGGGAGGGCTGAAGAACAGCAACAGCACAC-GATCATTC
TATTGTTACCATCTCAGGCTATTGACATCAACTCAGTCAAATAATTAAACCCACTCATATTTCAAAAGCTTCTAGTAA
CTACC-ATGGCCATTAATTTTAACCTCAAA-ATTCCACTCTTGGCATCTGAAGTTCTGCCAGA---GCTCC---tgat
-tactttgaatatctgtctcctccaaatctcatgttgacgtttgatcctt--tgttggaggtggggcctggtgggagg
tgtttgggtcacaggggcagatccctcatgaatggcttgat---accaacctgtagtaatgcaggagtttttgctcta
ttcgcttacctgagagttggttgtttgaaagggcatggtacctctcccctctctctcttgctcccttcctcttgctaa
gtgatgcctgctctcctt-atcttctgttatgagtggaagctccctgcagccctcaccagaag-----cagatgttgc
caccatgctttttgtacagtctgcagaactgtgagccaaataaggctcttttctttacaaatgacccattcctcaggt
gttactttatagcaa-------atgcactgagaca----ACTCC---CAACCTCCCCGTGACTATGCTTCTGACCCAC
TGCAGCTTCACTGTCTCCTTCCTGACTCTATCTGATTCTTCACGTGATTCACTGCTTCCTATTC------TAATGGCT
TTCCTGTTACCAAGAAG-AGCTCAGTATC--CACCCA-----------TCTCCCCAAAGTCCTCCCTCTCATGTGAAC
TGAAAAAATCTTG
>Rhesus
TTC----TAACACTGAAACCTTCTT-----GTCACATCTTTCTAAATGA-----ATTTTGGAGGTATCTTTGGTGACT
GGTCTGTCCAGAGCCATAGAAAATGTCAGAATCATGCTT-ATGTTCGTGACCATTTTCTTTTCATCCACCCTCTCCAC
CTGCAAGCTGGCTACAGGCTTCGAAGAACTTTC-TTAGTGGGGAGGGCTGAAGAACAGCAACAGCACAC-CATCACC-
-ATTGTTACCATCTCAGGCTGTTGACATCAACTCAGTCAAATAATTAAACCCACTCATATTTCAAAAGCTTCTAGTAA
CTACC-ATGGCCATTAATTTTAACCTCAAA-ATTCCACTCTTGGCATCTGAAGTTCTGCCAGA---GCTCC---tgat
-tactttgaatatctgtctcctccaaatctcatgttgacgtttgatacct--tgttggaggtggggcctggtgggagg
tgtttgggtcacgggggcagatccctcatgaatggcttggt---accaacctgtagtaatgcaggagtttttgctcta
ttcgcttacctgagaattggttgtttgaaagggcatggtacctctcccctctctctcttgctcccttcctcttgctaa
gtgatgcctgctctcctt-atcttctgttatgagtggaagctccctgcagccctcaccaggag-----cagatgttgc
caccatgctttttgtacagtctgcagaactgtgagccaaataaggctcttttctttataaatgaccccttcctcaggt
gttcctttatagcaa-------atacactgagaca----ACTCC---CAACCTCCCCGTGACTATGCTTCTGACCCAC
TGTAGCTTCACTGGCTCCTTCCTGACTCTATCTGATTCTTCACCTGATTCACTGCTTCCTATTC------TAATGGCT
TTCCTGTTACCAAGAAG-AGCTCAGTATC--CACCCA-----------TCTCCCCAAAGGCCTCCCTCTCATGTGAAC
TGAAAAAATCTTA
>Marmoset
TTCGACCTAACACTGAAAACTTCTAAGACAGAAACATCTTTCTAAGTAA-----ATTTTGGAGATATCTCAGGTGACC
AGTCTATCCAGAGCCATAGAAAATGGCAGAATCATGCTT-GTGTCCATGACCACTTTCTTTTCATCCACCCTCTCCAC
CTGCAAGCTGAGTGTGGGCTTCAAAGAACTTTCCATTGTGGGAAGGGCTGAAGAACATCAACAGCACACGAATCATC-
-ATTGTTACTATCTCAGGC-ATTGACATCAACTCAATGAAATAATTAAACCCAAGCATATTTCAAAAGCTTCTAGGAA
CTACC-TTGGCAATTAATTTCAACCTCAAA-ATTTCACTCTGGGCATTTGAAGTTCTGCCAGA---CCTCC---tgac
-tgctttggttatttgtctcctccaaatctcatgttgaaatttgatccct--cattggaggtggggcctcgtgggaca
tgtttgggtcacgggggtggatccctcaaaaatgagttggc---accgacctgtggaaatggaggagtttttgctcga
ttagctcacctgagagttggttgttggaaaaggcctggtacctctcccttttctctcttgctccctttctcttgctaa
gtgatgcctgctctccttcatcttctgctgtgagtggaagctcccggcagcc--------------------------
----atgctttttgtacagcctgcagaactgtgaaccaaataagcctcttttctttatatatgacccag-cctcaggt
gttcctttataacaacacaa--atgcactgagaca----ACTCC---CAACCTCCCCATAACTATGCTTCTGATCGGC
TCCAGCTGCACTGGCTCCTTCCTGACTCTACCCAATTCTTTACCTGATTCACTGGTTCCTGCTC------TAATGGCT
TTCCTGTTACCGAGAAG-AGCTCAGCACC--CACCTG-----------TCTTCCCAAAGTCCTCCCTCTCATTCGATC
TGAAAAAACCTTG
>Tarsier
TTC----TAACATCGCACCCCTCTT-----GTCCTGTCTTTCTAAGTGA-----ATATTGCAGGTATCTCAGGGGACC
AGTCTCCCCAGGGCTACACAAAATGACAGACACATACTT-GTGTCCACGATCGTTCCCTTCTCATCACCCTTCTCCAC
TTACAAGCTGGCTATTGACTTCACAGGCCTGTCC-------GCGGGGCTGAAGAACACCAAT-GTTCATGAATGACC-
-AGTGTTACCATCTCGGGCCATTTACATCAACTCAATCAAATAATTAAACTTGCCCACATTTAAAAAGCTTTCAATAA
TTCCC-ATGACCATTAATTTTAACCTTATA-ATTCCACTCTTGGCCCTTGAAACTTTGCCAAA---CCTCT---tgac
atagtttggatgcttgtcccctctaaatctcatgttgaaatgtgatccccagtgttggaggtggggcctgttgggaag
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tgtctgggtcatgggggtggagccctcgggaatgacttctt-----------------ataagtgaattcttgctctg
ctagttcatgggagagctggttgtttaaaagaacatgactccccttctgtctctcccttgtttccttcctcttgccat
gtgatgcctgttccttttggccttctgctatgagtgggtgcttcctgaagccctcaccagata-----cagttcctgg
cgccatgcttcttgtacagcttgttgaagtatgaaccaaatagacctcttttctttttaacttacctag-ccttagat
attcttttatagcaatgcaa-----aacagactaA----GCTCC---CAATCTCCC-ATAATTATGCTCCTGACCCAC
TGCA--------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------
>Bushbaby
TTC----TAAAATCGAAGCCTTCTT-----GTCATGTCTCTCTAAGTGC-----CTTT--GAGGCATCTCCGATGATG
ATTCTCTC-------------------AGAGCCATGCTG-GTGTTCATGGTCTTTTCCTTCTCATCAGCCCTCTCCAC
CTGCAAGCTGACTATTGGCTTCAAAGGACTTTGCATGGTTGGAACAAAGGAAGAACA-TCAAAGCACATGCATAATT-
-GTTGCTACCATCTTAGACCTTTTCTATCAATTCAATTAAATAATTAAACTTGCCCGCATTTCAAAAGTGCCCAATAA
CTCCC-ATTGCCTTTAATTTTAACCTCAAA-ATCCCACTCATGCCATTCGAAACTCTGCCAAA---------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------GTTCC---CAACCTCTGCTTGACTATGGTCCTGACCCTT
CCCAGCGGTACTGGCCCCCTCCTGATCCTATCTGATTTTTTAACTGATTGATTCACTGGTTTGAC-----TAA-----
------------------AACTCAGCATC--CACCTT-----------TCCCTCCAAAGTCCTCCCAATCATGCAAAC
TGGAAGAAACCTG
>Mouse_lemur
TTC----TAACACTGAGCCCTTCCT-----GTCACACTTTTCTGAGTGC-----ATTTTGGAGCCATCTCAGGTGACC
AGTCTCTCCAGGGCCATAGAAAATGACAGAGGCATGCTG-GTGTTCATGACCATTTTCTTCTCACCAGCCCTCACCAC
TTGCAAGCTGACTATTGGCTTCAAAGGATTTTCCATGGTTGGAAGAACTGAAGAATACTGAAAGCACAAGGATAATC-
-ATTGTTACTATCTCAAGCCTTTTATGGCAACTCAATTAAAAACTTAAACTCACCCGCATTTCAAAAGCTACCAATAA
CTCCC-GTGACCATTAATTTTAACCTCAAA-ATCTCACTCTTGGCATTTGAAACTTTGCCAAG---------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------GCCCC---CAACCTCCCCATGGCTATGGCCCCGACCCAC
TGCAGCTGCGTTGACACCTTCCTGAT----TCTGATTCTTTTCCTGAGTCACTGGTTCCTACCCCCAGACTAATGGCT
TTCCTGTTGCCAAAAATGAACTCAGCATC--CACTTT-----------TCCCGCCAAAGTTCCCCCAATCATACTAAC
TGGAAGAATCTTG
>Mouse
TTC----TAATTTTGAGGCCT-CTT-----GTCACATCTTCCTAAGTCATTTTGATTTGAGAGGTATCTCCAGCAACT
ATTCTCTCCAGACCCATAGAAGTTAACAGAGACCTGCCTCATGTTCATGATCATTTGCTACCCTCAAATTCTCTTCTC
TTACAAGCTTGCTGCAGGTCTCAATGGCATTTCTAGAGTTAGAATGCTTGGGGAATGCCAACAGCACAAAAATAATC-
-ATGGCTCTCACCTCAGACCACCAACACCACCTCAGTTAAACA--GAAGTACAACCACATTTTAAGATATTCAAATAA
TTTTG-GTGACCATTCTTTCTAACTTCAAA--CTCCAGCCTTGACATTTGAACATTCACCAAT---------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------GGCCT---CA------------CAATTCTCCTTACTCCT
GGCAGCTGTACGGGTTCCCTGACAGA----TCTGTTC----ATCTAGTTCATAGCTTCTTATGCTCCTATCTAAGATG
AACTTTGTATCCACCAC-CTCCTACCCTCAGAACCAAGATGAACACAGCAACCCCTAAGTATTCCCCGGCATGCTAAC
TGGAAAACTCTT-
>Dog
TTC----TCACGTTGAGCACTTCTT-----GTCACATCTTTCCAAGGGGCCTTGATTTAGAAGGTATCTCAGGTGACC
ATTCTCTCCAGAGCCATAGAAAAA-----------------TGG---------CTTTCTTCTCTGCAGCTCCTTCCAT
TTGCAAGCTGCCTATTGGCTTCAAGAGACTTTCTACTGTTGAAGGGTCAGAAGAAGAGCAAATGCACGAGAATAATC-

190



-ACTGTCACCCTCTGAAGCCATTTACATCAGCTCCATCAAACAA----GCCCACTCACATTGCAAAATCGTCCAATAG
CGCCTCATTACCATTAATTTTAACCTCAAATATCCCAATCTTAGTATTTGAAGGTCTGCCAAA---------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------GCTGC---CAGCCTCCCCATGATTATGCTCCCTGCCAAC
TGCAGCTGCACTGGTTCCTCCCTGATTACAACAGACTCTTTACTTGATCCACTGGTTGTTCTCC-CAGAATGGTGGCT
TTCCCATTGCAGAGAAG-AGCTCACCATC--CCCTTT-----------CTTGCCAATATGCCCCCCTATCATGCAAAG
TGGAAGAA-----
>Horse
TTC----TAACACTGAGCCCTTCTT-----GTCACATCTTTCTAAGGGACCTTGATTTTGGAGGTGTCTCAGGTGACC
TTTCTCTCCAGAACCATAGAAAAGGACAGAAGCATGCTTTGTGGTCACCTTCATTTTCTGCATGTCAGCCCTTTCCAC
TCACAAGCTGGCTGTTGGTTTTAAAGGACTGTCCACTGTTGGAGGGTCAGAAAAACCGCGAGCACAAAAGAGTAATC-
-ACTGTCACCGTCAGAGGCCGTTTATGTCAACTCCACTAAATAATTGAACCCAC-CACATTTAAAAATCTTCCAAGA-
GCTCCTATTACCATTAACTT-AACCTCAGA-ATCCCAATCTTGGCATCTGAGACCCTGCCAAA---------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------ACTCC---CAGCTTCCCCACGATGATGCTCCCTGCCCAC
TGCAGTGGCATTGGCTCTTTACTGATTGTATCTGACTCTTTACTTGAT--ACTGGTTGTTACCC-CAGACCAATGGCT
TTCCCGTTACCAAGAAG-AGCTCAGCATC--CACCTT-----------CCCCCCAAAAAACCTCCCTATCATGCAAAC
CGGAGGAA-----
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Marker M51

>MSTB1
------------------------------------------------------------------------------
--------tgctatagtttggatgtttgt-cccctccaaacctcatgttgaaatttgatccccagtgttggaggtggg
gcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgag
tgagttctcactctattagttcccgcgagagctggttgtt-----aaaaagagcctggcacctccctcctctctctct
tgcttcctctctcgccatg--tgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcag-cctg
aggccctcaccagaagca------gatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacc
tcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca-------------
-------------------------------------------------------
>Human
GAATTGGCAAGATCAGATTATT---AACTGAGAAACAGCTATAACTAGCATTTATTTGGCACTTCCTACATA---CCA
A---G---tgctatacttttgatgtttgt-cctcccgaacattatgttgaaattcag-tgccaaattctggaa----g
gcctaatggcagacgtttggattatgggggcagaggtcccaagaatggcttggtgccttccct----gtggtaacaaa
taagttctcactctattaattcacatgagagctggttgtt-----aaaaagtgcctgccttcccc--tctgctccgct
tgct-tctctcatgtgatc--tg-cacatcccagctccccatccccttccac------catgagtggaagcag-cttg
aggccctcaccagaagca------gatgctggtgtcatcttccttgtacagcctgtggaactgtgagccaaataaatc
tcttttgtttacaaa-tatcatgcctcaggcattcctttgtagcaacacaa-atggattatgaca---TGAGG---CA
ATATAAAATTATTGGAAACTTACTAAAAGAGGATGAAGTGATATCAAAGAT---C
>Chimp
GAATTGGCAAGATCAGATTATT---AACTGAGAAACAGCTATAACTAGCATTTATTTGGCACTTCCTACATA---CCA
A---G---tgctatacttttgatgtttgt-ccccccgaacattatgttgaaattcag-tgccaaattctggaa----g
gcctaatggcaggtgtttggattatgagggcagaggtcccaagaatggcttggttccttccct----gtggtaacaaa
taagttctcactctattaattcacatgagagctggttgtt-----aaaaagtgcctgccttcccc--tctgctccgct
tgct-tctctcatgtgatc--tg-cacatcccagctccccatccccttccac------catgagaggaagcag-cttg
aggccctcaccagaagca------gttgctggtgtcatcttccttgtacagcctgcggaactgtgagccaaataaacc
tcttttgtttacaaa-tatcatgcctcaggcattcctttgtagcaacacaa-atggattatgaca---TGAAG---CA
ATATAAAATTATTGGAAACTTACTAAAAGAGGATGAAGTGATATCAAAGAT---C
>Orangutan
GAATTGGCAAGATCAGATTATT---AACTGAGAAACAGCTATAACTAGCATTTATTTGGCACCTCCTACATA---CAA
A---G---tgctatacttctgatgtttgt-ccccccgaacattatgttgaaatttcg-tgccaaattttggaa----g
gcctaatggcagatgtttggattatgggggcagaggtcccaagaatggcttggtgccttcctt----gtggtaacaaa
taagttatcactctattaattcacatgacagctggttgtt-----aaaaggtgcctgccttcccc--tctgctccgct
tgct-tctctcatgtgatc--tg-tacatcccagctcccagtccccttccac------catgagtggaagcag-cttg
aggccctcaccagaagca------gttgctggtgtcatgttacttgtacagcctgcggaactgtgagccaaataaacc
tcttttgtttacaaattatcatgcctcaggcattccttcgtagcaacacaa-atggattatgaca---TGAGG---CA
ATATAAAATTATTGGAAACTTACTAAAAGAGGATGAAGTGATATCAAAGAT---C
>Baboon
GAACTGGCAAGATCAGATTTGT---AACTGAGAAACAGCTATAACTAGCATTTATTTGGTACTTCCTACATA---CCA
A---G---tgctatacttttggtgtttgt-ccccacaaacattatgctgaaattcag-tcccaaattttggag----g
gcctaatggcaggtgtttggatgatgggggcacttgtcccaagaatgacttggtgccttcctt----gtggtaacaaa
taagttctcactctattaattcacatgacagctggttgtt-----aaaaagtgcctgccttcccc--tctgctctgct
tgct-tctctcacgtgatc--tg-cacaccccaggtccccattcccttacac------tatgagtggaagcag-cttg
aggccctcaccagatgca------gttgctggtgccatgttccttgcacagcctgcagacctgtgagccaaataaacc
tcttttgtttataaatgatcatgcctcaggcattcctttgtaacaacacaa-atggattatgaca---CGAAA---CG
GTATAAAATTATTGGAAACTTACTAAAAGAGGATGAAGTGATATCAAAGGT---C
>Rhesus
GAACTGGCAAGATCAGATTTTT---AACTGAGAAACAGCTATAACTAGCATTTATTTGGAACTTCCTACATA---CCA
A---G---tgctatacttttgatgtttgt-ctccacaaacattatgctgaaattcag-tcccaaattttggag----g
gcctaatggcaggtgtttggatgatgggggcacttgtcccaagaatgacttggtgccttcctt----gtggtaacaaa
taagttctcactctattaattcacatgacagctggttgtt-----aaaaagtgcctgccttcccc--tctgctctgct
tgct-tctctcacgtgatc--cg-cacacctcaggtccccattcccttacac------tatgagtggaagcag-cttg
aggccctcaccagatgca------gttgctggtgccatgttccttgcacagcctgcagacctgtgagccaaataaacc
tcttttgtttataaatgatcatgcctcaggcattcctttgtaacaacacaa-atggattatgaca---CGAAA---CA
GTATAAAATTATTGGAAACTTACTAAAGTAGGATGAAGTGATATCAAAGGT---C
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>Marmoset
GAACTGGCAAGATCAGATTTTT---AACTGAGAAATAGATATAACTAGCACTTATCTGGTACTTCCTAGATA---CCA
ACATG---aaacatacttttgatgtttgt-cccaccaaacattatattaaagtttag-tcccagattttgggg----g
tcctaatggcagatgtttggattatgggggcagatgtcataagaatggcttggtgtcttcctc----atggtaataaa
taagttctcactctattaattcacatgacagctggttgtt-----aaaaagtgcctgccttcccc--tctgccccgct
tgct-tctcccatgtgatc--tg-caaatcctagctcct-attcccttccgc------cacgagtggaagcag-cttg
aggccctcaccaaatgca------gttgttggtg-----tgccttgtacagcctgaagaactgtgagccaaataaacc
tattttgtttacacattatcctgcctcaagcattccttcgtagcaacacaa-atggattatgaca---CTAGG---CA
ATACAAAATTATTGGGAACTTACTCAAAGAGGTTGAAGTGATATCAAAGAT---C
>Tarsier
-------CAAGTTCAGATTTTTTAAAACCGAGAAACAGTTATAACTAGCACTTATTAGGTACTTTCTGCATA---CCC
G---G---tgctatagtgtagatgtttgt-ccctccaaactttatgttcaa-tttga-tccccaattttggaagtggg
acctgatatgagatgtttgtgtcat----------ctctcatgaatggcttggtgctatcctt----ttgttaatgag
tgagttcttaccctgttggttcccatgagaactgtttatttaaaaaaagaaatcctagcaccacc--ccctccctact
ggctctctcttgtgggatctttg-caaatgctggctccc-atttccttccac------tatgagtagaagcagccttg
acgccttcagcacatgcaagggctggggctggtgctctgcttcttgaacagtctgcagaactgtgagccaaatagacc
ttttttcttcataaattgctcagtctcgtgtactccttcaaaacaacac-a-atggactgagata---CCAGG---CC
ATATGAAATTGTTGGGATCTTACTCAAAGAGGATAAAATGTTGTCAACAAAGGTC
>Bushbaby
GAATTGGCCGGATCAGATTTTT---AACTGAAAAGCAACTAAAATTAGTGTTTATTAGGCACGTCCTGCAGA------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------CAGAG---CA
ATACAAAACTATTAGAACCTCACTTAAAGAGGATAAAGTGATATCAAAGGAGG-C
>Mouse_lemur
GAATTGGCAAGATCAGATTTTT---AACAGAGAAACAGCTAAAACCAGTATTTATTAGGCACTTTCTACATA------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------AGT---CA
ATATGAAATTATTGGAAACTTACTCAAAGAGAACAAAGTGATGTCAAAGAA----
>Tree_shrew
AAAT----AAGTCAAGGTCTTA---AACTTAGAAATGGCTGTAACTAGTGGTTGTTAATACCTGACTATATA------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------CCAGG---CA
ATATGAAATTATGGGAAACTT----AAAGAAGATGATGTTTTGTCAAAGGT---C
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Marker M51

>MSTB
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------tgatatggtttggatgtttgtcccctccaaatctcatgttgaaatgtgatccccagtgttgga
ggtggggcctggtgggaggtgtttggatcatgggggcggatccctcatgaatggcttggcgccatccccttggtgatg
agtgagttctcgctctgttagttcacgcgagatctggttgtttaaaagagtntggcacctcccccctctctctcttgc
tcccgctctcgccatgtgacgtgcctgctcccccttcgccttctgccatgattgnaagcttcctgaggcctcaccaga
agccgagcagatgccggcgccatgcttcctgtacagcctgcagaaccgtgagccaattaaacctcttttctttataaa
-----ttacccagcctcaggtatttctttatagcaacgcaagaacggactaac-aca---------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------
>Human
TGAAGTCTAACAACTCATTGCATGTAATTGATAATTTGCAATATGTCCTGGATCTACAGAATAGCAAAACTATGGTAT
------AAATAGTTTTCTGCTTTGTTGAGTGAGTGCTTTGAAGACCTAAGAACTTTAGG--------GAAGCAAAGAA
TGA---CATCT----tg--------------------------------------------------------ttgga
ggcggggcctgaagggaggtgttttgg-ttatgggggcagatctctcatgaactg-tttggtgccttcctggcagtaa
tgtgtga-cttcttgctctag----------agctggttgtttaaaacagcccagcacc---ctttcttcttgcttgc
tccctgttttgccatgtgacacactggctctcctt--gccttcctccatgaataaaagcttcctgagacctcaccaga
agctgagcagatactggtgccatggttcttgtacagcctgccgtacc---------ataaatttcttttcttcatcaa
-----ttaccctatctcaggtagtcctttacagcaatgtaa-aacagactaatgaaa---CATAC---AGAGGCTGTG
GACGAGTTTTAACCTGCGCCG----------------ACATGAGAGAGGCTTAAGCACTATTGGGGGTAGAAGAGGAG
GGAGGCATATCAACCCTGAAGACAGCACA--------AAGAGGGAGGAAAAACAGGAATTGAGGTCAACCTTCACTCG
CTGAAAAGCTTA------------------AATATTGTGTGCATGTGTTTT-T
>Chimp
TGAGGTCTAACAACTCATTGCATGTAATTGATAATTTGCAATATGTCCTGGATCTACAGAATAGCAAAACTATGGTAT
------AAATAGTTTTCTGCTTTGTTGAGTGAGTGCTTTGAAGACCTAAGAACTTTAGG--------GAAGCAAAGAA
TGA---CATCT----tg--------------------------------------------------------ttgga
ggtggggcctgaagggaggtattttgg-ttatgggggcagatctctcatgaactg-tttggtgccttcctggcagtaa
tgtgtga-cttcttgctctag----------agctggttgtttaaaacagcccagcacc---ctttcttcttgcttgc
tccctcttttgccatgtgacacactggctctcctt--gccttcctccatgaataaaagcttcctgagacctcacaaga
agctgagcagatactggtgccatggttcttgtacagcctgccgtacc---------ataaatttcttttcttcatcaa
-----ttaccctatctcaggtagtcctttagagcactgtaa-aacagactaatgaaa---CATAC---AGAGGCTGTG
GACGAGTTTTAACCTGTGCCG----------------ACATGAGAGAGGCTTAAGCACTGTTGGGGGTAGAAGAGGAG
GGAGGCATATCAACCCTGAAGACAGCACA--------AAGAGGGAGGAAAAACAGGAATTGAGGTCAACCTTCACTCG
CTGAAAAGCTTA------------------AATATTGTGTGCATGTGTTTT-T
>Orangutan
TGAAGCCTAACAACTCATTGCATGTAACTGATAATTTGCAATATGCCCTGGATCTACAGAATAGCATAACTATGGTAT
------AAATACTTTTCTGCTTTGTTGAGTGAGTGCTTTGAAGACCTAAGAACTTTAGG--------GAAGCAAAGAA
TGA---CATCT----tg--------------------------------------------------------ttgga
gatggggcctgaagggaggtgttttgg-tcatgggggcagatctcccatgaactg-tttggtgccttcctggcagtaa
tgtgtga-cttcttgctctag----------agctggttgtttaaaacagcccagcacc---ctttcttcttgcttgc
tccctcttttgccatgggacacactggctttcctt--gtcttcctccatgagtaaa-tcttcctgagacctcaccaga
agctgagcagatactggtgccatggttcttgtacagcctgccgtacc---------ataaatttcttttcttcatcaa
-----ttaccctatctcaagtactcctttatagca-tgtaa-agcagactaatgaaa---CATAC---AGAGGCTGTG
GACAAGTTTTAACCTGTGCCG----------------ACATGAGAGAGGCTTAAGCACTATTGGGGGTAGAAGAGGAG
GGAGGCACATCAACCCTGAAGACAGCACA--------AAGAGGGAGGAAAAACAGGAACTGAGGTCAACCTTCACTCG
CTGAAAAGCTTA------------------AATATTGTGTGCATGTGTTTT-T
>Rhesus
TGAAGCCTAACAACTCATTGCATGTAACTGATAATTTGCAATATGTCCTGGATCTACAGAATAGCATAACTATGGTAT
------AAATACTTTTCCACTTTGTTGAGTGAGTGCTTTGAAGACCTAAGAACTTTAGG--------GAAGCAAAGAA
TGA---CATCT----tg--------------------------------------------------------ttgga
ggtggggcctgaagggaggtgttttgg-tcatgggggcagatctctcatgaacgg-tttggtgtcttcctggcagtaa
tgtgtga-cttcttgctctag----------agctggttgtttaaaacagcccggcacc---tctt---cttgcttgc
tccctctcttgccacgtgacacactggctcccctt--gccttcctccatgagtaaaagcttcctgagacctcactaga
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agctgagaagatactggggccatggttcttgtacagcctgccatacc---------ataaatttcctttcttcatcaa
-----ttaccctatctcaggtattcctttatagcaatgtaa-aac-gactaatgaaa---CATCC---AGAGGCTGTG
GACGAGTTTTAACCTGTGCCA----------------ATATGAGAGAGGCTTAAGCACTATTGGAGGCAGAAGATGAG
GGAGGCACATCAACCCTGAAGACAGCACG--------AAGAGGGAGGAAAAACAGGAAATGAGGTCAATCTTCACTCG
CTGAAAAGCTTA------------------AATATTGTGTGCATGTGTTTT-T
>Baboon
TGAAGCCTAACAACTCATTGCATGTAACTGATAATTTGCAATATGTCCTGGATCTACGGAATAGCATAACTATGGTAT
------AAATACTTTTCTACTTTGTTGAGTGAGTGCTTTGAAGAACTAAGAACTTTAGG--------GAAGCAAAGAA
TGA---CATCT----tg--------------------------------------------------------ttgga
ggtggggcctgaagggaggtgttttgg-tcatgggggcagatctctcatgaacgg-tttggtgccttcctggcagtaa
tgtgtga-cttcttgctctag----------agctggttgtttaaaacagcccggcacc---tctt---cttgcttgc
tccctctcttgccacgtgacacactggctcccctt--gccttcctccatgagtaaaagcttcctgagacctcactaga
agctgagaagatactggggccatggttcttgtacagcctgccatacc---------ataaatttcttttcttcatcaa
-----ttaccctatctcaggtattccttgatagcaatgtaa-aac-gactaatgaaa---CATCC---AGAGGCTGTG
GACGAGTTTTAACCTGTGCCA----------------ATATGGGAGAGGCTTAAGCACTATTGGAGGCAGAAGACGAG
GGAGGCACATCAACCCTGAAGACAGCACA--------AAGAGGGAGGAAAAACAGGAACTGAGGTCAATCTTCACTCG
CTGAAAAGCTTA------------------AATATTGTGTGCATGTGTTTT-T
>Marmoset
------------------TGCATGTAATTAATAATTTGCAATAGGTCCTGGATCTACAGAATAGCATAACTATGGTAT
------AAACACTTTTCTGCTTTGTTGAGTGAGTACTTTGAAGACCTGAGAACTTTAGG--------GAAGCATAGAA
TAA---CATCT----tg--------------------------------------------------------ttgga
ggtggggactgaaggaaggtgtctggggtcatgggggcagatctctcatgaacag-tttggtgccttcatggcagtaa
tgtctga-cttcttgctctgg----------agctggttgtttaaaagagcctggaacc---ccttcaccttgcttgc
tccctct--tgccatgtgacacacaggctctgctt--gccttcctccatgagtaaaatcttcctgagacctcaccaga
agctgagcagacaatagtgccatggttcttacacaacctgccatacc---------ataaatttcttttcttcatcaa
-----ttactatatctcaggtattcctttacagcaatataa-aacagactaatgaaa---CATCC---AAAGGCTGTG
GATGAATTTTAACCTGCACTG----------------ACATAAGAGAGGTTTAAGCACTACTGGAA-TGCGGGAGGAG
AGAGACACATCAGCCCTGAAGACAGCACA--------AACAGTGAGGGAAAACAGGAACTGAGGTCAACCTTCACTGG
GTGAAAAGCTTA------------------AATATTGTGTGGATGTGTTTT-T
>Tarsier
TAGAGTCTAACAACTCATTGCAAGTAATTGAAAATTTGCAATGCCTCCTAGATGTACAGAATTACATAAGGGTGGTAT
------AAATATTTTTCTGCTTTGCTGAGTGAGCACTTTTAAGATCACAGAACTTTAGG--------GAAGCAAGGAA
TCA---CATC-----tgatatagtttggatgtttgttccctctaaatctcatggtgaaatgctagccctaacattgga
ggtgaggcctggtgggaggtgtttgga-tcatgggg-tggatttttcatgaatggctttgatgccctccctgcactga
tgagtaa-gttctccctctacgaattcctgacagcggtttgtttaaaagagcctggcacttacctccccttcacttgc
cgcctct--caccatgtgacac-ctggctcccttt--gccttca-cagtaagagaaagcttcctgaggcctcactagc
agctgagcagatgccagtgccctgcttcctgtacagtctgcagaattgtgagccaaataaaccttttttctttccaga
gacttttacccaatctcaggtatccctttatagcaacccag-aatggactaataaaa---TACCC---AAAGGCCGAG
GAGTAGTTTTAATCTCCACAGGGATGGGGGACAGCAGGGCTAAGAGAAGCTTAAGCAGCATTG-----AGAAGGGGAG
AAAGTCACATCAACTCTGAGGATAGCACAGAGTGACAAAGTGGGAGGGAAAACAGGAACCGAGGTCAACCTTCATTTG
CTGAAAAGCTTA------------------AATACTGTGTAGGTGTATTTT-T
>Bushbaby
TGCTTTGAAA--------TGCATGTAACTGATGATTTCCAACAATTCCTGGATCTACAGAATAGCAAAAAGGTGTCAT
------AAATATTTTTCTGATTTGTTCAGTGAGTGCTTTTAAGGCTTCAGAACTCTAGG--------GAAGCAAAGAA
TAA---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------CAGCC---TAAGGTACTG
CAGCAGACTTAACCTGTCCTT--------------------AAGCACTGCTTAAGCACTCCTAGGG-CAGAAGGGGAG
AGAGTCATGTTAGCACTGAGGACAGTACA--------AAGTGGGAGGAGAACAAG-AGCCAAGGTCACCCTTTACTCA
CTGAAAAGTTTA------------------AATACTGTGTAGGAGTGTTTTAT
>Mouse_lemur
------------------------------------------------------------------------------
--------------------TTTGTTGAGTGAGTGCTTTGAAGGCCTCGGAACTTTAGG--------GAAGCAAAGAA
TAA---------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------TGCAT---AAGG-CTGTG
GCGCAGATTTAACCTGTGCTT-------CCAGGAGAGAGATAAGAGAGGCTTAAGCACTACTGGGGGCAGAAAGGGAG
AGAGTCATGTCAGCACTGAGGACAGCACA--------AAGCAGGAGGGAGAACCG-AGCCAAGGTCAACCTTCACTCA
CTGACAAGCTTA------------------AATATTGTGT-GGTGTGTTTTTT
>Tree_shrew
TGAAGCCTGACAATGCATTGCTTGTAATTGATAATTTGCAATATATCATGGATCCACAGAATGGCATAAAGGTAGTAT
GAATGTAAATATCTTTATGCTTGGCT----GGGCATATTTAAAGTCTCAGAATACTAGAATACTGGAGAAGCAAAGAA
TAA---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------CATCC---AAGA-CTGTG
GAGTAGTTTTAACCTATGCTG-----------AGGAAGAGACATGCAGGTTCACGCACTGTCAGG---AGAAGGGGAG
AGAGTCCTGTCAGCCCTGACTATAGCA----------GAGTGGGAGGGAAAAT--GAGCTGAGGTCAATCTTCACTTA
CCCAAAAAGTTT------------------AAAATTATTATTTTCTTTTTT-T
>Dog
TGAAGCGT---AACTCCTTGCATATAATTGATAATTTTCAATATGTCCTAAATTTACAGAATAGCACA-GAGTGGTAT
-ACATATACGTACTTTTTTTAGATTTGAGTGAGCACTTTCAACGGCTCAGAATTTTAGG--------GAAGCAAATAA
TAA---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------TGTTC---AGAAGTTGCA
GAAGAGTTTTTATCTGCACAT-----GGAGGAGAGACATGAAAGATAGGCTTAAGTACTGTTGGGGGTAGAAGGGGA-
------CTGTCTACCCTGACAACAGCATG--------GAGTAGGTGGGAAAATGAG--CTCAGGTCAGCTTTTGCCC-
-TGAAAAGCTTACATAGATTCCAGAGAGA-AGCACCACCTATGTATGTCTT-T
>Horse
TGAAGCTT---AACTCATTGCATGTAATTGATAATTTTCAATAAGTCTTGGATCTGCAGAATAGCATATGGGTGGTAT
------AAATATATTTCTGCTTGATTGAA-GAGTGCTTTTATCACCTCATAACTTCAGG--------GAAGCAAAGCA
TAA---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------TGTCC---AAAGTCTGTG
GAATGGTTTTAACCTGCACCT-------GGGAGAGAGCCACAAGAGAGGCTCAAGCACTAGAGGGGA-AGAAGGGTAG
--AGCCATGTCTACTCTGACAGCAGCGTG--------GAGTGGAGGGAAGCAGGAG--CTGAGGCCAACCTTCACTC-
-TGAAAAGCTCAAATACATTCCTGGAAGGTAGCAC-ATCTCTGTATATTTT-T
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Marker M53

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------tgctatagtttggatgt
ttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggt---ggggcctaatggg-aggtgtttgggt
catgggggcggatccctcatgaatagattaatgccctccctc-----ggggtggggatgagtgagttctcactctatt
agttcccgcgagagctggttgtt-------aaaaagagcctggcacctccctcctctc--tctcttgcttcctctctc
gccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaag
c----agatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaatta
cccagcctcaggtattcctttatagcaacacaaaatggactaagaca-------------------------------
-----------------------------------------------------------
>Human
TGTTGCTTCAATAA-TCTTTTTGTCACCACCAA------CCA-GAAAATGGTTTG-AGAGAGGAGAAGGTTTCCTTTG
A-AAA-------CAATGCCCTTAAGAATGTAATCTCTGAATACTTCCTTGTCTTGTTCGTTAAGTATGTCACTT----
------TTGACC--ACCATGAGCTTGTC----CACTGATGATGCAAGTGT---GCAGC---tgctttggtttggatac
ttgacctctccaaatctcaagttgaaatttaatccccagtgttggaagt---ggggatataaggg-gggtgtttgggt
cctgggggtggatccttcatgaatagattaatgcccttgt------------gttgggggatgagttctcactttatt
agctg--ttttttttttttt---------------aaacctagcaccttccaaccccc----accaacttcttccctt
cccatgtgatgtccacatgagctgtctctgctttgccttgcaccatgagtggaaacagcctgcagccctcatcaaaag
c----agatgctggtgccatgcttcttatacagcctgcagagccgtgagccaagtaaacctgt----ttcatag----
-tcagtctcaggtatttccttatagcaacac-----agacttagaaa---GAAGC---TCATCATGATTCT-AGCTAA
CTGGAGGTCTGAGAAGCATGAGCCATGGAAGATGAAGTAAATCACAACAAAGGCAAGTA
>Chimp
TGTTGCTTCAATAA-TCTTTTTGTCACCACCAA------CCA-GAAAATGGTTTG-AGAGAGGAGAAGGTTTCCTTTG
A-AAA-------CAATGCCCTTAAGAATGTAATCTCTGAATACTTCCTTGTCTTGTTCATTAAGTATGTCACTT----
------TTGACC--ACCATGAGCTTGTC----CACTGATGATGCAAGTGT---GCAGC---tgctttggtttggatat
ttgacctctccaaatctcaagttgaaatttaatccccagtgttggaagt---ggggatataaggg-gggtgtttgggt
cctggaggtggatccttcatgaatagattaatgcccttgt------------gttgggggatgagttctcactttatt
agctgttttttttttttttt---------------aaacctagcaccttccaaccccc----accaacttcttccctt
cccatgtgatgtccacatgagctgtctctgctttgccttgcaccatgagtggaaacagcctgcagccctcatcaaaag
c----agatgctggtgccatgcttcttatacagcctgcagagccgtgagccaagtaaacctgt----ttcatag----
-tcagtctcaggtatttccttatagcaacac-----agacttagaaa---GAAGC---TCATCATGATTCT-AGCTAA
CTGGAGGTCTGAGAAGCATGAGCCATGGAAGATGAAGTAAATCACAACAAAGGCAAGTA
>Orangutan
TGTTGCTTCAATAA-TCTTTTTGTCACCACCAA------CCA-GAAAATGGTTTGTAGAGAGGAGAAGGTTTCCTTTG
A-AAA-------CAATGCCCTTAAGAATATAATCTCTGAATACTTCCTTGTCTTGTTCATTAAGTATGTCACTT----
------TTGACC--ACCATGAGCTTGTC----CACTGATTATGCAAATGT---GCAGT---tgctttggtttggatat
ttgacctctccaaatctcaagttgaaatttaatccccagtgttggaggt---ggggatacaaggg-gggtgtttgggt
cctgcgggtggatccctcatgaatagattaatgcccttgt------------gttgggggatgagttctcactttatt
agctg---tttttttttttt---------------aaacctagcaccttccaaccccc----accaacttcttccctt
cccatgtgatgtctgcatgagctgtctctgctttgccttgcaccatgagtggaaacagcctgcagccctcatcaaaag
c----agatgctggtgccatgcttcttatacagcctgcagagccgtgagccaagtaaacctgt----tttatag----
-tcagtctcaggtatttctttacagcaacac-----agacttagaaa---GAAGC---TCATCATGATTCT-AGCTAA
CTGGAGGTCTGAGAAGCATGAGCCATGGAAAATGAAGTAAATCACAACAAAGGCAAGTA
>Baboon
TGTTGCTTCAATAA-TC--TTTGTCACCACCAA------CCA-GAAAATGGTTTGTAGAGAGGAGAAGGTTTCTTTTG
AGAAA-------CAATGCCCTTAAGAATATAATCTCTGAATACTTCCTTGTCTTGTTCATTAAGTATGTCACTT----
------TTGACC--ACCATGAGCTTGTC----CACAGATGATGCAAGTGT---GTAGT---tgctttggtttggatat
tcgacccctccaaatctcatgttgaaatttaattcccagtgttggaggt---ggggatataaggc-gggtgttttggt
catgggggtgaatccctcatgaatagattaatacccttgt------------gttggaggatgagttcccactttatt
agctg--ttttttttttttt---------attaaaaaacctagcccctcccaactccc----accaaattcttccctt
cccatgtgatgtctgcatgaactgtctctgcttcgccttgccccatgagtggaaacagcctgcagctctcatcaaaag
c----agatgctggtgccgtgcttcttatacagcctgcagagccgtgagccaaataaacttgt----tttatag----
-tcagtctcaggtatttctttatagcaacac-----agacttagaaa---GCAGC---TCACCATGATTCT-AGCTAA
CTGGAGGTCTGAGAAGCATGAACCATGGAAGATGAAGTAAATCACAACAAAGGCAAGT-
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>Rhesus
TGTTGCTTCAATAA-TC--TTTGTCACCAACAA------CCA-GAAAATGGTTTGTAGAGAGGAGAAGGTTTCTTTTG
AGAAA-------CAATGCCCTTAAGAATATAATCTCTGAATACTTCCTTGTCTTGTTCATTAAGTATGTCGCTT----
------TTGACC--ACCATGAGCTTGTC----CACAGATGATGCAAGTGT---GTAGC---tgctttggtttggatat
tcgacccctccaaatctcatgttgaaatttaattcccagtgttggaggt---ggggatataaggc-gggtgttttggt
catgggggtgaatccctcatgaatagattaatacccttgt------------gttggaggatgagttcccactttatt
agctgtttttttttttttttttttttttaattaaaaaacctagcccctcccaactccc----accaaattcttccctt
cccatgtgatgtctgcatgaactgtctctgcttcgccttgccccatgagtggaaacagcctgcagctctcatcaaaag
c----agatgctggtgccgtgcttcttatacagcctgcagagccgtgagccaaataaacttgt----tttatag----
-tcagtctcaggtatttctttatagcaacac-----agacttagaaa---GCAGC---TCACCATGATTCT-AGCTAA
CTGGAGGTCTGAGAAGCATGAACCATGGAAGATGAAGTAAATAATAACAAAGGCAAGT-
>Marmoset
------------------------------CAA------CCA-GAAAATGGTTTGTACAGAGGAAAAAGTTTCCTTTG
AGAAACAATGCCCAATGCCCTTAAGAATATAATCTCTGAGTACTTCCTTGTTTTGTTCATTAAGCATGTCGCTT----
------TTGACC--ACCACGAGCTTGTC----CACAGATGATGCAAGTGC---ACAGC---tgctttggtttggatgt
ttgacccctccaaatctcacattgaaatttaatctt--gtgttggaggc---ggggatataagggtgggtgtttgggt
tatggaggtgaatccctcatga--------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------
>Tarsier
TGTTGCTTCAGTAC-TCATTTTGTTATTGTGAGAAAATTACA-GAAAATTATGTCTAGAG------AAGTTTTCTTTG
AGAAAAAAAA--AAATGCCC-TATGAATTCAACCTCTGAATACTTCCTTGTTTTCTTTACC---TGTTTCACTT----
------TGGACC--ACCAGCAGATTGCC----CAAAGATAATTCAAGTGT---GCAGC---tgctacagtttggatgt
tttactcctccaaatcttatgctgaaatttgagtcccagtgttggaagtagagagggtctaagag-aggtgtttggtt
catggggttg-atccctcataaatagatcaatgctttcccaggaggaaggcaagggggaaattagctttcactctatt
agatg---------gttgtt---------------aaaaatagcctgactctcctcctgctctttcactacttccccg
gccatgtgatctctgcatatgttggctcttcttagtctttcaccatgagtg--agcacccaacgggcctcaccataag
cagatagatatcagtgccatg-ttctagtatagcttgcagaaccatgagaccaataaatgtctttactttataaatga
tccggtttcaggtatttatttatagcagcac-----gaacaaagata---GTAGC---TGATCATGATTTC-A-----
-----------------------------------------------------------
>Bushbaby
TATTGCTTCAGTAA-TATTTCTGTTATCA-CAA------GTA-TAGAACCGTGTGTGGGGAGGAGAAGGTTTCCTTCC
AGTAA-------CAATTTCCCAAAAACCATAATCTCCGAATACCTTTTCATCTTCTCCCTTATCCCTTAACCATGTCA
CTT---TTGACC--ACCTTGACCTTGTC----CAAAGAAAATACCAGTGG----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------GCGAA---TCACCATGATTCC-TGCTAA
CAGGAGTTCTAAAAAGCATGAACCACAAAATATGCAGAAAATCTTGACGGAGGCAAGTA
>Mouse_lemur
TATTACTTCAATAA-TATTTTTGTTGCCACCAA------CCA-CAGGATGGTGTGTGGGGAGG---AGGTTTCCTTCT
AGAAA-------AAATGTCCCTAAAACTATAACCTCTGGATACGTCCTCATATTCTCCCTTAACCATGCCACGT----
------ATAACC--ACCACAAGCTTGTC----CAAACATAATGCAAGTTT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------GCCGA---TCTTCATGACTTC-AGCTAG
CTCATGTTCTGAAGAGCATAAACCCCGAAAGATGAAGTAAATCACAACTGAGGCAAATA
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>Mouse
CATAGCTTCAATTA-ATTTTTCATTATAACCAGTCACCCCCCAAAAAACTATGTATTGGCAGCAGAGGTTTTCTTTCT
GGATG-------CTATAA---ACA-ACTGCAACTTGAGAGCACTTCTCTGGTTTTTCCATC-ATAACAGTACTG----
------ATCT--------CATG------------TTGACACTGCCACTGT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------GCAAT---TCATAAAG-TTGT-ATTTAA
CTGAAGTTATGGAGGGTCCCAGCTATGAATTAT-AAGTAAACCATGACATGAGAAGCCT
>Dog
TATTGCTGAAACAATCTTTTTCTTTACTATCAG------CCA-GAAAATGGTATGTGGGGAGAAAA---TCTCCTTCC
AGAAA-------CAATGACCCTGAGAATATAACATCTAGATACTTCCATGTCTTCTTCATCAAAAATCTCACTTGACT
ATCCCATCTCACTAGCCCACTCTGGGCTAGTCTCATAGATAATGCGGTGG----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------GCAAT---TTACTATGGTTCC-AGTAAA
TTGGAGTTCTGAAAAGTACAAACTATA----------------TAAGCATGA----CCT
>Horse
TATTGCTAA------TCTTTTAGTTACCATCAA------CTA-GAAAATGGTGTGTGGGGAGAAGAATGTTTCCTTCC
AGAAT-------TAATGACCCTAAGAATATAACCTCGGAACACTTCCTTGCCTTCTTCATTCACCATCTCACTT----
------TCGACC----CACAGATAATGCAGTCCCACAGGTAATGCAGGTG----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------GTAAC---TCACTGTGATTCCTAGAAAA
CTGGAGTTCTGAGAGGTACAAACCAGA----------------TAAGGACGA----AGT
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Marker M56

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------tgctatag
tttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtt
tgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctatt
ag-ttcccg-cgagagctggttgttaaaaag--agcctggcacctccct-cctctctctcttgcttcctctctcgcca
tgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcacca---gaagc
agatg-ctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattaccca
gcctcaggtattcctttatagcaacacaaaatggactaagaca-----------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------
>Human
TTCTCAACATTGTTATTGGCATACCACTAGTATC-AATACTTTGGCAAGTTAAACAACTGTGATAAGATCACAGAATA
TCAGAACTTGGAAGCAAAGTTAGAG--TATCA--AACTCCTTTGA--AAGATGAGTAA---ACTG-AGACTC--AGAT
GTTAAGAAGCTGACCAAGATCACAAATGTGTTAGTGGCAGA-T-AAACTAGAATCT-CT-TCTTTCTCTCTATTGTGA
TGTATCTTCTGGGTATATACACACACA-----------AC-CACTGCAGATTGGGTAGT---GGTTG---tgctatag
tttgaatatttgttcccc-aaaacatcatgttgaaatttgatcctgata-ttggaggtggggggtaatgggaggtgtt
tttgtcatgggggcagaaccctcaggaatggcttggtg----tcatcctcatgctaatgagtgagttctcactctatt
-gcttccca-tgagggctggttgttaaaaagggagcctggcaactccctagctctctctcttgcttcttctctttcca
tatgatttctgcacatatcaactgtcctttgctttctgccatgtgtggaagcagcctgaagctttcaccaaatgccca
gtctt-tcggccagcagaa--ttgtaa-gccaaataaacc----------------ttttttctttattaattatcca
gcctcagttattcctttatagcaacactaaacagactaagaca---GGTTG---GTTATATGATCTCAGA--ATAAAT
TTGCTTTCAGTGACATTTAGTTCTTAAGAAGATAATTATCTTTTAAGTAAGACATACAACAAAGGGCTCAAGTGAGCA
TCAATAGATGAAAATGTAGTAGACAAAAAAGTCTAGTAGAAGAAACAAAAATAA-AAGATAGA-AAAACATTTCTAAA
TAAACATGTTTATCACTATATCAAGTGA
>Chimp
TTCTCAACCTTGTTATTGGCATACCACTAGTATC-AATACTTCGGCAAGTTAAACAACTGTGATAAGATCACAGAATA
TCAGAACTTGGAAGCAAAGTTAGAG--TATCA--AACTCCTTTGA--AAGATGAGTAA---ACTG-AGACTC--AGAT
GTTAAGAAGCTGACCAAGATCACAAATGTGTTAGTGGCAGA-T-AAACTAGAATCT-CT-TCTTTCTCTCTATTGTGA
TGTATCTTCTGGGTATATACACACACA-----------AC-CACTGCAGATTGGGTAGT---GGTTG---tgctatag
tttgaatatttgttcccc-aaaacatcatgttgaaatttgatcctgata-ttggaggtggggggtaatgggaggtgtt
tttgtcatgggggcagaaccctcaggaatggcttggtg----tcatcctcatgctaatgagtgagttctcactctatt
-gcttccca-tgagggctggttgttaaaaagggagcctggcaactccctagctctctctcttgcttcttctctttcca
tatgatttctgcacatatcaactgtcctttgctttctgccatgtgtggaagcagcctgaagctttcaccaaatgccca
gtctt-tcggccagcagaa--ttgtaa-gccaaataaacc----------------ttttttctttattaattaccca
gcctcagttattcctttatagcaacactaaacagactaagaca---GGTTG---GTTATATGATCTCAGA--ATAAAT
TTGCTTTCAGTGACATTTAGTTCTTAAGAAGATAATCATCTTTTAAGTAAGACATACAACAAAGGGCTCAAGTGAGCA
TCAATAGATGAAAATGTAGTAGACACAAAAGTCTAGTAGAAGAAACAAAAATAA-AAGATAGA-AAAACATTTCTAAA
TAAACATGTTTATCACTATATCAAGTGA
>Orangutan
TTCTCAACATTGTTGTTGGCATACCACTAATATC-AATACTTTGGCAAGCTAAACAACCGTGATAAGATCACAGAATA
TCAGAACTTGGAAGCAAAGTTAGAG--TGTCA--AACTCCTTTGA--AAGATGAGTAA---ACTG-AGACTC--AGAT
GTTAAGAAGCTGACCAAGATCACAAAGGTGTTAGTGGCAGA-T-GAACTAGAATCT-TG-TCTTTCTCTCTATTGTGA
TGTATCTTCTGGGTATATACACACACA-----------AC-CACTGCAGATTGGGTAGT---GGTTG---tgctgtag
tttgaatatttgttcccc-aaaacgtcatgttgaaatttgatcctgata-ttggaggttggaggtaatgggaggtgtt
tttgtcatgggggcagaaccctcatgaatggcttggtg----tcatcctcatgctaatgagtgacttctcactctatt
-gcttccca-tgagggctggttgtttaaaagggagcctggcaactccctagctctctctcttgcttcttctctttcca
tttgatttctgcacatatcaactgtcctttgctttctgccatgagtggaagaagcctgaagcgttcaccaaatgccca
gtctt-tcagccagcagaa--ttgtaa-gctaaataaacc----------------ttttttctttattaattaccca
gcctcagttattcctttatagcaacactaaacagactaagaca---GGTTG---GTTATATGATCTCAGA--ATAAAT
TTGCTTTCAATGACATTTAGTTCTCAAGAAGGTAATCATCTTTTGAGTAAGACATACAACAAAGGGCTCAAGTGAGCA
TCAATAGATGAAAATGTAGTACACACAAAAGTCTAGTAGAAGAAACAAAAATAA-AAGATAGA-AAAACATTTCTAAA
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TAAACATGTTTATCACTATATCAAGTGA
>Baboon
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------------tcca
taggatttctgcac--gtcagctgtcctttgctttctgccatgagtggaagcagcctgaagctttcaccaaatgccca
gtctt-tcagccagcagaa--ttgtta-gccaaataaagc----------------ttttttctttattaattacccg
gcctcagttattcctttatagcaacactaaacagactaagaca---GGTTG---GTTATATGATCTCAGA--ATACAT
TTTCTTTCAGTGACATTTAGTTCTTAAGAAGGTAATCATCTTTTGAGTAAGACATACAACAAAGGGTTCAAGTAAGCA
TCAATAGATGAAAACGTAGTAGACACAAAAGCCTACTAGAAGAAACAAAAGTAACAACATATAGAAAACATTTCTAAA
TAAACATGTTTATCACTATATCAAGTGA
>Rhesus
TTCTCAACATCGTTATTGGCATACCACTAATATC-AATACTTTGGCAAGCTAAACAACTGTGATAACATCACAGAATA
TCAGAACTTGGAAGCAAAGTTAGAG--AATCA--AACTCCTTTGA--AAGATGAGTAA---ACTG-AGACTC--AGAC
GTTAAGAAGCTGACCAAGATCACCAATGCATTAGTGGCAGA-A-G-----GAATCT-TT-TCTTTCTCTCTATTGTGA
TGTATCTTCTGGGTGTACACACACACA-----------AC-CACTGGAGATTGGGTAAT---GGTTG---tgctgtag
tttgaatatttgctcccc-aaaacgtcatgttgaaatttgatcctgata-ttggaggtggggggtaatgggaggtgtt
tttgtcatgggggcagaaccctcttgaatggcttgatg----tcatcctcatgctaatgagtgagttctcactctatt
-gcttccca-tgagggctggttgtttaaaagggagcctggcaactccctagctctctctcttgcttcctctctttcca
taggatttctgaac--gtcagctgtcctttgctttctgccatgagtggaagcagcctgaagctttcaccaaatgccca
gtctt-tcagccagcagaa--ttgtta-gccaaataaagc----------------ttttttctttattaattacccg
gcctcagttattcctttatagcaacactaaacagactaagaca---AGTTG---GTTATATGATCTCAGA--ATAAAT
TTTCTTTCAGTGACATTTAGTTCTTAAGAAGGTAATCATCTTTTGAGTAAGACATACAACAAAGGATTCAAGTAAGCA
TCAATAGATGAAAACGCAGTAGACACAAGAGCCTACTAGAAGAAACAAAAGTAACAACATATATAAAACATTTCTAAA
TAAACATGTTTATCACTATATCAAGTGA
>Marmoset
TTTTCAACATTGTTATTGACATACCACTAATATC-AATACTTTGGCAAGCTAAACAACCATGATAAGATCACAGAATA
TCAGAACTTGGAAGCAAAGTTAGAT--TATCA--AACTACTTTT---AAGGTGAGAAA---AC---AGACTC--AGAT
GTTAAGAATCTGACCAAGGTCACAAATGTGTTAGTGGCAGA-T-GGACTAGAATCT-TT-TTTTTCTCTCTATTGTGA
TGTATCTTCTGGACACACACACACACACACACACACACACACACTGAATATTGGGTAGT---GGTTG---tgccatag
tttgaatatttattctcc-aaaacctcatgttgaaatttgatcccaacg-ttggaggtggagggtagcaggcggtgtt
tttgtcatgggggcagaaccttcatgaatggcttggtg----tcatcctcatgct-atcagtgaattttcactc-att
-gctttcctatgagggctggttgtttaaaaggcagcctggcaactccctagctctctctcttgcttcctttcttgcca
tatgatttctgcacatgtcaactctcttttgctttttaccatgagtggaagcaacctgaagctttcatcaaatgccca
gtcttaacagccagcagaa--gtgtaa-gccaaataaacc----------------ttttttctttatacattaccca
gcctcagttattcctttatagcaacactaaactgactaagata---GGTTG---GTTATGTGTTCACAGA--ATAAAT
TTGCTTTCAATGACATTTAGTTCTTAAGAAGATAGTCATCTTTTAAGTAAGACATATTACAAAGGGCTCAAGTGGACA
TCAGCATATGAAAATGTAGTAAACACAAAAGCCTAGTAGAAGAAACAAAAATAA-AAGATAGA-AAAACATTTCTAAA
TAAACATGTCTATCACTGTGTCAAGTGA
>Tarsier
TTCTCCACCTTGTTATTGGCATGTCACTAATATC-AGTCCTCTGGCAAGCTAAACCATGCTGATTGTATCGCAGAATA
CCAGAACGTGGAAGCAAATTTAGAG--TATGT--AATATCGTTTG--AAGATGAGGAA---ACTG-AAGCTCAGAGAT
GTTTCAAAGCTGCTCAAGATTACATATGTGTTTGTGG---------ACGGGAATAA-GT-T-----TCTCTGTTCTGG
TGTGGCTTATGGG--------CACACA-----------AC-CACTGAAACCTGGATAGT---GGTCG---tgctatag
tttagatgtttgtcacca-caaatctcatgttgaaatttgatccccagagttggagatggggtctaatgggaggcgtt
tggctcatagggacagatccgtcatgaatggcttggtg----ccttcctcattctaatgagtgagttctcactgtatt
-agttccat-tgagagctggttgggcaaaagg--gcctggtatctcccca---ttctctcttgcttcttctcttgctg
tgtgatctctgcacacgcctgttacccttcaccttttgccctgagtggaagcagcttgaagccctcaccagatgctca
cattc------cagcagaa--ttgtga-gccaaataagcc----------------ttttttctttataaactttcca
gtctcagctatttctttttcgcaatagtgaacagactgaaaca---GGCAG---GTTATATGATCACAGA--ATAAAT
TTGCTTTCAGTGACATTTAGTTCTTAAGAAGGTAATCACCCTTTGAGTAAGAAATAAAACAAAGAGCTTAAATAAGCA
CCAGTATGTGAAAATGTAG---ATACAAATGCTTGGTAGAAGAAGAAAAAAAGAAAAGATAGA-CAAATATTCCTAAA
TAAACACTTTTATCACTGTATCAAGTGA
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>Bushbaby
TTCTTAACCTTGTAATTGACATACCACTAACATG-AATACTTTGACAGACTTAACAAAC-TGATAGAATCATGAAATA
TTGGAAC-TGGAAACAAAGTTAGAAAATATCT--AAGTCCTTTTG--AAGATGAGGAA--AACTG-AGGCTCAGAAAT
-TTAAGAAGCTGTCCATGATCACATATGTGTTAGTGGCAAAGT-GGACAGGGGTCA-CT-TCTTCCTCTCTACTGTGG
TGTATCTTCCCTG--------TGCACA-----------AC-CCCTGTAGACTGGGAAAC-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------AGATG---ATTATATGATCACAGA--ATAAAT
TTGTTTGCACTGACATTTAATTGTTAAGAAGGTAATCGCTTTGTGAGTAAGACATAAAACAAAGGGCTTAAGT-GGGA
TCGATATATGAAAATGTAG---GCGCAAAAGCCTAGTAGAAGAAACAAAAAGAA-ACAAGGGA-GAAATATTTCTACA
TAAACACTTTTGTCATTGTATCAAATGA
>Mouse_lemur
TTTTAAACCTTGTTATTGGTATACCACTAACATC-AATACTTTGACAAACTAAAC-----T-----AATCACAGAATG
TCAAAAC-TGGAAACAAAGTCAAAA---GTTC--AGTTCTTTTTG--AAGACGAGGAA---ACTG-AGGCTCAGAGAT
GTTAAGAAGCTGCCCAAGATCACATATGTGTTAGTGGCAGAGT-GGACTGGAGTCAGCT-TTTTCATCTGTATTGTGG
TACATTTTCCCTG--------CACACA-----------AC-CACTGGAGATTGGATAGT-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------GGTTG---ATTATATGATCACAGA--ATAAAT
TTTCTTACAATGACATTTAATTGTTAAGAAGGTAATTGCCTTTTGAGTAAGAC--AAAACAAAGCGCTTATGTGGGGA
TCTACATAAGTAACTGTAG---ACGTAAAAGCCTAGTAGAAGAGATGAAAAGAT-A-----GA-GAAATATTTCTAAA
TAAATACTTTTATCACTGTAACAAATGA
>Tree_shrew
CTCTCAATTTTGTTACTGGTATGCCAATTATATC-CAGAATTTG-CAAGCTAAGCAGCCCTTACGGACTCACAGAATA
TCAGAAC-TAGAAGCAAAGTTAAATATTTATTTTAATTCCTAGTA--AAGATGAGGAA---ACAG-AGTCTCAGCGAT
ATTAGGAAGCTGCCCAAGATCACAGTTGTGTTAGTA--AGA-A-ACTCTGGAATCAGCC-TAATCCTCTCTATTT---
--CATCTTCCCTG--------TAAATA-----------AG-CACTGGGAATTTTGGTA--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------GATCACATA--ATAAAT
TTGCTTTCAATGACTTTTAGTTCTTAGGAAGATAATCAGGTTTTAGGTAAGATATAAAACAAAGGGCTTAAGTAGGCA
TCTCTCTATGAAAATGTAT---ACACAAACACCTTGTAGAAAAACCACCAGCACAAGAACCGA-AGAATATTTCTAAA
CAAACAATTTTATCACAGCATCAGGTGA
>Mouse
TTTGCAATCTTGCTATTGGTGTAGTACTGTTATCTGATATTCTGTCAAGCTAAATAACCCTTGCAGAATTGTGCAATG
TCAAAAA-TGGAAACA--GTAAAAACAAA---------AAGAGACGACAAACAAACAAGTAAAAGACTCCTTTTGAAT
ACTGGGAAATTG---AGGTTTAGAAATGGCAGAGGATCAGTCATGTATTAGTGGAGAA-AT-GGCTGGGTCAG-T---
TTCTTCTTTATTG--------GACACA-----------CC--ATTGGCTATTATGTAAT-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------GGTTA---GCTATATGCTCACGGCATATAAAG
TTGCTTTCAGTGATATTTTGCTCTTAGGATGATAAACCAAAC-CAAACCAAAC--AAAGCTGGAGGCTTAAGTGGGCA
TTAACTTGTGAAAATGTAA---ACACAAATGCCTAGCAGAAAGACCACCAAAAA-TAGA---A-AAAATACTTTCAAG
CAA----TTTAATCAATGCATTCAGTGA
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>Guinea_pig
TTTTCAACCTTTTTTCGGGTGTACCTCTAATAATTAGCACTTTGGCAAGCTAAATCAAATTTAGAGAATCACAAATAA
TCAGAAC-TGGAAACAAATTTTAAA--ATGCT--TTCTCCTTTTTAAAGATGAAGGAACAGATTC-------AGAGAT
ATTAGGAAGCTGTTCAGAATCATAAATGTCTTCATGGCAGA-GTGGATGGGATTAG-GT-TCTACCTCTTCATTGTGG
TGTATCTTCCCTG--------AAAAC------------CC-CACAGGAGAAGGGGCAGT-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------GGTTC---GTTATATGATCTTAGA--GTAAAT
TTGCTTTTAGTGACATTTAAATTTTAAGACAGCAGAAAA----CAAA----------------AGACTTAAG-GGGCA
CTGACATATGAAAATGTAT---ACGAAAATGCCTGGCTGAAGAA---ATAAG-----------------------ACA
CAA----TTTTATCAATATATCCAGT--
>Dog
TTCTTAACCTTGTTATTGGCATGCCACTAATACC-AATATGCTGGCAAGCAAAGCAAC-TTTATAGAATTTCAGAATA
TCAGAAC-TGGAAGTAAAGTTAAAAGACATCT--AATTCTGTTGG--AAGATGAAGAA---ATTA-AGGCTCTA----
-------AGTTACCCAAAATCACAAACGTATTCACAGCAGA-GCAGACCAAAACCA-GC-TCTCCTTGTCTA-TGTTG
TTTATCTTCCCTG--------CACACG-----------AC-TACTGGAGACTGGGTAGT-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------GGTTG---ATTATGTGGTCACAGA--ATAAAT
TTGC--TCAATTGCATATAGTTCTTAAGAAGGTAAACATGTTCTGAGTAAGAAATAAAACAAAAGGCCTAAGTAGACA
TGGATATATGAAAATGTAG---CCAAAAAATCTTAG---AAGAAATAAAA----------AGA-GAAATTTTTCTAAA
TAAACATTTTTATCACTATACCTAGTGA
>Horse
CTCTCAATTTTATTACTGGCGTACCACTAATATC-AATATTCCAGCAAGCAAAACAACACTCTTGGAATCACAGAATA
TCAGAAG-TGGAAGTAAAGTTAAAAAGCATCT--AATTCCTTTTG--AAGATGAGGAA---ACTC-AGAGTCCAAGAT
GTTAAGGAGCTGCTTAAGATCACGAATGCGCTAGTGGCACA-GCAGACTGAAAACA-GCTTCTTCCTCTTTC-TGTGG
GGCATCTTCCCTG--------CAAACA-----------GC-CGCTCGAGA-TGGGTAGT-------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------GGTTG---GTTATATGGTCATAGA--ATAAAT
TTGCCTTCAATTACATTTAGTGCTTAAGACAA---------TTTGAGTAAGAAATAAAACAAAAGCCCTAAGTGGACA
CT--CATATGAAAATGTAG---ATACAAAATCCTAGTGAAGGAAACAAAAAGAA-ATGATAGA-GAAATATTTCTAAG
TGAAGACTTTCATCACTGTGTCAAGTGA
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Marker M58

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------tg
ctatagtttgga---tgtttgt----cccctccaaa-cctcatgttgaaatttgatccccagtgttggaggtggggcc
taatggga----------ggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtgg
---------------------ggatgagtgagttctcactctattagttccc-------------gcgagagctggtt
gttaaaaagag--cctggcacctccctcctctctct-cttgcttcctctctcgccatgtgatctctgcacacgccggc
tccccttcaccttccgccatg-agtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgt
acagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaac
acaaaatggactaagaca------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----
>Human
AAAGGGT-AAAAAAA--TGA-AGGAAAATTGA-GAG--GAAAAGAAGACAAAAAGAAGAAAGAAGCTGCCTTTGTTCA
TTCTTAATTGTATAATTGCATTTTATATTACAATTACCCTTTCTTTCTTTACAAATGGTACTGTCTGAGAAGG-AAAG
AATCGGAGAACATAGATTTTGAAAGCTAAAAG-------------TTTCCTTGTGGGTTATC---AATTC------tg
ctgtagtttggatatggtttgt----ctccccaaaaatctcttgttgaaatttgatctccagtg-tggtggtgttggg
agatggggcctggtgggaggtgtttgagtcttggaggtgaatccctcatgaatagattaatgccctccctcaggggtg
aatacattctcactttcttagtttgtacagagttcttagttcttagttctcacttcttagttctta-gagagttggtt
gttaaaaa-agagcatggtacctcccttct-tctcttgttgtctctctc---accatgtgatttct-tgcactcaggc
tccccttcaccttccacaatg-agtggacggaatctgaggtctgtaccagatgcagatgccagtgccatgcttctaat
acagtttgtagaactataaggaaaataatcttctttcctttataaatta----gcctcaggtagtccattatagcaac
acagaatagactaagata---AACTC----------CTTA-TTTTTCAAATGAAGAAAC----------TGAGGCATA
ACGACGATACAGGAATGGCCCAG-TGGCTTAAAATC---TAACAGCAGATTAACTTTCTGCAAATTGATTTGACAGTT
ATCTTTAAATATATATTCCTTCTAGAAAAGCAGACACTGCTGCTTCTGTCTCATATAATGGTCTCTTTATTTCCTATC
GAGTCTCTCCAATGTGACAGGAAGTGGTTTTCCTAAAGCTATGATTA-ATAGCCTCTATGGTTTGTGA--GGCACCGC
AACTACACTGCAGGGAACAATACTCTAGTGCCCTCACAGAGTTTCTGAGCCTCCCACAGCTACTAATTTACTATGAGG
GAGTAGTTTCTAACTCAAGAAGATTAGATTCTTCTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
TTAACATTTCCCACCATTATACTTCTTTCCTTTCTTTTATACCCAAAGTCCTTAAAATAAG-TAGTGTATGCTTACCA
CCTCC
>Chimp
AAAGGGT-AAAAAAA--TGA-AGGAAAATTGA-GAG--GAAAAGAAGATAAAAAGAAGAAAGAAGCTGCCTTTGTTCA
TTCTTAATTGTATAATTGCATTGTATATTACAATTACCCTTTCTTTCTTTACAAATGGTACTGTCTGAGAAGG-AAAG
AATCGGAGAACATAGATTTCGAAAGCTAAAAG-------------TTTCCTTATGGGTTATC---AATTC------tg
ctgtagtttggatatggtttgtttgtctccccaaaaatctcttgttgaaatttgatctccagtg-tggtggtgttggg
agatggggcctggtgggaggtgtttgagtcttggaggtgaatccctcatgaatagattaatgccttccctcaggggtg
aatacattctcactttctcagtttgtacagagttcttagttcttagttctcacttcttagttctta-gagagttggtt
gttaaaaa-agagcatggtacctcccttct-tctcttgttgtctctctc---accatgtgatttct-tgcactcaggc
tccccttcaccttccacaatg-agtggacggaatctgaggtctgtaccagatgcagatgccagtgccatgcttctaat
acagtttgtagaactataaggaaaataatcctctttcctttataaatta----gcctcaggtagtcctttatagcaac
acaggatagactaagata---AACTC---TGAACTCCTTA-TTTTTCAAATGAAGAAAC----------TGAGGCATA
ACGATGATACAGGAATGGCCCAG-TGGCTTAAAATC---TAACAGCAGATTAACTTTCTGCAAATTGATTTGACAGTT
ATCTTTAAATATATATTCCTTCTAGAAAAGCAGACACTGCTGCTTCTGTCTCATATAATGGTCTCTTTATTTCCTATC
GAGTCTCTCCAATGTGACAGGAAGTGGTTTTCCTAAAGCTATGATTA-ATAGCCTCTATGGTTTGTGA--GGCACCGC
AACTACAATGCAGGGAACAATACTCTAGTGCCCTCACAG--TTTCTGAGCCTCCCACAGCTACTAATTTACTATGAGG
GAGTAGTTTCTAACTCAAGAAGATTAGATTCTTCTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
TTAACATTTCCCACCATTATACTTCTTTCCTTTCTTTTATACCCAAAGTCCTTAAAATAAG-TCGTGTATGCTTACCA
CCTCC
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>Orangutan
AAAGGGT-AAAAAAA--TGA-AGGAAAATTGA-GAG--AAAAAGAAGATAAAAAG----AAGAAGCTGCCTTTGTTCA
TTCTTAATTGAATAATTGCATTTTATATTACAGTTACCCTTTCTTTCTTTACAAGTGGTACTGTCTGAGAAGG-AAAG
AATCGGAGAACATAGATTTTGAAAGCTAAAAG-------------TTTCCTTATGGGTTATC---AATTC------tg
ctgtagtttggatatggtttgtttgtctccccaaaaatctcttgttgaaatttgatctccagtg-tggtggtgttggg
aggtggggcctggtgggaggtgtttgagtcttggaggtgaatccctcatgaatagattaatgccctccctcaggggtg
aatacattctcactttcttagtttgtacagagttcttagttcttagttctcacttcttagttctta-gacagttggtt
gttaaaaagagagcatggtacctcccttct-tctcttgttgtctctctc---accatgtgatttct-tgcactcaggc
tccccttcaccttccacaatg-agtggacgtaatctgaggtctgtaccagatgcagatgccggtgccatgcttctaat
acagtttgtagaactataaggaaaataatcctctttcctttataaatta----gcctcaggtaatcctttatagcaac
atggaatagactaagata---AACTC---TGAACTCCTTA-TTTTTCAAATGAAGAAAT----------TGAGGCATA
ACGACGATACCGGAATGGCCCAG-TGGCTTAAAATC---TAAGAGCAGATTAACTTTCTGCAAATTGATTTGACAGTT
ATCTTTAAATATATATTCCTTCTAGAAAAGCAGACACTGCTGCTTTTGTCTCATATAATGGTCTCTTTATTTCCTATC
GAGTCTCTCCAATGTGACAGGAAGTGGTTTTCCTAAAGCTATGATTA-ATAGCCTCTATGCTTTGTGCTTTGCACCAC
AACTACAATGCAGGGAACAATACTCTAGTGCCCTCACAGAGTTTCTGAGCCTCCCACGGCTACTAATTTACTATGAGG
GAGTAGTTTCGAACTCAAAAAGATTAGATTCTTCTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
TTATCATTTCCCACCATTATACTTCTTTCCTTTCTTTTATACCCAAAGTCCTTAAAATAAG-TAGTGTATGCTTACCA
CCTCC
>Baboon
AAAGGGT-AAAAAAA--TGA-AGGAAAATGGA-GAG--AAAAAGAAGATAAAAAGAAGAAAGAAGTTGCCTTTGTTCA
TTCTTAATTGTATAATTGCATTTTATATTATAGTTACCTTTTCTTTCTTTACAGGTAGTACCATCTGAGAAGG-AAAG
AATCAGAGAACACAGATTTTGAAAGCTAAAAG-------------TTTCCTTATGGGTTATC---AATTC------tg
ctgtagtttggatatggtttgtttgtct-ccccaaaatctcttgttgaaatttgatctccagtg-tggtggtgttggg
aggtggggcctggtaggaggtgtttggg-----------------tcatgaatagatcaatgccgtccctcaggggtg
aataaattctcactttcttagttcttagagagttcttagttctcagttctcacttcttagttcttg-gagagttgctt
gttcaaa--agagcatggtacctcccttct-tctcttgtttcctctctc---accatgtgatttat-tgcgctgagaa
tccccttcaccttccacaatg-agtggaggtaatctgaggcctgtaccagatgcagatgctggtgccatgcttctaat
acagtaggtagaactataaggaaaataatcctcttttctttatacatta----gcctcaggtactcctttatagcaac
atagaatagactaacata---AACTC---TAAA---CTCA-TTTTTCAAATGAAGAAAT----------CGAGGCATA
AAGATGA-ACAGGAATGGTCCAG-TGTCTTAAAATCTGATAAGAGCAGATTAACTTTCTGCAAACTGATTTGACAGTT
ATCTTTAAATATGTATTCCTTCTAGAAAAGCAGACACTGCCACTTCTGTCTCATATAATGGTAACTTTATTTCCTAGA
GAGTCTCTCCAATGTGACAGGAAGTGGTTTTCCTAAAGTTATGATTA-ACAGCCTCTATGCTTTGTGA--GGCATCAC
AACTACAATGCAGGGAACAATACTCTAGTGCCCTCACAGAGTTTCTGAGCCTCCCACGGCTACTAATTTACTATGAGG
GAGTAGGTTAGAACTCAAGAAGATTAGATTCTTCTTTATTATATCAATATCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAACATTTCCCACCATTATACTTCTTTCCTTCCTTTTATACCCAAAGTCCTTAAAATAAG-TGGTGTATGCTTACCA
CCTCC
>Rhesus
AAAGGGTAAAAAAAA--TGA-AGGAAAATGGA-GAG-AAAAAAGAAGATAAAAAGAAGAAAGAAGTTGCCTTTGTTCA
TTCTTAATTGTATAATTGCATTTTATATTACAGTTACCCTTTCTTTCTTTACAGGTAGTACCGTCTGAGAAGG-AATG
AATCAGAGAACACAGATTTTGAAAGCTAAAAG-------------TTTCCTTATGGGTTATC---AATTC------tg
ctgtagtttggatatggtttgtttgtct-cccaaaaatctcttgttgaaatttgatctccagtg-tggtggtgttggg
aggtggggcctggtaggaggtgtttggg-----------------tcatgaatagattaatgccgtccctcaggggtg
aataaattctcactttcttagttcttagagagttcttagttcttagttctcacttcttagttcttg-gagagttgctt
gttaaaa--agagcatggtacctcccttct-tctcttgtttcctctctc---accatgtgatttct-tgagctcaggc
tccccttcaccttccacaatg-agtggaggtaatctgaggcctgtaccagatgcagatgctggtgccatgcttctaat
acagtaggtagaactataaggaaaataatcctcttttctttatacatta----gcctcaggtactcctttatagcaac
atagaatagactaacata---AACTC---TAAA---CTCA-TTTTTCAAATGAAGAAAT----------CGAGACATA
AAGATGA-ACAGGAATGGCCCAG-TGTCTTAAAATCTGATAAGAGCAGATTAACTTTCTGCAAACTGATTTGACAGTT
ATCTTTAAATATGTATTCCTTCTAGAAAAGCAGACACTGCCACTTCTGTCTCATATAATGGTATCTTTATTTCCTAGA
GAGTCTCTCCAAGGTGACAGGAAGTGGTTTTCCTAAAGCTATGATTA-ACAGCCTCTATGCTTTGTGA--GGCATCAC
AACTACAATGCAGGGAACAATACTCTAGTGCCCTCACAGAGTTTCTGAGCCTCCCACGGCTACTAATTTACTATGAGG
GAGTAGGTTAGAACTCAAGAAGATTAGATTCTTCTTTATTATATCAATATCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAACATTTCCCACCATTATACTTCTTTCCTTCCTTTTATACCCAAAGTCCTTAAAATAAG-TGGTGTATGCTTACCA
CCTCC
>Marmoset
GACTGGT--AAAAAC--TGA-AGGAAAATGGA-GAGGAAAAAAGAAGGTAAGATGAAGGAAGAAGCTGCCTTTCTTCA
TTCTTAATTGTATAATTGCATTTTATATTACAGTTACC----CTGTCTTTACAGGTGCTAGTGTCTGAGAAAA-AAAG
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AATCAGAGAACACAGATGTTGAAAGCTAAAAG-------------TTTCCTTATGGGTTATC---ATAAA---gataa
ccatagttcggatatggtttgt-tgtct-ctccaaaatctcgtgttgaaatttgatctcccgtg-ctgtggtgttggg
aggtggggcctggtgggaggcatttgggtcttagaggtgaatccctcatgaatagattaataccctccctcaggggtg
aataaattctcact---------------------------------------ctcttagttccag-gagagttggtt
gttaaaa--agagcctgatatctcccttct-tctcttgctttctctctc---accatgagatttctgcatgcccaggc
tccccatcatcttccacaatg-agtggaggcaatctgaggccggcaccagaggtagatgctgatgccatgcttctaat
acagtctgtagaaccacatggaaaataaacatcttttctttattaatta----gcctcaggta-ttctttatatcaac
acagaatagactgagata---AAATT---GAAACTCCTTATTTTTTCAAATGAAGAAAC----------TGAGGCATA
AAGATGATACAGGAATGGCCCAGTTGGCTTACAATCTGATAAGAGTAGATTAACTTTCTGCAAATTGATTTGACAGTT
ACCTTTAAATATATATTCCATCTAGCAAAGCAGACACTGCTACTTCTGTCTCATATAATGGTATCTTTATTTCATAGC
GGGTCTCTCCAATGTGACAGGAAGTGGTTTTCCTAAAGCTATGATTC-ATACCCTCTATGCTTTGTGA--GGCACTGC
AACTATAATACAGGGAACAAGACCCTAGTGCCCTCACAGAGTTTCAGAGCCTCCCAAGGCTACTAATTTACTATGAGG
GAGGAGTTTAGAACTCAAGAAGATTAGATTCTTTTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAGCATTTCCCACCATTATACTTCTTTCCTTCCTTTGGTACCCAAAGTCCTTAAAATAAG-TAGCGTATGCTTACCA
CCTTC
>Tarsier
GAAGGGT--AGAAAA--GAA-AGGAAAATGAA-GAG--GAAAAGAAAA-----------GTGAAACTTCCTCTGTCCA
TTCTTATTTGCATCACGGCATTTTGTATTATGGTTACCCTTCCTATTTTCACAGGTGATGCCGTCTGAGAAGG-AA--
-----------ACAGATTTTGAGAGTTAAGAG-------------TTTCCTTATAGATCATC---AATTC------tg
ctaaagtttagatagggtttct----ccccaccaaa-gctcatgtttaaatttgaactccagtg-tggtaatattgga
aggtgggacccagtgggagatgtttgggtcatgaaggtgaatcccccatgaatagattaatgcctttcctcaggagtg
a----gttctcact-----------------------------------------cttagtttcagcaacagctggtt
gttaaa---agggcctgttgcctcccatctctctcttgcttcctttctt---gccatgtgatctctgcacacacaagt
gcaccttcatcttccaccatgaagtgggagcagcctggggccctcaccagatgcagatgtcagtaccattcttcttgc
actgtctgtagaactgtgagccagatgagctgcttttataaaataccca----gcctgagatattcctttatagcact
acaaaacagactaagata---AACTG---TAAG-TCCTCA-TTTTACAAATGAAGAAAG----------TGAGGCAT-
--GATGATACAGGAATGGCCCAG-TTGCTTAAAATCTGACAGTGGCAGGTGAATATTTTGCTAAAAGATTTAACAGTT
ATGTTTAAATATATATTCCTTCTAGAAAAGCAGACACTGTTGCTTCTGTTTCTTATAATGGTATCTTTATTTCCTAGG
GAGTCTCTCCAATGTGACAGGAAGTGGTTTTCCTAAAACTATGAGTA-ATATCCTCCATACTTTGTCA--CGCGCTGA
AACTCCAATATATGTAACAATGCCCCACTGCCCTCACAGGGTTTATGAGCCTCCCAAGGCAACTCATTTACTATGAGG
GAGTAGCTTAGAATTCAAGAAGATTAGATGATTCTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAACATTTCCCACCATTATACTTCTTTCCTTCCTCTTATACCCAACGTCCTT-AAATAAG-TGGTGTATGCTTACCA
CCTCC
>Bushbaby
AAAGTGT--GGAAAA--TAG-A----------------AAGAAAAAAAGAAAATAAAGA----GGCTTCCTCTGTCCA
TTCTTAATTGAATCACTGCATTTTGTATTATGATTGCCCTTCCTTTCTTCCCAGGTGATGATGTTGGAGAAGG-AACA
AATCAGAGAATATAGATTTTGAAAGCTGAAAG-------------TTTCCTTACATATCGTC----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------AACTC---TAAACCCCTTA-TTTTGCAAATGAAAAAATAAAACAAAACTGAGGCATA
AAGATGATACAGGAATGACCTGG-TAGCTTAAAATCTAATAATGGGAGATTTGCTTTTGGTGAAAGGATTTGACAATT
ATCTTCAGATATATATTCCT--TATACAAGCAGACACTACTGCTTCTGTTTCTTATAATGGTATCTTTATTTCCAAGG
GACTCTCTCCAACGTGACAGGAAGTGG-TTTCCTAAAGCTATGAGTA-ATAGC-------CTTTGTCA--GGCTGTGC
AACTAGGATGCATGGAACAATACCCTAGTGCCCTCACAAAGTTAATGAGCCTT-CAAGGCTACTAATTTACTAGGAGG
GAGTAGTTTAGAATTC---AAGATTAGATTCTACTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAACATTTCCCACCATTATACTTCTTTCCTTCCCCTTATACCCACAGCTTTT-AAATAAG-TAGCGTATGCCTACCA
CCCCC
>Mouse_lemur
GAAGTGT--AGAAAA--TAA-AGGAAAATGGA-GAG-CAAGCAAAAGAGAAAAAGAAGAAAACAGCTTCCTGTGTCCA
TTCTTAATTGCATCATTGCATTTCATGTTATAGTCA-CCTCCCTTCATCCCCAGGTGATGGGGTCTGAGAAGG-AAAG
AATCAGTGAATATGGATTTTGAGAGCTGAGAA-------------TTTCCTTATAGATCATC----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------CTCTC---TAAACTCCTTA-TTTTACAAATGAATAAAT----------TGAGACATA
AAG-----------ATGGCCTGG-TAGCTTAAAATCTGATGATGAGAGATTAACTTTTAGCTAAAGGATTTGACAGTT
ATCTTCAGATATTTATTCCTGATAGAAAAGCAGACACTGCTGCTTCTGTTGCTCATAATGGTATCTTTATTTCCAAGG
GAGTCTCTCCAATGTGACAGGAAATGGTTTTCCTAAAGCTGTGAGTACATAGCCTCTATGCTTTGTCA--GGCGCAGC
AAATATAATACATGGAACAATACCCTGGTGCCCTCACAGAGTTAATGAGCCTTCCAAGGCTACTAATTTACTAGGAGG
GTATAGTGTAGAATTC---AAGATTAGATTCTTCTTTATTATATCAGTATCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAACATTTCCCA-CATTATACTTCTTTC--TTCCTTTATACCCAAAG-TCGT-AAATGAG-TAATGTAAG----CTA
CACTC
>Tree_shrew
GAAGGGT--AGAAAA--TGA-AGGAAAATAGA-GAA--AAAAAGGAAAAGCAAAGAAA-GAGATGCTTCCTCTGTCTA
TGCTTAATTGCATTATTGCATTTTCTATTATGCTTACCTTTCCTTTCTTCACAGGTGAT---GTCTGAGAAGA-AAAG
AATACAAGAACACAGATTTTTAAAGCTAAACA-------------TTTCCTTATAAATCATC----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------AACTC---CAAATGCTTTA-TTTTACAAATGAAGAAAC----------TGAGGGGCA
AAGAATATACAAGAAAGGCTCAG-TGGCTTACAATCTTATAATAGCAGATTAAGTTTTTGCTGAAGGATTTGACAGTT
ATTTTGAAATATATATTCCT-CTAGAAAGGCAGACACTACTGTTTCTGTTTCTTATAATGGTATCTTTATTTCCTAGG
GAGTCTCTCCATTGTGACAGGAAGTGGTTTTTCTAAAGCTATGAATA-ATAACCTCTATGCTTTGTCA--GGCACTGC
AACTACAAAACATGGAACAATACCCTAGTGCCCTCACAGAGTTAATGAGCCTCCCAAGGGTACTAATTTACTGTGAGG
GAGTAGTTTAGAATTCCAGAAGATTAGATTCTTCTTTATTATATCAGTG-CCTTTCAT-TT-TGTTAACCTAATGTCC
CTAACATTTCCCACCATTATACTTCTTTCCTTCCTTTTATACTTAAGGTCCTT-AAATAAGTTTTTGTATGCTTACCA
CCTCC
>Guinea_pig
GAAGAGT--AGAATA--T-------------A-AGC--AGAAATAC-------------AG-------------TTCT
CACTTGCATCATTCATGGCATTTTGAATTGAGGTTACCTTTCCT--CACTTCTGATC-------TCAGAAGAA-AAGA
ATCAAGAGAACTTAGAGTTTGAGGGATAAAAA-------------TTTCCTTATAGATCATC----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------AACCC---CAAAGTA-----GTTTAGAAATGGAGAAAG----------TGAGACACA
AAGATGGTACAAGAATTCCCCAG-TGGTTTAAAACTTGAAATTGGCAGATTAACTTTCTGCTAAAGGATTTAGCAGTT
GTTTTTAAACAGAT----TCCCCTAGAAAGCAGACACTGCTGCTTCTGTCTCTTATAATGGTATCTTTATTTCCTAGG
GAGTCTTTCAGACGAGGCAGGAAGTGCTTTTCCTAAGGCTGTGAATA-ATAGCCTCTATGCTTTATCCA-GGCT--GC
AGCTACAGTGCATGGAACAATACCCTGGTGCCCTCCCAGGGTTAATGAGCTTCCCAAAGCCACTAATTTACTCTGAGG
GAGGAGTTTAGAA-GTAGGAAGATTAGACCCTTCTTCATTATATCACTACCTTGTTTTATTTTGTTAACCTAGTGCCC
TTAACATTTCCCACCATTATATTTCTTTCTT-CTTTATATACCCAACATCCTT-AAACCAG-CAGCGCATGCTCACCT
CCTCT
>Dog
AAAGGGG--GCACACTTTGATAAGGTTGAAGAGATAAGATAAGAAAGAAGAGAAAAAGAGGGAAGCTCCCTGTGTTCA
TTCTTCATTATGTCTTGGCATTTTGTATTATGGATACCCTTTTTCTGTTTACAGGTAATGGTGTCTGAGAAGGAAAAG
AATCAAAGAATATAGATTTTGAAAGCTAAAGAGTTTTTATTATTATTTTTTTATAGATCATC----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
---------------------AACTC---CAAACTCC----TTTCACAGGTGAAAAAAT----------TGAGATGTG
AAGATGATACAGGAGGAGTCCAG-CGGTTTAAAATCTGATCTTGGTGCATTAA----TTGTGAAAGATTTTGACAGTT
ATCTGAAAATTTATCTTTCTTCTAGTAAGGCAGACACTGCTCCTTCTGTTTCTTATAATGGTATCTTTATTTCCTGGG
GAGTCTCTCCAATGTGACAGGAAGTGCTTTTCCTAAAGCTATGAATA-ATAACCTCTCCGCTTTGTCA--GGCGCTGC
AA-TACAATGCAGCGAACAATACCCTGGTGCCCTCACAGAGTTAATGAGCCTCCCAAGGCTACTAATTTACTTTGAGG
GAGTAGCTCAGAATTCAGGAAGATTAGATTCATCTTTATTATATCAGTGTCCTTTTAT-TT-TGTTAACCTAATGCCC
CTAACATTTCCCACCATTATACTTCTTTCCTTCCTTTTATACTCAAAGCCCTT-ACAGGAG-TAGTGTGTGGGTACCA
TCTCC
>Horse
AAAGTGG--GCAAAA--TGA-AGGAAAATGGA-AAG--AGA---AAGAGAAAACAAAGAGTGAAGTTTCCTCTCTTCA
TTCTTAATTACATCATTGCATTTTATCTTATGGACTCCCTACCTTTCTTTACAGGTGATGGTGTCTGAGAAGGAAAAG
AATCAGAGAACATAAATTTTGAAAGCTAGAAG-------------TTTTCTTATAAATCATC----------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------AACTC---TAAGCTCC----TTTTGTA---AAAGAAAC----------TAAGACATA
AAGATGATACAGGAGTGGCTCAG-TGGTTTAAAACCTGATAATGGCAAATTAACTTTTTGCTAAAGGATTTGACAGTT
ACCTTCAAATATATCTTCCTTCTAGAAAAGCTGACACTGCTGCTTCTGTTTCTGATAATGGTATCTTTATTTCCTCGG
GAGTCTCTCCAGTGTGACAGGAAGTGCTTTTCCTAAAGCTATGAATA-ATAGCCTCTATGCTTTGTCA--GGCGCTGC
AACTACAATGCGTGGAACAATACCCTAGTGCCCCCGCGGAGTTAATGAGCCTCCCAAGGCTACTAATTTACTATGAGG
GAGTAGCTTAGAATTCAGGAAGATTAGATTCTTCTTTATTATATCAGTGCCTTTTTAT-TT-TGTTAGCCTAATGCCC
CTAACATTTCCCGCCATTATACTTCTTTCCTTCCTTTTATGCCCAAAGTCCAT-AAATGAC-TAGTGCATGCTTACCA
CCTCC
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Marker M62

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------tgctatagtttgg----atgtttgtcccctcca
aacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccc
tcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctggttg
ttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccc
cttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcaga-----tgctggcgccatgcttcttgt
acagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaac
acaaaatggactaagaca------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------
>Human
CCTACAAAACAAACTTGTATAAAGTTTTAAAAA-CTCCCTTAAACTATATATTAATTGCAAAA-TAAATTATGAAATG
CTTGTAT-AACACTGAGCAATTTCTATAATTAAATTGTAGTAATTTGTAATATAATTATACTCTAAGATTGGAGTGCT
AAAAGATTTAGTTTAGCTCTGAAGAAATGATTTG---GATGC---ttctgtggttttgttggttggttgtctctcc-a
aacctcacagaggaatttgatccctaatgttagagttcaggcctagcaggaggtgtttgggtcatagg-gtgaacccc
tcatgaatggcttggtgccatcatggtggtaatgaatgagt-----atcactctgtaagctcctgggagagctggttg
ttaacaagagcccggcacctc-----ccgccatgttgcttcctctctcaccatgtgatctctgcacacactggctccc
cttggccttcagttatgagtggaaacagcccaaggacctcaccagaagccaagcggatgccagagtcacacttcctgt
acagcctgcagaaccatgagccaaataaacctcttttctttataaattacccagcctcaagtattccttcacagcaac
cccaaatgggctaagaca---GATGC--CTTTTCAGCTTTTTTTTT-----CTCTGTGA------TAGAAA--ATTTC
TGACTCCAGATATTTAAATAAAAGACCTAAAACTGCCATAGCAGGAGGTCTACAAAAAGTAGAATGAGAGAGAAGCAG
CAGGAAGGTATTCATTACTGATGATCATTACTGATATCCAAGCATTTG-TTTA
>Orangutan
CCTACAAAACAAACTTGTATAAAGTTTTAAAAT-CTCCCTTAAACTATACATTAATTTCAAAA-TAAATTATGAAATG
CTTGTAT-AACACTGAGCAATTTCTATAATTAAATTGTAGTAATTTGTAATATAATTATACTCTAAGATTGGAGTGCT
ACAAGATTTAGTTTAGCTCTGAAGAAATGATTTG---GATGC---ttctatggtttggttggttggttgtctctcc-a
aacctcacacaggaatttgatccctaatgttggagttcaggcctagcaagaggtgtttgggtcataag-gtgaacccc
tcatgaatggcttggtgccatcatcgtggtaatgagtgaat-----atcactctgtaagttcctgggagagctggttg
ttaacaagagcccggcacctc-----ctgccacgttgcttcctctctcaccatgtgatctctgcacacactggctccc
cttcgccttcagttatgagtggaaacagcccaaggacctcaccagaagccaagcggatgccagagtcacacttcctgt
acagcctgcagaatcatgagccaaataaacctcttttctttataaattacccagcctcaagtattccttcacagcaac
cccaaatgggctaagaca---GATGC---TTTTCAGCTTTTTTTTC-----CTCTGTGA------TAGAAA--ATTTC
TGACTCTTGATATTTAAATAAAAGACCTAAAACTGCCATAGCAGGAGGTCTACACAAAGTAGAATGAGAGAGAAGCAG
CAGGAAGGTATTCATTACTGATGATCATTACTGATATCCAAGCATTTG-TTTA
>Baboon
CCTGCAAAACAAACTTGTATAAAGTTTTAAAAT-CTCCCTTAAATTATACATTAATTGCAAAA-TAAATTATGAAATG
CTTGTGT-AACACTGAGCAATTTCTATAATTAAATTGTAGTAATTTGTAATATAATTATACTCTAAGATTAGAGTGCT
ACAAGATTTAGTTTAGCTCTGAAGAAATGATTTG---GATGC---tgctgtggt----ttggttggttgtctctcc-a
aacctcacacaggaagttgatccctaatgttggagtttagacctagcgggaggtgtttgggtcatagg-gtgaacccc
tcatgaatggcttggtgccatcctggtggtaatgaatgagt-----atcactctgtaagttcctgggagaactggttg
ttaacaagaaccaggcacctc-----ccaccatcttgcttcctctctcaccatgtgatctcggcacacactggctccc
cttcgccttctgttatgaatggaaacagcccaacgacctcaccagaagccaagcggatgccagagtcacacttcctgt
acagcctgcagaaccatgagccaaataaacctcttttctttataaattactcagcctcagatattccttcacagaaac
cccaaatgggttaagaca---GATGC---TTTTCAGCTCTTTTTTT-----CTCTGTGA------TAGAAA--ATTTC
TGACTCTTGATATTTAAATAAAAGACCTAAAACTGCCATAGAAGGAGGTCTACAAAAAGCAGAATGAGAAAGAAGCAA
CAGGAAGGTATTCATTACTGATGATCATTAGTGATATCTAAGCATTTG-TTTA
>Rhesus
CCTGCAAAACAAACTTGTATAAAGTTTTAAAAT-CTCCCTTAAATTATACATTAATTGCAAAA-TAAATTATGAAATG
CTTGTGT-AACACTGAGCAATTTCTATAATTAAATTGTAGTAATTTGTAATATAATTATACTC------TAGAGTGCT
ACAAGATTTAGTCTAGCTCTGAAGAAATGATTTG---GATGC---tgctatggt----ttggttggttgtctctcc-a
aaactcacacaggaatttgatccctaatgttggagtttagacctagcgggaggtgtttgggtcatagg-gtgaacccc
tcatgaatggcttggtgccatcctggtggtaatgaatgagt-----atcactctgtaagttcctgggagaactggttg
ttaacaagaaccaggcacctc-----ccatcatcttgcttcctctctcatcatgtgatctcggcacacactggctccc
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ctttgccttctgttatgagtggaaacagcccaacgacctcaccagaagccaagcagatgccagagtcacacttcctgt
acagcctgcagaaccatgagccaaataaacctcttttctttacaaattactcagcctcagatattccttcacagaaac
cccaaatgggttaagaca---GATGC---TTTTCAGCTCTTTTTTT-----CTCTGTGA------TAGAAA--ATTTC
TGACTCTTGATATTTAAATAAAGGACCTAAAACTGCCCTAGAAGGAGGTCTACAAAAAGCAGAATGAGAAAGAAGCAA
CAGGAAGGTATTCATTACTGATGATCATTAGTGATATCTAAGCATTTG-TTTA
>Marmoset
CCTACAAAACAAGCTTGTGCAGAGTTTTAAAAT-CTCCCTTCAACTGTACATTAATTGCAAAA-TAAATTATCAAATG
TTTGCAT-AACACTCAACAATTTCTGT--TTAAATTGTAGCAATTTGTTATATAATTATGCTCTAAGAGGAGAGTGAT
ACAAGATTTCGCTTAGCTCTGAAGAAATATTTTG---AATGC---tgctgtggg----ttgattgtttgtctcccc-a
aacctcacactggaattcgatccctaatgttggagtccaggcctagtaggaggtgtttgagtcatcg-----------
-------------ggtgccgtcctggtagtaatgaatgaat-----ctcactctgtaagtttctgggaga-ttggttg
ttaaaaagagcccggcacctt-----ctgccac--------------------gtgatttctgcacgcactggctccc
cttcaccttccgccatgagtagaaacagtccaaggatctcaccagaagccagtaagatgcctgagtcattcttcctgt
acagcctgcagaatgacgagccaaataaacctcttttctttataaattac-caggctcaggtattttttcacagcgat
tccaaatgggctaagaca---GAGGC---TTTTCAGCTTTTTTTTTT----CTCTGTGA------CAGAAA--ATTTC
TGATTTTTGATACTTAAATAAAAGACCTGAAACTGCCATGGTTGGGGGTCTACAAAAAGTACAAAGAGAGAGAAGCAG
CAGAAAGGTATTCATTTCTGATGATCATTACTGATATCTAAGCATTTG-TCTA
>Tarsier
TCTACAAAACAAACTCTTGCAAGATTTTAAAAC-CTTCATCAAGCCATACTGTTATTGCAAAA-ATAAACATAAAATG
CTTGTACAAATGCTGAGCAGTTTCTGTAATTAAATTGTAATCATTTGTTATATAATGATACTC----ATCAGACTGAT
ACAGGATTCAGTTTAACTTTGAAAAAATGATTTG---AATAC---tgctaaggt----tcagatgtttgccccctcc-
aagcctggggtgaaatttgattcccggtgtcagaggcgggacccaatgggaggcgtctgg-tc-tggg-gagcacatc
tctcataaa--cgggcatcatccccacagttatcagtgattt----gttgctccatgagtacccccaagcgctggttt
ttaaaacgagtctggcacctcttt--cttctctgttgcttcctctttc-ccacgtggtctttg--cgtactggctgcc
cttgaccttccaccttgaacagaagaagcctgaggccttcaccagaagcgaaccagagacccacactgtgcttcctgt
aga-ccttcggagccgtgagccaaatacgcctctgttctgggtaaactgc-tgtcctcagctactcctccatggtgac
-----acggacaacgtca---GGTGC---TTTTCAGTCCTTTCTTTTCTCACTCTTGGAACTCAGTAGAAATTTTTTC
TCACTCTTGGAACTCAAATAACAGACCT-AAACTGCCGTGGCAAGTTTTCTA-AAAAAGTAGAATGGG---GGGACAG
CAGAAGAGTA-CAATTGGTGA--ATTACTGCTGATAGTCAAGCATTTTCTCTC
>Bushbaby
CCTATAAAACAAGCTTGTACAAAGTTTATAAAC-TTCCCTTAAACCATACCCTAATCTCAAAAGTAAATTGTAAAATG
TTTGTAT-AATACCGAGCAATTTTTGTAA-TTAATCATAGTAATTAGTTATATAATTAGACTTTAAGAGTAGATTGAT
--AAGATTTAGTTTAGCTTT-AAAAAATTACTTG--------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------GATGC---TTTTCAATTTTTAAAAT----TCTCTTCAA------TAGGAA--TGTTC
TCACTCTTGATATTCAAATAATAGACATAAAACTGCCATGGTGAAGTGTACATTAAAAGTACAGTGGGAAAGA----A
CAGAAAAGTA-TAACTGGTTA--ATCATTACTAATATTTAAGCACATCCTCTA
>Mouse_lemur
CCTACAAAACAAGCTCGTGAAAAGTTTAAAAAT-CTCCCTTAAACCATATCTTAATTGCAAAAGTAAATTATAAAATA
TTTGTAC-AATACTGAGCAATTTCTGTAATTTAATTATAGTAATTAGTCATGCAATTATATTCTAAGATTAGATTGAT
--AAGATTTAGTTTAGCTTT--AAAAATTATTTA--------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------GATGC---TTTTCAATTCTTTTTCT----ACTCTTCAA------TAGAAA--TTTTC
TAACTTTTGATACCTAAATAACAGACCTAAAACTACCGTGGTGGAGTGTCTATGAAAAGTATGGTGGGTGAGAG---G
CAGAAGGATA-CAAGTAGTTA--ACCATTACTAATATTTAAGCATTTTCTCTA
>Horse
CCTACAAAACAATGTTGTGCAAAGCTTATAAAGTCCCCCTTAAACCATTCCTTAATTGCAGAAGTAAACTATAAAATG
TTTGTAT-AATACTGAGTAGCTACTGTAATTAAATTTTCATAATTTTTAATGTAATTAAGTGATCAGATTAGATTGAT
ACAAGATT-------------AGAAAATCACTTG--------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------GATAC---TTTTCACCTTTCTCTAT----TCTCTGCAA------AAG----------
--AATCTTTATACTTTAATAACAGACCTAAAACTACTGTGATGAGGTATCTCCAAAGAGTAGAATAGAAGAGAA---G
CA-AAAGGTG-TAACTAGTTA--ATCATTACTGATTT--AAGTGTTTCTTCCG
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Marker M63

>MSTB
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------tgatatggtttggatgtttgtcccctccaaatctcatgttgaaatgtgatccccagtgtt
ggaggtggggcctggtgggaggtgtttggatcatgggggcggatccctcatgaatggcttggcgccatccccttggtg
atgagtgagttctcgctctgttagttcacgcgagatctggttgtttaaaagagtntggcacctcccccctctctctc-
--------------------ttgctcccgctctcgccatgtgacgtgcctgctcccccttcgccttctgccatgattg
naagcttcctgaggcctc-accagaagccgagcagatgccggcgccatgcttcctgtacagcctgcagaaccgtgagc
caattaaacctc-ttttctttataaattacccagcctcaggtatttctttatagcaacgcaagaacggactaacaca-
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------
>Human
GAATTGTACACTTTAAATGGGTGAATCAT-AGGTATGTGAATTATATCTCAATAAAGCTGT-----TAAATGAAAA-T
T---TAAAATAACTTTAGTGACTTACACAATAAAATCTAAACTAGTCCCACTCCACTCTGCCCTCTGTGCAGAG----
--------TCTCAGGCTCAAAAATCTCTCCGCACTGTACTCCACAAATTATGAAGTCCATCCTGACTCAATGTTTTGT
CCACACG---CTAAC---tgatagagtttgaatatttgtgtcctccaaatcttatgttgaaatttgatcaccattgtt
agaggtgaggactggtgggaggtgtttggatcatgagggtggatcccttatgaatgggttggtgccatcattgaggta
atgagtgagctcttgctctgttagttcccatgagatctgattgttaaaaagaacatagcactttccttccctctctca
atctctgtccctctccttctcctcctcctttcttgccatgtgacaaatctgctcccactttgtcttctgccatgattg
gaagcttcctgaggcctt-accaggagcaga-----tactggtgccatgcttcttttgcagcctgcagaactgtaagc
caaatatacttc-ttttctttgt-aataacccagcctcaggtactcttctatagcaacacaa--atgaactaagaca-
--CTGTC---CCT-GATGCTCCAGACTGCTCCATGTGTGCAACTGACTCCTGCTCATGCTGCAGCTT-CCTTTGGTCA
GAATGTCTTTCCCAGTGGCCCTTTTCTTCTGAGGTCTGCCAAGCAAACACCTACTCATCTTCCAAGTCTAGTCACTAG
TCACCTACATTTCAAAA-CTTTA
>Chimp
GAATTGTGCACTTTAACTGGGTGAATCAT-AGGTATGTGAATTATATCTCAATAAAGCTGT-----TAAATGAAAA-T
T---TAAAATAACTTTAGTGACTTACACAATAAAATCTAAACTAGTCCCACTCCACTCTGCCCTCTGTGCAGAG----
--------TCTCAGGCTCAAAAATCTCTCCTCACTGTACTCCACAAATTATGAAGTCCATCCTGACTCAATGTTTTGT
CCACACG---CTAAC---tgatagagtttgaatatttgtgtcctccaaatcttatgttgaaatttgatcaccattgtt
agaggtgaggactggtgggaggtgtttggatcatgagggcggatcccttatgaatgggttggtgccatcattgaggta
atgagtgagctcttgctctgttagttcccatgagatctgattgttaaaaagaacatagcactttccttctctctttca
gcctctgtccctctccttctcctcctcctttcttgccatgtgacaaatctgctcccactttgtcttctgccatgattg
gaagcttcctgaggcctt-accaggagcaga-----tactggtgccatgcttcttttgcagcctgcagaactgtaagc
caaatatacttc-ttttctttgt-aataacccagcctcaggtactcttctatagcaacacaa--atgaactaagaca-
--CTGTC---CCT-GATGCTCCAGACTGCTCCATGTGTGCAACTGACTCCTGCTCATGCTGCAGCTT-CCTTTGGTCA
GAATGTCTTTCCCAGTGGCCCTTTTCTTTTGAGGTCTGCCAAGCAAACACCTACTCATCTTCCAAGTCTAGTCACTAG
TCACATTCATTTCAAAA-CTTTA
>Baboon
GAATTGTACACTTTAAATAGGTGAATCATAAAGTATGTGAATTATATCTTAATAAAACTGT-----TAAATGAAAA-T
T---TAAAATAACTTTAGTGACTTACACAATAAAATCTAAACTAGTCCTACTCCACCCTGCTCTCTGTGCAGAG----
--------TCTCAGGCTCAGAAATCTCTCCTTAC--TACTCCACAGATTATGAAATGCATCCTGACTCAATGTTTTGT
CCACATG---C-------tgatagagtttgaatatttgtgtcctctaaatcttatgttgaaatttgatcaccaatgtt
agaggtggggactggtgggaggtgtttggatcatgagagtggatcccttatgaatgagttggtgccatctttgaggta
atgagtgagctcttgctctgttagttcccatgagatttgattgttaaaaagaacatagcactttccttctctctttca
atctctctccctctccttctgctcctcctctcttgccatgtgacaaatcttctccccttttgccttctgccatgattg
gaagcttcctgaggcctt-accaggagcaga-----tactggtgccatgcttcttttgcagcctgcagaatggtaagc
caaatatacttc-ttttctttgtaaataacccagcctcagatactcttctatagcaatacaa--atggattaagaca-
--CTGTC---CCT-GATGATCCAGACTGCTCCATGTGTGCAATTGACTCCTGCTCATGCTGCAGCTTCCCTTTGCTCA
GAATGTCTTTCCCAGTGGCCCTTTTCTTCTGAGGTCTACCACGGACACACCTACTCATCTTCCAAGTCTAGTCACTAG
TCACCTACATTTCAAAACCTTTA
>Rhesus
GAATTGTACACTTTAAATAGGTGAATCATAAAGTATGTGAATTATATCTTAATAAAACTGT-----TAAATGAAAA-T
T---TAAAATAACTTTAGTGACTTACACAATAAAATCTAAACTAGTCCTACTCCACCCTGCTCTCTGTGCAGAG----
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--------TCTCAGGCTCAGAAATCTCTCCTCAC--TACTCCACAGATTATGAAATGCATCCTGACTCAATGTTTTGT
CCACATG---C-------tgatacagtttgaatatttgtgtcctccaaatcttatgttgaaatttgatcaccaatgtt
agaggtggggactggtgggaggtgtttggatcataagagcggatcccttatgaatgggttggtgccatctttgaggta
atgagtgagctcttgctctgttagttcccatgagatttgattgttaaaaagaacatagcactttccttctctctttca
atctctctccctctccttctcctcctcctctcttgccatgtgacaaatctgctccccttttgccttctgccatgattg
gaagcttcctgaggcctt-accaggagcaga-----tactggtgccatgcttcttttgcagcctgcagaatggtaagc
caaatatacttc-ttttctttgtaaataacccagcctcaggtactcttctatagcaatacaa--atggattaagaca-
--CTGTC---CCT-GATGATCCAGACTGCTCCATGTGTGCAATTGACTCCTGCTCATGCTGCAGCTTCCCTTTGCTCA
GAATGTCTTTCCCAGTGGCCCTTTTCTTCTGATGTCTACCACGGACACGCCTACTCATCTTCCAAGTCTAGTCACTAG
TCACCTACATTTCAAAACCTTTA
>Tarsier
GAATTGTACTCTTTAAATGGATGAATCATATAGTATATGGATTGTGTTTCAATACA--TGTTAAAATAAATGAAAA-T
TAAAAAAAAAAACTTCAGTGACTTACACAATCAAATCCAAACTTGTCTTACCCTAATCTGCCCTCTATGTGGAGCTGG
CTTCATGTTCGCATGCTTAGAAATACCTTATCAGTGCGCTCCACAAATTATGCAGTCAGCTCTGACTCGGAGTTTTGT
TCACATG---CTGTT---tgatagagtttgaatacttgtcctctccagatttcatgttgaaatttgatc-cctgtatt
agaggtggggcctggtgggagatatatgggtcatg-----ggatcctttataattgacttggtggtgtgctggaggta
atgactgggctcttattctgttaactcctgtgggatcaggttggtaaaaagaaactggcactttccttctctctctc-
-------tctctctctgttgcttcctcctctccggtcatgtaacatgccagcttccccttcacctactgccac-attg
gaagcttccagaagccttcactagaagcaga-----tgctggcaccatgcttcttgtacagcctgcagaactgtgagt
caaataaacctctttttctttataaactacccagcctcaggcatgcctttatagccatgcag--atagattaagata-
--CTGTT---CCT-GATGTTCCAGACTGTTCTATGTGTGTAATTGATTCCTGCTCATGGTGCAAATT-TCTTTGCTTA
GAATGTCTTTCCCAATGGCCCCTTCTTTCCAAGGTCTGTCATGCAAACACCTACTCATCTTCCATGTCTGATCACTGA
TCACCCCTATTTCAAAACCTTTA
>Bushbaby
-----------------TGGGTGAATTACATGGTATGTGAGTTTTATCTGGATAAAGCTGT-----TAAGTGAGAA-C
A---TAAAC-ACCTTTAGTGACTTGCACAATAAAGTCTAAACTCATCACACCCCACTCTGGCCTCTGTGCAGG-CTGA
CTTTGTGACAGCCTGCTCACAAATGCCCCATCACTG--------------TGTAATCTGTCCTGACTCAATGTTTTGT
CCACGTG-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--CTGTC---CCT-GATTTTCCAGCCTGGTCCATGTGTGCTGTTGACTCTTGCTCATGCTGTGGCTT-CCTTTGCTCG
GAATGTCTTTCCTAACAGCCCCTCCCTTCCCAGGCCTGCCAAGCAAATATCTATCCCTCTTTCAAGTTTGTTCATTGG
TCACCTCCACTTCAAAAGCTTTG
>Mouse_lemur
GAATTTTACACTTTAAATGGATGAATTATATGCTGTGTGACTTGTATCTTGATAAAGCTGT-----TAAGTGAAAA-T
T---TTAAA-ACCTTTAGTGA---------------CTAAGCTCATCACA-CCCACTCTGCCCTCTGTGCAGGCCTGG
CTTCCCGGCCCCCTGCTCAGAAATACCTCGTCACTGCTCTGCA---ATTATATAATCAGTCCTCACTTAACGTTTTGT
CCACATG-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--CTGTC---CTT-GACATTCCAGACTGTTCCTTGTGTGCAATTGACTCTTGCTCATGCTGTGGCTT-CCTTTGCTCA
GAATGTCTTTCTCAACAGCCCCTTCCCTCCTCGGTCTGCCAGGCAAACACCTACTCATCTTGCAGGTCAATTCACTGG
TCTCCTCCACTTCAAAGCCTTTA
>Dog
GGATTGT-AACTTTAAATGGATGAATCATGCTGTATTTGAATTATATATCAATAAAGGCGT----TTAAATAAAAA--
----TAAGAACCCTTCAGTGATCTACTCAATAAAGCTCAAACAAATTTCACCCCATTCTGTACTTTCTGCAGGTCTGG
CTTCATTACT---GGCTCAG------------------------------TGTAATCAGTCTTGACTTGATGTTTCAT
TCACATG-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
--TTGTC---CTTGGATATTCCAGACTGCTCGGTGGGTCCAATGAACTCTTGCTTATGCTG---CTT-CCTTTGCCCG
GAATGTCTTTCCCAACAGTCCCTTCCTTTCAGGATCTGCCAGGCAAACACATACTTATCTTCCAAGTCTGTTCATTGG
TCACCTCCATTTTGAAACCTTTA
>Horse
GAACTGTAAACTTTAAATGAGTGAATCATATGGCATGTGAATTATATCTCAATAAAGTAGTTAAATTAAGTAAAAAAT
T---TAAAAAACCTTTGGTGCCCTACTTAATAAAACCGAAACTCATCTCACCCCATTCTTCAGGCTATGCAGGGCTGT
CTTCATGACCCAATGCTCAGACATACCCCCTCACTGGGCTCCACAAATTATATAATCAGTCCTGACTGAATGTTTCAT
CCACGTG-----------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--ATGCC---CCTGGATGTTCCTGACTGCTCTATGTGTC-----AACTCTTGCTCATGCTG---CTT-CCTTTGCTTA
GAATGTCTTT-CCAACTGTCCCTTCCTCCCAAGGACTGCCAGGAAAATACCTACTTACCTTCCAAATCCATTCACTGA
TCACCTTCATTGCAAAATCTTTA
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Marker M66

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------tgctatagtttggatg------tttgtccc--------ctcc------------------------
--aaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggat
ccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctgg
ttgttaaaaagagcctggcacctccctcctctctctc-----ttgcttcctctctcgccatgtgatctctgcacacgc
cggctccc-cttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttc
ttgtacagcctgcagaaccgt-gagccaaataaacctcttttctttataaattacccagcctcaggtattcctttata
gcaacacaaaatggactaagaca-------------------------------------------------------
--------------------------------------------------------------
>Human
CTACTTGCTAGCTGTGTGACTGAGGGATACTTACCTAACCTCTCAGTGCCTCAATCTCTCTTCTGTAAAATGCCAACG
TTGTGATGCTGTGATGATTAACTACACACTTAGAATACTGCCTGGCACACTGGACACACTACTTAAATACCAGCTACT
ATTCCTGTGTAGCTGGTATTGATGCTTGTTTTGAGTCACAATAATGACAGCAGCAAGAGTAAAGGGAGAAGATATAAG
G---AATAG---tgctatggtttggatatgattcatttgccc--------cct-acccc-------------------
--aagtctcctgttgaaatttgattcttaatattggaggcggggcttggtgggaggtgtttggatcatgggggcagat
gactcatgaatggcttggtgccattcttaaaaagaatgagtggtt-----tctcactcttagttcccacaagagctga
ttgttaaaaagagcctggcacattctcctcctcctc------ttacttcttctctcactgtatgatctctgcacacag
tgcctctc-ctgtgccttctactatgagtggaagcagcctgagaccctgagcagaaacagatgttggtaccatgcttc
ttgtacagcctgcagaaccat-gagccagataaacgtattttcctcataaattacccagcctcaggtattcctttata
gccacacaaa-tggactaaaata---A-TAG---AAAGAAATTAATGGCACTGCCCAAAGTAACATCTCTCTTAAG-A
AAGGAAATAAAATAGTGTATTTAAAT-------AACCCAGATATATTAAGAATTTAATAATT
>Chimp
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------ggtgtttggatcatgggggcagat
ga-tcatgaatggcttggtgccattcttaaaaagaatgagtggtt-----tctcactcttagttcccacaagagctga
ttgttaaaaagagcctggcacattctcctcctcctc------ttacttcttctctcactgtatgatctctgcacacag
tgcctctc-ctgtgccttctactatgagtggaagcagcctgagaccctgagcagaaacagatgttggtaccatgtttc
ttgtacagcctgcagaaccat-gagccagataaacgtattttcctcataaattacccagcctcgggtattcctttata
gccacacaaa-tggactaaaata---A-TAG---AAAGAAATTAATGGCACTGCCCAAAGTAACGTCTCTCTTAAG-A
AAGGAAATAAAATAGTGTATTTAAAT-------AATCCAGATATATTAAGAATTTAATAATT
>Baboon
CTACTTGCTAGCTGTGTGACTGAGGGATACTTACCTAACCTCTCAGTGCCTCAATCTCTCTTCTGCAAAATGCCAATG
TTGTGATGCTGTGATGATTAACTCCACACTTAGAATACTGCCTGGCACACTGGACACACTACTTAAATACCAGCTACC
ACTCCTATGTAGCTAGTATTGATGCTTGTGTTGAGTCACAATAATGACAGCAGCAAGAGTAAAGGGAGAAGATATAAG
G---AATAG---tgctatggtttggatatgattcatttgccc--------ccccaaccc-------------------
--atgtctcatgttgaaattcgattcttaatattggaggtggggcttggtgggaggtgtttggatcatgggggcagat
gactcaagaatggcttgatgccattcttaaaaggagtaagtggtt-----tctcactcttagttcccacaagagccga
ttgttaaaaagagcctggcacattctcctcctcctcctcctcttacttcctctctcactgtatgatctctgcacacag
tacctctc-ctgtgctttccaccatgagtggaagcagcctgagaccctcaccagaagcagatgttggtaccatgcttc
tcatacagcctgcagaaccat-gagccagataaacatattttcctcataaattacccagcctcaggtattcctttata
gccacacaaa-tggactaatata---AATAG---AAAGAAAATAATGGCACTGCCCAAAGTAAAGTCTCTCTTAAG-A
AAGGAAATA-----GTGTATGTAAAT-------AATCCAGATGTATTAAGAATTTAATAATT
>Rhesus
CTACTTGCTAGCTGTGTGACTGAGGGATACTTACCTAACCTCTCAGTGCCTCAATCTCTCTTCTGCAAAATGCCAATG
TTGTGATGCTGTGATGATTAACTACACACTTAGAATACTGCCTGGCACACTGGACACACTACTTAAATACCAGCTACC
ACTCCTATGTAGCTAGTATTGATGCTTGTGTTGAGTCACAATAATGACAGCAGCAAGAGTAAAGGGAGAAGATATAAG
G---AATAG---tgctatggtttggatatgattcatttgccc--------ccccaaccc-------------------
--atgtctcatgttgaaatttgattattaatattggaggtggggcttggtgggaggtgtttggatcatgggggcagat
gactcaagaatggcttggtgccattcttaaaaggagtaagtggtt-----tctcactcttagttcccacaagagccga
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ttgttaaaaagagcctggcacattctcctcctcctcctc---ttacttcctctctcactgtatgatctctgcacacag
tacctctc-ctgtgctttccaccatgagtggaagcagcctgagaccctcaccagaagcagatgttggtaccatgcttc
tcatacagcctgcagaaccat-gagccagataaacatattttcctcataaattacccagcctcaggtattcctttata
gccacacaaa-tggactaatata---AATAG---AAAGAAAATAATGGCACTGCCCAAAGTAAAGTCTCTCTTAAG-A
AAGGAAATA-----GTGTATGTAAAT-------AATCCAGATGTATTAAGAATTTAATAATT
>Marmoset
CTACTTGCTAGCTGTGTGACTGAGGGATGCTTTCTTAACCTCTCAGTGCCTCAGTGTCCCTTCTGCAAAATGCAAATG
TTGCGATGCTGGGATGATTACCTACATGCTTAGGATACTGCCTGGCACACTGCACATACTACTTAAATACCAGCTACC
ATTCTTATGTATCTGG--------CTTGCGTTGAGCCATAAGAATGACAGCAGCAGGAGTAGAGGGAGAAGATATAAG
G---GACAG---tgctatggtttggatatgatttgtttgcccttcttgccccc-acccccaccccccacttccgctgc
ccaggtgtcatgttgaaatttgattcctaatattggaggtggggcttggtgggaaaagtttggatcatgggggcagat
gactcatgaatggcttcatgccattcttaaa-ggagtgaatgatt-----tctcactcttagttcccacaggagctga
ttgttaaaaagagcccggcacattctcctcctcttc------ctacttcctctctcactgtgtgatctctgcacacag
tgcctctc-ctatgtcttccaccatgaatggaagcagcctgagaccctcagcagaagcagatgtgtgtactgtgcttc
ttgtactgcctgcagaaccat-gagccagataaacatattttcttcctaaattacccagcctcaggtatttttttata
gccatgcaaa-tggactaaaata---AATAG---AAAGAAAATTATGGCACTGCCCAAAGTAAAGTCCCTCTTAAG-A
AAGGAAACA-----GTGTATGTAAAC-------AATCCAGATGTATTTAGAATTTAATAATT
>Tarsier
CTGCTTGCTAGCTGTGTGATTTAGGGATATTT----AACTTCCTTGAGCCTTAATTTTCCATCTGTAAAATGCAGGTG
TTGTGATGCTGTGATGATTAACTAAGTCCTCAGAATAGTGCCTGCCACACTGAGAACACTACTTAAATACCAGCTGTC
ATTAGTATGTAACGGTTATTGATGTTTGTGTTGAATCATAATAATGACAGCACCGTGAATAAAGGGAGGAGGTA--AG
G---AATAG---ggctatagtttgaatatggtttgtttgacc--------ctg----cc-------------------
--aagtctcttgttgaaatgtgatccccagtgttaaagatggggtctgatgagaggtgtttggattgcggggacagat
tcctaatgaatgacttggtaccattcttgaa-ggattgagtgagt-----tctctcactcagttcctgtgagagctgc
ttgttaagaagagcctggcacctt------------------tccctccctctctcaccatgtgatctgcacatgtgg
tttccttcactgt-------------------------------ccctcaccagaagtagacgtcaggatcatgctac
ctgaagagtctgaagaactgttgagacaaataaacctctt--------------cccaccatcacgtatttccatata
ggaacacaaa-cggactaagaca---AATGG---AAAGAAAATGATAGCACTACCCAAAGTAAAGTCTCTCTTAAG-A
AGGGAAATAAAATAGTTTGTGTAAAT-------AATCCAGACATATTTAGGATTGAATAATT
>Bushbaby
CTACTTGCTAGCTGTGTGATTTAGAGACACTT----AATTGCTTGATGCCTCCATTTCCCTTCTGGAAAATGCAGACG
CTGCGATGCTGTGATTAT---------------------AC---GTACACTGCAAACACCACATAAAAGCCGGCTATC
AATATTATGTAAC--TTATTGGTGTTTGTGTTGAGTCATAATAGTGGCAGTGACCTGCGTACAGGGAGAAGAGAGAAA
G-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------AATAG---AGAGAAAATAATGGTGCTTCCCAGAGTAAAGTCTGACTTCAGGA
AAAAAAATAA-----TGTGTGTAAAT-------AATCCAGAAGTATTCAGAATTTAATAGTT
>Mouse_lemur
CTACTAGCT---TGTGTGGTTTGGGGATACTA------ATCTCTGGTGCCTCAGTTTCCCGTATGTAAAATGCAGATT
CTATGATGTAGTGATGAC---------------------ACCTAGCACACCGCAAACACTACATAAATGCCAGCTACC
ATTATTATGTAAC--GTACTGGTGTTTGTGTTGAGTCATAATAATGACAGCAGCGTGCATAAAGGCAGAAGAGAGAAG
G-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------AATAG---GAAGAAAATGATGGCACTTCCCAAAGTTAAGTGTGTCTTATGGA
AAAAAAATAAAATAGTGTGTCCAGACTTATATAAATCCAGACTTATTTAGAATTTAATAATG
>Guinea_pig
TTATTTTCTTGTTGTGTGATTTAGGGATACAT----AAACTCTTGGTGCCTCAGTTTCCCCTCTGTAAAGTGCAGATG
TG------CTGCTGTGATTATCGAAGTACTCTGACTAGTACCTGGCATGCTACAAACACTGGTTAAGTGCTAGTTACC
ATTATTATCTTACTGTTATTGATGTTCGTGTTGAGTCATAACAATGACAGCAACGTGAGTAAAGGGAGAGGAGGAAAG
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C-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------AATAA---AAAGAAAATGATGACACTGTCCAAAGTAAAGTCCCTCTTAAA-A
AAAGAAATAAAACAATGCATGTAAAT-------AACCCTA----------------------
>Dog
CTACTTCCT------GTGATTTAGCAATACTT----GACCTCTGAGTGCCTCAATTCTGCTTCTGTAACATGCAGATG
TCATGATAC---------------------------------------------------------------------
------------TGATTGTTGATGCTTTTGTTT--TAATA--AATGACCGCATTGTGAATGAAGGGAGAAAAGAGAAA
C-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------AAGAG---AAAGAAAATGATGGCCCTACCCAAAATCAAGTCACTCTTAAG-A
AAG-AAATGAAATACTGTGTGCAAAT-------AATCCCG----------------------
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Marker M68

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------tgctatagtttggat
gtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtca
tgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttccc
gcgagagctggttgttaaaaagagcctggcacctccctc--ctctctctcttgcttcctctctcgccatgtgatctct
gcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgcc
atg--cttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttata-aattacccagcctcaggtat
tcctttatagcaacacaaaatggactaagaca----------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------
>Human
TCTATCAAGAGTAATACAGGCATCTAGGACAGCACTAGAGCCCTGGCCATGGCACCAGAAATGTAAACCTCTCATTGA
GGTGGATACTTGAAGCGCAGTGAGCTCGAAGAA---------CCTCAGCACATTCTCCTTCTGCTGGACCTTGGAC--
---ACCCTGTTTCAGACCTGAACCTCCT-GTTCCTTGAAGGCCTTTGGATCA---CACTC---caatatggtttggat
atttgttcccttcaaatctcatgtcaaaatttgatcctcaatgctgaagatgggacctagtggaaggtgtttaggttg
aggggttggattcctcatgaatagattagtgccctccctcaggggtgagtgt-----gttcttactctgtcagttctc
attagatctgattgttaaaaagagcctggtgccttctcc----ctctctcttgcttcctctcttgccatgtgatgct-
---------ggct-cgctttgccttctgccatgagtagaagcttcctgaagccctcaccagaagcagatgctggcccc
atg--cttcttgtacagcctgcagaaccatgagccaagtaaa--c-ttttctttacacaatt-ctcagcctcatatat
ttatttatagcaacacaaaatggactaagaca---CACCC---CTTACCCATGTTAATTTAGAAGAGCTGATGCTAAC
ATCACTGCTGGGAAGATGCACTTAGGTCATGCAGTGAGCTACTTT------------------------AGACCCATA
AATACTTGATACTTGAGCAGTAGCTCTTGTCTGGATTATCAA-GAAGTTTATGGAGAGTCCTGGGAGCCTCTGAGATG
GTACCCA
>Chimp
TCTATCAAGAGTAATACAGGCATCTAGGACAGCACTAGAGCCCTGGCCATGGCACCAGAAATGTAAACCTCTCATTGA
GGTGGATACTTGAAGCACAGTGAGCTCGAAGAA---------CCTCAGCACATTCTCCTTCCGCTGGACCTTGGAC--
---ACCCTGTTTCGGACCTGAACCTCCT-GTTCCTTGAAGGCCTTTGGATCA---CACTC---caatatggtttggat
atttgttcccttcaaatctcatgtcaaaatttgatcctcagtgttgaagatgggacctagtggaaggtgtttaggttg
aggggttggattcctcatgaatagattagtgccctccctcaggggtgagtgc-----gttcttactctgtcagttctc
attagatctgattgttaaaaagagcctggtgccttctcc----ctctctcttgcttcctctcttgccatgtgatgct-
---------ggct-cgctttgccttctgtcatgagtagaagcttcctgaagccctcaccagaagcagatgctggcccc
atg--cttcttgtacagcctgcagaaccatgagccaagtaaa--c-ttttctttacacaatt-ctcagcctcagatat
ttattaatagcaacacaaaatggactaagaca---CACCC---CTTACCCATGTTAATTAAGAAGAGCTGATGCTAAC
ATCACTGCTGGGAAGATGCACTTAGGTCATGCAGTGAGCTACTTT------------------------AGACCCATA
AATACTTGATACTTGAGCAGTAGCTCTTGTCTGGATTATCAA-GAAATTTATGGAGAGTCCTGGGAGCCTCTGAGAAG
GTACCCA
>Orangutan
CCTATCAAGAGTAATACAGGCATCTAGGACAGCACTAGAGCCCTGGCCATGGCACCAGAAATGTAAACCTCTCATTGA
GGTGGATACTTGAAGCACAGTGAGCTCGAAGAA---------CCTCAGCACATTCTCCTTCTGCTGGGCCTTGGAT--
---ACCCTGTTTCAGACTTGAACCTCCT-GTTCCTTGAAGGCCTTTGGATCA---CACTC---cgatatggtttggat
atttgttcccttcaaatctcatgtcaaaatttgatcctcaatgttgaagatgggacctagtggaaggtgtttaggtca
tggggttggattcctcatgaatagattagtgccctccctcaggggtgagtgg-----gttcttactctgtcagttctc
atttgatctgattgttaaaaagagcctggtgccttctct----ctctctcttgctccctctcttgccatgtgatgct-
---------ggctccgctttgccttctgccatgagtagaagcttcctgaagccctcaccagaagcggatgctggcccc
atg--cttcttgtacagcctgcagaaccatgagccaagtaaa--c-ttttctttacacaatt-ctcggcctcaggtat
ttatttatagcaacacaaaatggacta--aca---CACCC---CTTACCCATGTTAATTAAGAAGAGCTGATGCTAAC
ATCACTGCTGGGAAGATGCACTTAGGTCATGCAGTGAGCTACTTT------------------------AGAACCATA
AATACTTGATACTTGAGCAGTAGCGCTTGTCTGGATTATCAA-GAAATTTATGGAGAGTCCTGGGAGCCTCTGAGAAG
GTACCCA
>Baboon
CCTATCAAGAGTAATACAGTCATCTAGGAGAGCACTAGAGCCCTGGCCATGGCACCAGAAATGTAAACCTCTCATTTA
CATGGATACTTGAAGCACAGTGAGCTCGAAGAA---------CCTCAGCACATTATTCTTCTACTGGGCCTTGGAC--
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---ACCCTGTTTCAGACCTGAACCTCCT-GTTCCTTTAAGGCCTTTGGATCA---CACTC---cgatatggtttggat
gtttgttcccttcaaatctcatgtcaaagtttgatcctcagtgttgaagataggacctagtggaaggtgtttaggtca
tggggttggattcctcatgaatagattagtgccctccctcaagggtaagtga-----gttcttactctgtcagttccc
attagatctgattgttaaagagagcctggtgccttctcc----ctctctcttgctccctctcttgccatgtgatgct-
---------ggctcccctttgccttctgccatgagtagaagcttcctgaagccctcagtagaagcagatgctggcccc
atg--cttcttgtacagcctgaagaaccgtgagccaagtaaa--ctttttcttcacacaatt-ctcaacctcaggtat
ttctttatagcaacacaaaatggactaagaca---CACCC---CTTGCCCATGTTAATTAAGAAGAGCTGATGCTAAC
ATCACTGCTGGGAAGATGCACTTAGGTCATGCAGTGACCTACTTT------------------------AGACCCATA
AATACTTGGCACCTGAGCAGTAGCTCTTGTCTGGGTTATCAA-GAAATTTATGGAGAGTCCTTGGAGCCTCTGAGAAG
GTACTCG
>Rhesus
CCTATCGAGAGTAATACAGGCATCTAGGAGAGCACTAGAGCCCTGGCCATGGCACCAGAAATGTAAACCTCTCATTGA
CATGGATACTTGAAGCACAGTGAGCTTGAAGAA---------CCTCAGCACATTATCCTTCTGCTGGGCCTTGGAT--
---ACCCTGTTTCAGACCTGAACCTCCT-GTTCCTTGAAGGCCTTTGGATCA---CACTC---cgatatggtttggat
gtttgttcccttcaaatctcatgtcaaagtctgatcctcagtgttgaagataagacctagtggaaagtgtttaggtca
tggggatggattcctcatgaatagattagtgccctccctcaagggtgagtga-----gttcttactctgtcagttccc
attagatctgattgttaaaaagagcctggtgccttctcc----ctctctcttgctccctctcttgccatgtgatgct-
---------ggttcccctttgccttctgccatgagtagaagcttcctgaagccctcactagaagcagatgctggcccc
atg--cttcttgtacagcctgaagaaccgtgagccaagtaaa--ctttttctttacacaatt-cttagcctcaggtat
ttctttatagcaacacaaaatggactaagaca---CACCC---CTTGCCCATGTTAATTAAGAAGAGCTGATGCTAAC
ATCACTGCTGGGAAGATGCACTTAGGTCATGCAGTGACCTACTTT------------------------AGACCCATA
AATACTTGGCACCTGAGCAGTAGCTCTTGTCTGGGTTATCAA-GAAATTTATGGAGAGTCCTTGGAGCCTCTGAGAAG
GTACCCG
>Tarsier
CCAATCAAGGGTGATACAAGAAGCTAGGAGAGAACTGAAGCCA-AGCCACGATATAAGAAATACAAACCTTGGATTTG
AATGGATACTTGCAACTCAGTGAGTTCAAAGGG---------TCTCAGCACATTCTCCCTCTGCTGGGTTGTGGAC--
---ACC-TGTTTTAGGTGTCAAGTTCCT-ATTTTTTTAAGGGCCT-GAATCA---AACCA---tgttacagtttggat
atttgtctcctccaaatctcatgctgaaatgtgattcctaatgttggacattgggcctagtgggaagtgtttgggtca
tggggatggatccctcattcatagattagtgccctccctcaggggtgagtga-----gttctcagtctattagtgccc
ctgagatc-acttgttaaaaagagtttagcaccttcctcccaactctctcttgctcc---------------------
--------------ctctttgccctccaccacga-tggaagcttcctgaggccctcaacagaagcaaatgctggtgcc
atggaattccactacagcctgcagagccatgagccgagtatacctctttactctgca-atta-cccaacctcaagtat
tcttttagagccacacaaaacagactaagata---CACTC---CATTCTTGGGCTAATTAGGAAGAGCAAATGCTGAC
G--ATCACTGGGAAAATGCACTTAGGTCATGCAGTGAGCTACTTG------------------------AGACCTGTA
ATTACTTGATGCTTGAGCAATAGCTCTTGTCTAGATTCTCAGTGAATTTTATGGACAGTCCTGGGGGCCTCTGAGAAG
GTACTCA
>Marmoset
-------------ATCTAGACATCTAGGAGAGCACTAGAGCCCTGGCTATGGCACCAGAAACGTAAACCTCTCATTGA
AGTGGATACTTGAAGCACAGTGAGCCCGAAGGA---------CCTCAGCAGATTCTCCTTCTGCTGGGTCTGGGAC--
---ACCTTGTTCTGGACCTGAACCTCCA-GTTCCTTGAAGGTCTTCAGATCG---TACTC---tgatgtggtttggat
gtttgttcccgccaaatctcatgtcaaaatttgatccccaatgttgaagatgggacctagtagaaggtgtttaggtca
tgggg-tgatttcctcatgaatagattagtgccctctcccaggggttagtga-----gttctcattctgttagttccc
attagatctggttgttaaaaagaacctggtgacttctcc----ctctctcttgctccctctcttgccaggtgatgct-
---------ggctcctctttgccttctgccatgagtggaagcttcctgaagccctcaccagacgcagatgctggcccg
atg--cttcttgtacagcctgcagaactgtgagccaagtaaagctcttttctttacacatta-ctcaacctcaggtat
ttctttataacaacgcaaaatgaactaagata---CACCC---TTACCC-ATATTAATTAGGAAGAGCCGATGCTAAC
ATCACTGTTGGGAAGATGCA--TAGGTCATGCAGTGAGCTACTTT------------------------AGACCCATA
AATACTTGACACTTGAGCAACAGCTCCTGTCTGGATTCTCAA-GGAATTTATGGAGAGTCCTGGGAGCCTCTGAGAAG
GTATCCA
>Bushbaby
CCTATCAAGGGTGATACAGACAGGTAGAAGAGAATTAGAGCTCAGATCATGGCACTGGAAA--CACACTTCTGATTTG
AATGGATGCATAAAGCACAGAGAGCTGAAAGGATCTGGAAGATCTCACCACATTCTCCCTCTGCTGGGTC-TGAAC--
---------TCCCAGCCCTTGAGCTCCC-ATTCCTTGAAGGGCCT-GGATCA--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
-----------------------------------TGCCC---CACGCCTAGGCTAGTTAAGAAAAGCTG-TGCTAAC
ATGGCAGCTGGGAAGAGACACTTGGGTCATGCAGTGAGCTACTTG------------------------AGAGCTGAG
CATACTTGATATTTAGGCAGTAGCTCTTGTCTGGGTTCCCAGTGAATTTTATGGACAGTCCTGGAAACTTCTATCAAG
GTA----
>Mouse_lemur
CCTATCAAAGATGATACAGGCAGCCAGAAGAGAATTGGAGCCTAGACCATGGCACCAGAAA--CACACCTCTGATTTG
GATGTATTTGCAAAGCACAGCAAACTCGAAGGATCTGGAAGGTCTCCACTCATTCTCCCTCTGCCGGGTA-TGAACCT
CATACC-TGTCCCAGACCTGGAGCTCCT-GTTCCTTGAAGGGCCT-GGATCA--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------CACCC---A-TGCCTAGGCTAGTTAAGAAGAGCCGATGCTAAC
ATTGCAGCTGGGAAGATGCACTTGGGTCATGCAGTGAGCTACTTG------------------------AGACCCCAA
AATACCTGATGCTCAGGCAGTAGCTGTCATCTGGGTTCTCAGTGAATTTTATGAATAGTCCTGG-AGCCTCTAAGAAG
GTA----
>Horse
CCTAGCAAGGGTGATACAGGAAAGTGGAAGAGAACTGGAGTCCAGACCATGACCTCAGAAGTGCAAACCTCCCATCTG
AACGGATCCTGGAAGCAGAGTGAGCTGGAAGGG---------TTTC--CATGCTCTGCCTCTGCTGGGTCTTGAAC--
----CCCTGTTCCAAGCCTGGAGCCCCGCATTCCTTGGGAAGCTT-GGATCA--------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------CACCC---TATGCCAAGGTTAGCTAGAAAGAGCTGATGATAAA
GTCACAGCTGGGAAGATCCACTTAGATCATGTGGCAAGCTACTGGAGAATCCAGAAGGAGACAGGAGTGAACCCCACA
AACACTTGATGCTCAGGCAGTAGCTCTTGTCTGGGTTCTCAGCAAATTTTATAGACGGTCCTGGGAGCCTCTGAAAAA
GTACTCA
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Marker M71

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtg-gggcctaa
tgggaggtgtttgggtcatgggggcgga-tccctcatgaatagattaatgccctccctcggggtggggatgagtgagt
tctcactctatta----gttcccgcgagagctggttgtt-aaaaagagcctggcacctccctcctctctctcttgctt
cctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctc
accagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataa
attacccagcctcaggtattcctttatagcaacacaaaatggactaagaca---------------------------
-----------------------------------------------------------------------------
>Human
GAATATGGATATTCCCAAGAAAGGTGTTCCTGTCAGATGAAGAGCGAGACTCTCCTGAGGATAGTCCCCAAGTCATTA
T-----CTACTTTGGACATTGCCTTGTGAAGACAAGATATAGAGGACTACTGCCATCATATTGTGAGGC---GATGA-
--gtatacagtttggatatttgtcccttacagatctcatgtgaaaatctcatcttcagtgttggaggtgggggcctaa
taggtggtgtttgggtcatggggagagggttcccttgtgaatggcttggtgctgtcctcaaagt---aatgagtgaga
tctagctctatgaacgagctcctgggagagccaattgtt-aaaaataggctggcaattccttcccctttttctttctt
ccttc--------ctgtcacaatgtgatgcctgctctcctttaccttctgccatgagcgaaagcttcctgaagccctc
agcagatacagattcttgtgccatgcttctcatatggct----gaaccatgagccaaataggcctcttttctttgtaa
attgcccagcctcaagtgttcctttatagcaacaca-aatggactaagaca---GATAG---GGAAGACAAAGAGTAT
TGTAGAGAAACTGACCCAACACCCTGATTTCATTGAGC-CAGCACCAAATGTTAG-----ATCACCTATTGCAGTAC
>Chimp
GAATATGGATATTTCCAAGAAAGGTGTTCCGGTCAGGTGAAGAGCGAGACTCTCCTGAGGATAGTCCCCAAGTCATTA
T-----CTACTTTGGACATTGCCTTGTGAAGACAAGATATACAGGACTACTGCCATCATATTGTGAGGC---AATGA-
--gtatacagtttggatatttgtcccttacagatctcatgtgaaaatctgatcttcagtgttggaggtgggggcctaa
taggtggtgtttgggtcatggggagaggattcccttgtgaatggcttggtgctgttctctaagt---aatgagtgaga
tctagctctatgaacgagctcctgggagagccagttgtt-aaaaatagcctggcaattccttcccctttttctttctt
ccttc--------ctgtcacaacgtgatgcctgctctcctttaccttcttccatgagcgaaagcttcctgaagccctc
accagatacagatccttgtgccatgcttctcatatggct----gaaccatgagccaaataaacctcttttccttgtaa
attgcccagcctcaagtgttcctttatagcaaaaca-aatggactaagaca---GATAG---GGAAGACAAAGAGTAT
TGTAGAGAAACTGACCCAACACCCTGATTTCATTGAGC-CAGCACCAAATGTTAG-----ATCACCTATTGCAGTAC
>Orangutan
GAATATGGATATTTCCAAGAAAGGTGTTCCCGTCAGGTGAAGAGTGAGACTCTCCTGAGGATAGTCCCCAAGTCATTA
T-----CTACTTTGGACATTGCCTTGTGAAGACAAGATATACAGGACTACTGCCATCATATTGTGAGGC---GATGA-
--gtatatagtttggatatttgtcccacacagatctcatgttaaaatctgatcttcagtgttggaggtgggggcctaa
taggtggtgtttgggtcatggagagaggattcccttgtgaatggcttggtgctgtcctcaaagt---aatgagtgaga
tctagctctatgaacgagttcctgggagagccaattgtt-aaaaatagcctggcacttccttcccctttttcttgctt
ccttc--------ctgtcacaatgtgatgcttgctctcctttaccttctgccgtgagcgaaagcttcctgaagccctc
accagatacagatccttgtgccatgcttctcatacggcc----aaaccatgagccaaataaacctcttttctttgtaa
attgcctagcctcaagtgttcctttatagcaacaca-aatggactaagaca---GATAG---GGAAGACAAAAAGTAT
TGTAGAGAAACTGACCCAACACCCTGATTTCATTGAGC-CAACACCAAATGTTAG-----ATCACCTATTGCAGTAC
>Baboon
GAATATGGATATTTCCAAGAAAAGTGCTCCTCTCAGGTGAAGAGTGAGACTCTCATGAGGGTAGCCCCCGAGTCATTA
T-----CTACTTTGGACATTGACTTGTGAAGACAAGATATACAGGACTACTGCCATCATACTGTGGTGC---AATGA-
--gtatatagtttggatatttgtcccctacagatctcatgttaaaatctgatcttcagtgttggaggtgggggcctca
caggaagaat---ggtcatgga----------ccttgtgaatggtttggtgctgtcctcaaagt---aatgagtgaga
tctagctctatgagcaagctcctgggagagctaattgtt-aaaaatagcctggcacttccttcccctttttcttgctt
ccttc--------ctgtcaccacgtgaagactgctc-cctttaccttctgccatgagtgaaagcttcctgaagccctc
accaggtacagatccttgtgccatgcttcccatatggcc----gaaccatgagccaaataaaactcttttctttgtaa
attgcccagattcaagtgttcttttatggcaacaca-aatggactaagaca---GATAG---AGAAGGCAAAGAGTAT
TATAGAGAAACTGGCCCAATACCCTGATTTCATTGAGC-CAGCACCAAATGTTAG-----ATCACCTATTTCACTAC
>Rhesus
GAATATGGATATTTCCAAGAAAAGTGCTCCTCTCAGGTGAAGAGTGAGACTCTCATGAGGATAGCCCCCGAGTCATTA
T-----CTACTTTGGACATTGACTTGTGAAGACAAGATATACAGGACTACTGCCATCATACTGTGACGC---AATGA-
--gtatatagtttggatatttgtcccctacagatctcatgttaaaatctgatcttcagtgttggaggtgggggcctca
taggaagaat---ggtcatggg----------ccttgtgaatggcttggtgctgtcctcaaagt---aatgagtgaga
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tctagctctatgagcgagctcctgggagagccaattgtt-aaaaatagcctggcacttccttcccctttttcttgctt
ccttc--------ctgtcaccacgtgaagactgctc-cctgtaccttctgccatgagtgaaagcttcctgaagccctc
accaggtacagatccttgtgccatgcttcccatatggcc----gaaccatgagccaaataaaactcttttctttgtaa
attgcccagattcaagtgttcctttatggcaacaca-aatggactaagaca---GATAG---GGAAGGCAAAGACTAT
TATAGAGAAACTGGCCCAATACCCTGATGTCATTGAGC-CAGCACCAAATGTTAG-----ATCACCTATTTCACTAC
>Marmoset
GAATATGGACATTTCTAAGAAAGGCACTCCTCTAAGTTAAAAAGTGAGACTCTCATGAGGATAACGCCTGATTCATTA
T-----CTACTTTGGACATTGCCCTTTGAAGAAAAGATATACA-GACTACTGCCATCATCTTGTGATAT---GATCA-
--ggatatagtttggttgtctgtcctctacagatcttatgttaaaatctgatcttcagtgttggagttgggggccaaa
tagcaagtgtttgggccctggg--ggaggatcccttatgaaggacttggtactgtccttagagt---aatgagtgaga
tctaggtctatgagcaagctcatgggagagccagttgttaaaaaacagcctggcacttccatctcctttttcttgctt
ccttc--------ctctcaccatgtgatggctgctcccctttaccttctggcatgagcgaaagcttcctgaagccctc
accagaagcagatccttgtaccatgcttctcatatggct----aaaccatgagccaaataaacctctt----atataa
gttacccagcctcaggtgttcctttatagcaacaca-aatggactaagaca---GATAG---GGAAGGCAAAGGGTAT
TGTAGAGAAGCTGA--------TCTGATTTTACTGAGCTCAGCAGCAAATGTTAG-----ATCACCTATTTCAGTAC
>Tarsier
CAGTTCGGACGCTGC----------TCGTGCCCAATGGGAGAGAGAGG-CCCTAGGGAGGGTAATCCCACGTTCGTTG
C-----CGACTTTGGACACTGCCCTGTGAGGGCGAGATGCACAGGACCATGGCCAGCATCTTGTCATGC---GATGG-
--ggacacggatccgatgtctgtctcctccaaatctcctg--------ccatccccagcgttggagat-ggggcctgg
agggaggtgt-tggctcacggg--gtcagattcctcat-actggcttggtgcca-ccccggggt---acggggt----
tctagctctgtg----agtccctgtgagagctgactgtg-agaagctgcctggcagcgccctcccc-gtctcttgctc
ccttctgg-----cagtcaagacatg-cggctcctctttccttcctcccgccaccagcaggagcttcccgaagtcctc
accagagggagaggctggccctgtgcttctagtacagcctgcaggatcgccagccaaacagacctcttttctttgtag
ctgacccggcctcgggtcttcctttacagccacgga-aatgggctaagact---GAGGG---AGAGGAC-GAGGGTCT
TGCAAAGAAGCTGACCCACAGGGCCCTGAT-----------------------------------------------
>Bushbaby
GAATACATATGCTTCCGAGAAAGATGCACTTCTCTGAGGACGAGAGAGAATCTCATGAGGATAGTTCCAGTTTCCGTT
T-----GCACTTCGGACATTGCCCTGTGAGTTCAAGGTGCACAGAGC-ACTGCAGTCCTAATGGGATGT---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------GATGG----GAAGCCACAGAACAC
CAAAGAGAAGCTGCCCCGAGGTCCCGATTTCATTGAGC-TGGAGCCAAATGTGAG-----ATCACCCACGTTAGGAC
>Mouse_lemur
GAATATGGCGGCTTATAAGAAAGATGTTCCTCTCTAATGAAGAGGGAGAATCTCATGAGGATAGTCCCTATTTCCTTT
T-----CTACTTTGGATATTGCCCTGTGAGTTTAGGATATACAGAGCTACTACAGTCATTATGTGATGT---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------GATGG----GAAAGCGAAGGGTAT
TGAAGAGAAGCTGACCCAAGGTCCTGATATCATTGAGT-CAGAGCCAAATGTGAG-----ATCACCTACTTTAGCAC
>Dog
AAG-ATTGATGCCTCCAAGAAAAATCCTA------GATGAAGA------GTCTCA-AAGGACAATCCCTTCTTCACAT
TGAACATCACTCTGAATACTGCCCTGTGAGAACAGGATCTGCAGAGCTACTGCAGTCATTCTGTGATAT---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------GATGA------AGGCAATGGATAC
TGCAGAGAAGTCAACCCAAGATCTTGACTTCATTGAGC-CAGAACCAGACCTTGGATTGTATCACCTGTTTCAGTAC
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>Horse
GAGAATCGGTGCTTCTAAGAAAGATCCTCCTCTCTGATGAAGA----GCGTCTCATGAGGACAGTCTCTTCTTCATGT
C-----CTGCTTTGAACACTGCCCTGTGAGGACAAGATATGCAGAGCAACTGCAGTCACCTTGTGATGT---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------GATGG---GGAAAGTAACGGATAT
TGCAGAGAAGATCAA-GAACGTCTTGATTTCACTGACC-CAGAATCAAACCTTGG-----ATCAACTACTTAGGCAC

223



Marker M72

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------tgctatagtttgga-tgtttgtcccctccaaacctcatgttgaaatttga
tccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccc
tccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgtt--aaaaagagcctggcac
ctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatga
gtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagcca
aataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca-----
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------------------
>Human
TGGC-----------------CTGTTGTGCTCACTCCAATCCATGTCATGGAGTATGATGCCTACATGAAGGTCACCA
CC----ACCAATGCCACTGTGCTTACCAGAAGTGCCTCACACCAGCTGGATCAATAAGAAGAAAACCTTCACATGCAG
----CTGCCTTCTATATGGGGATG-GGG-GT-AAAGTCATCTCATACAGCACAAGTATCTTAAACCCCAAATCAC-CT
CGAGGTATGGAAAATAG---ACATT---tgctataggttggttcatttgacccttccaagtctcatgttgaaatttga
tccccaatgttgacagtgggacttaatggaaggtgtttggatcatggaagtagatccctcatggatggcttggtgcca
t-cctcg---tggtaatgagtgagttctcactctattagttcccacgagaaccagttgttaaaaaaagagcctggcac
ctccctccc--ctttcttgcttcctctgttgccatgtaatctctgcacatgccagctcccctttgccttctaccgtga
gtggaaatttcctgaggccctcaccagaagcagatgctggtgccatgcttcttatacagcctgcaaaaccaagagcca
aataaatatc--ttctttataaattactcagcctcaggtattcctttatagtaacaca-aatggactaagatg---GC
ATC---TTTATAGACAGGAACCACTCTTGCCACAGAAAGATGCTCTTGCATGAAGGCACATGAGAACTGAGACCAGGA
GAAAACAGCAGATTGGAGCCACAGATTTCTGCCTCTCAGCTCATACTCATTCTGAGGCATAAACCTATTGAGTAGGGT
GGTGGGCTAACT-CTCAGCATTATCTAAATTTCTGTCTCTCTCTTTGTCCCCTGAATTGGTGTAGTCAACTTTCTTTA
AGGAGTATGTGTTTGGCATGACTCAGTTTTCACCAGGGTCGCTAATG--------CATCTG-AAAGCTGCCTCTT
>Chimp
TGGC-----------------CTGTTGTGCTCACTCCAATCCATGTCATGGAGTATGATGCCTACAT-AAGGTCACCA
CC----ACCAATGCCACTGTGCTTACCAGAAGTGCCTCACACCAGCTGGATCAATAAGAAGAAAACCTTCACATGCAG
----CTGCCTTCTATATGGGGATG-GGG-GT-AAAGTCATCTTATACAGCACAAGTATCTTAAACCCCAAATCAC-CT
CGAGGTATGGAAAATAG---ACATT---tgctataggttggttcatttgacccttccaagtctcctgttgaaatttga
tccccaatgttgacagtgggacttaatggaaggtgtttggatcatggaagtagatccctcatggatggcttggtgcca
t-cctca---tggtaatgagtgagttctcactctattagttcccacgagaaccagttgtt--aaaaagagcctggcac
ctccctccc--ctttcttgcttcctctgttgccatgtaatctctgcacatgccagctcccctttgccttctaacatga
gtggaaatttcctgaggccctcaccagaagcagatgctggtgccatgcttcttatacagcctgcaaaaccaagagcca
aataaatatc--ttctttataaattactcagcctcaggtattcctttatagtaacaca-aatggactaagatg---GC
ATC---TTTATAGACAGGAACCACTCTTGCCACAGAAAGATGCTCTTGCATGAAGGCACATGAGAACTGAGACCAGGA
GAAAACAGTAGATTGGAGACACAGATTTCTGCCTCTCAGCTCATACTCATTCTGAGGCATAAACCTATTGAGTAGGGT
GGTGGACTAACT-CTCAGCATTATCTAAATTTCTGTCTCTCTCTTTGTCCCCTGAATTGGTGTAGTCAACTTTCTTTA
AGGAGTATGTGTTTGGCATGACTCAGTTTTCACCAGGGTCGCTAATG--------CATCTG-AAAACTGCTTCTT
>Orangutan
TGGC-----------------CTGTTGTGCTCATTCCAATCCATGTCATGGAGTATGATGCCTACATGAAGGTCACCA
CC----ACCAATGCCACTGTGCTTACCAGAAGTGCCTCACACCAGCTGGATCAATAAGAAGAAAACCTTTACATGCAG
----CTGCCTTCTACATGGGAATG-GAG-GT-AAAGTCATCTTATACAGCACAAGTATCTTAAATCCCAAATCAC-CT
CGAGGTATGGAAAATAG---ACATT---tgccataggttggttcatttgacccttccaagtctcatgttgaaatttga
tccccaatgttgacagtgggacttaatggaaggtgtttgggtcatggaagtagatccctcatggatggcttggtgcca
t-ccttg---tggtaatgagtgagttctcactctgttagttcccatgagaaccggttgtt--aaaaagagcctggcac
ctccttccc--ctttcttacttcctctgttgccatgtaatctctgcacatgcaagctcccctttgccttctaccatga
gtagaaatttcctgaggccctcaccagaagcagatgctggcgccatgcttcttatacagcctgcaaaaccaagagcca
aataaatatc--ttctttataaattactcagcctcaggtattcctttatagtaataca-aatggactaagatg---GC
ATC---TTTATAGATAGGAACCACTCTTGCCACAGAAAGATGCTCTTGCATGAAGGCACATGAGAACTGAGACCAGGA
GAAAACAGCAAATTGGAGCCACAGATTTCTGCCTCTCACCTCATACTCATTCTGAGGCATAAATCTATTGAGTAGGAT
GGTGGGCTAATT-CTCAGCATTATCTAAATTTCTGTCTCTCTCTTTGTCCCCTGAATTGGTGTAGTCAACTTTCTTTA
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AGGAGTATGTGTATGGCATGACTCAATTTTCACCAGGGTCACTAATG--------CATCTGGAAAACTGCTTCTT
>Rhesus
TGGC-----------------CTGTTGTGCTCACTCCAATCCATGCCATAGAGTGTGATGCCTACATGAAGGTCACCA
CC----ACCAATGCCACTGTGCTTACCAGAACTGCCTCACACCAGCTGCATCAATAAGAAGAAAATCTTTACATGCAG
----CTGCCTTCTATGTGGGGTTG-GGG-GT-AAAGTCATCTTACACAGCACAAGTATCTTAAACCTCAAATTAC-CT
CAAGGTATGGAAAATAG---ACATT---tgccatcagttggttcacttgacccttccaagtctcatgttgaaatttga
tcccccatgttgacagtgggacttaatggaaggtgtttgggtcatggaagtagatccctcatgaatagcttggtgcca
c-ctttg---tggtaatgagtgagttctcactctattagttcccatgaggacaaattgtt--aaaaagagcctggcac
ctccctccc--ctttcttgcttcctctgttaccatgtaatctctgcacatgccagctcccctttgccttctaccatga
gtggaaatttcctgaggccctcaccagaagcagatgctggtgccatgcttctcatacaacctgcaaaaccataagcca
aataaatatc--ttctttataaattactcagcctcaggtattcctttacagtaacaca-aatggactaagatg---GC
ATC---TTTATAGATAGGAACCATTCTTGCCACAGAAAGATGCTCTTGCATGAAGGCACATGAGAACTGAGACCAGGA
GAAAACAGCAGATTGCAGCCACAGATTTCTGCCTCTCAGCTCATACTCATTCGGAGGCATAAACCTATTGAGTAGGAT
GATGGGCAAACT-CCCAGCATTATCTAAATTTCTGTCTCTCCCTTTGTCCCCCGAATTGGTGTAGTCAACTTTCTTTA
AGGAGTATGTATATGGCATGACTCAATTTCCACCAGGGTCACTAGTG--------CATCTGGAAAACTGCTTCTT
>Tarsier
TGGCTTCTTC---TACTTAGCCTGTTGCGTTCACCCCAGCCCATGCCACAGTGCATGATGCCTGCATGCAGGCCACCA
CC----AACAATGCCTCTG-GCCCACCAGAAGTGTTTTACACCAGCCGGATCAATAAGAAGGAAACCTTAACATTAAG
AAGGTCACCTTCTATGTGGGGATG-GGGTGT-AGAGTCATCTTATAAGGCATG-GTAATTTAAACCCCAAGTTACTCT
CAGTGTATGGAAAAGAG---GCTTT---tgctatagtttggttggtttgctccctctaagtctcatgttgaaacttga
tccctagtgttggaggcagggctta-------gtgtttgggtcacagggacaaacctgtcatgagtggcttggtgcca
t-cctca---aggtaatgagtgagttctcactctattagttccctcaagagctggttgtt--aaaaagagtgtggcaa
ctccctgcc-----------------tcttgccatgtgatctctgcacatgctggcccctctttgccttccaccatga
gtagaagcttcctgaggccctcaccaggagcagatgcttgcatcatgcttcttgtacagcccgcagaaccgtgagcca
aatcaacctc--tattct-----ttacccagccccaggcattcctt-acagcaacaca-aacagaccaagaca---GC
ACC---CTCATAGCTAGGAATCACCCTTGCCATTAAAAGATGCTCTTACGTGAAGGTACGTGAGAACTGAGACCAGGA
GGAAACAGCA-AGTGGAGCTGCAGATTGCCGACCCACAGCTCATACTCATTCTGAAGCATAAACCGAGTGAGTAGATT
ACTAAGTAACCT-CCTAGAACTAGCTAAACTACTCTCTCTTTCTT----CCTTGAACTGGTATAGTCAACTTTCTTTA
GGGAGTCTATGAAAACCACGACTCAATTT-CACCAGGGCCACAGATG--------CAGCTGGAAAGATGCTTCTT
>Bushbaby
TGGCTCCTTC----TGTTAGCCTGTTGTTCTCATTCTGATCCAGGCCACAGGGCACAATGCCAATGTGAAGGTCACCA
CCCACCAGCAATGCCACTGTGCCCACCAGACATGCCTCACACCAGCCGGATCAATAAGGAGGAAATCTTTACCCGGAA
----TGACCTCCCAGGTGTGGATG-GGG-GTTAGAGTTATCTTATAAAGCACAGGTAATTTAAACCCCAAATCACCCT
TGACCTATGGAAAACAG-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GC
GTC---TTTATAGATAGGAATCGCCCTCTCCATGGAAAAATGTTCTCGCCTGGAGACACCTGAGAACTGGGACCTGGA
GGGGAC--CGGAGGAAA-CGTCAGATTGCTGCTCTCCC--TCGGGCTCAGGCTAAAGCACGAACCTATGGAGCAGGAT
CCGGGGCAAACT-CTGCACTCCATCTGAACTACTCTCTCCCTTTCT---CCCTGAG-TGGTGTAGCTGACTTGCTTTC
GGGTGTACATGGCTGGCATGATTCTCTTTTCACCAAG-CCACTGATG--------CAACTGGAAAAATGCTTCTT
>Mouse_lemur
CAGCTTCTTCCAATTGTTAGCCAGTTGTGCTTACTCCAATCCAGGCCATGGAGCACAACACCTATATGAAGGTCACCA
CC----AGCAATGCCACTGTGCTCACCC-ATGTGCCTCCCACCAGCCAGATCAAGAAGAAGGAAACCTTTGCATGGAG
----TCATCTCCCAG-TGTGGATG-GGG-GTTAGAGTTATCTTATAAGGCACAAGTAATTTAAACCCCAAATCACCCT
TGATCTATGGAAAATAG-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GC
ATC---TTTACAGGTAGGAATCACTTTCACCATGGCAGGATGTTCTCACACGAAGGCACCTGAGAACTGAGACCCAAG
GGAAACAGCA-------------GGTTCCTGTCTCTC---T---GCTCATTCTAAAGCATAAAGCTATGGAGTGGGAT
GAGGGACAAACTCGCCAGCATGACCTAAAGTACTCTCTCCCTTCCT---GCTTGAACTGGTGTAGCTAACTTTCTTTA
CAGAGTGTGTGTAACGCATGACTCCATTGTCACCAGG-CCACTGGTG--------CAACTGGAACAATGCTTCTT
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>Mouse
TTGTGCTTTCTGATTCAT---CTGCTCTGTTCATTAGAACCCATGCCACAGAGTACCATGTTTACATGAGGATCACCA
CC----AATAATGACGCAGCTCTTGCCACAAGTACCCTCCACCATCT-------------------------------
-----------TTCCATGAGGATA-GGA-GTTAGAGCTGTCATATAAG-AAAATATAATCCCGACTTTAAGTTGCCCT
C---------AGCAGAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GA
GTC---TTTATAGATAGAAACTACCCTGGCCGTGGAAAGAGGCTCTAGC-TGAAAACACAAGGGGACAGCGACCAAGA
GCACACAGTGAACAGGAGCAAC---TGATTTCCTCTCAGCTCAGACTGATTCTCAA----------------TAGGAT
GGGGGCCACCT--TCTGGCACAAGC-AAAGGACTCTCTATC------CCCCCTGAACTGGC-TGACTGACTTGCTGTA
AGGAGCAC---TGTGGGGTGAGTCCATTAGTACCAGGGCAACTGGTT--------CAGCCAGAAAGAT---TTTT
>Guinea_pig
TGGTCTCTCCTAATCCAC---CTGCTTGGCTTGTTTCAATCTGTGCTGTGGAGCAGGATGGG-ATGGGAGGGTCAC-A
CT----ATCAGTGTCACTGCACTTGTCA-GAGTGCCTTT-ACCAGCTGGACCAGCAAGAAGAAA--------------
---------AACTTTATGCAGGTGTGGG-GTTAGAATCATCTTGCAAGGAAAAAGTGATCTGAATCCCAAGTTACCCT
T---------GAATATG-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------AC
-TC---TTTGTAGATAGGAATCATGCTTGCTATGGAAAGATGCTCCAACATAAAGGCACATGAGGTCTGATACCAAGA
GGAAACAGCAGATGGGAGCAGCAGATGCCTTTTTCTCTTCTCAGCCTCATTCTGAAGCATGAAGCTACTGAATAGATT
GGGGTGCAA----CTTAGCATTATCTCAATGACTCTCTCTTT-----CTCCCTCAATTGGTACAACTGATTCTCTTAA
AGGAGTATGTATAAACAATGATTCCTTTTGCAACAGGG-------------------------------------
>Dog
TGGCATCTTCTAATTAGT---CTGTTGTGCCTGGTCCAATTCATGCCATGGAGCATGATACCTATGTGAGGGTCCCCA
AA----TG--ATGCCATTGTGTTCACTGAAAGTGCC-------------------------------TTCTTGTGAGG
----TTACCATCTATGTAGGGATG-GGG-ATTACAGTCATCTTATAAGGCA-AAGAA-TTTAAATCCT----------
-GAGGAGTGAATAATAT-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GC
ATC---TTTACATATAGGAATCA-CCTTTACCTGG-AAGATGTTCTCATGTGAAGGCATATGGGAATTGAGAA-AGGA
GGATACAGCAGATT-------------CCTGTGTCTTAGCCCAGACTCATTGTGAAGAATTAACATATTGAGTAGGAT
GCTGGGTAAACTCCCTGGCATCATTTGAACTGCACTCTTTCTCTTTCTCCCATGATTTGGT--AGTTGACATTCTATA
AGGTATA------TGACATGAATCTATTT-CACCAGGGCTGCTGGTGTAGCTATGCAGCTGGAAAAATGATTCTC
>Horse
TGGCATCTTCTAATTAGC---CTGTTGTGCCTGCTCCAACCCACACCATGGAGCACGACGTCTACATAAGGATCACCA
CC----AC--ATGCCATTGTGCCCACTGAAAGTGCCCCACACCAGCA--------------------TTTATGCAGAG
----TCACCTCCTATGTAGG-ATG-TA---------TCATCTTATAAGGCA-AGTAA-TTTAAACCCA----------
-AAATAACGAAAAATAG-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------------GC
ACC---TTTATACATG--------CATTGCCCAGG-AAGATGCTCTCATGTGAAGGCACATGAGAACTGAGAACAGCA
GGAAACAGCAGATTGGAATAGGAGAGTCCTGTCTCTTGGCTCATACTCATTCTGAAGCATAAACGTATTGAGTCGGAT
GGTGGGCAAACTTGCTAGCAACACGCCCACTGCTCTCCTTCTCTTTCTTTCCTGAATTGGTGTACTTGACTTTCTCTG
AGGTATAAATGGATGACATGAATCTGTTTTCACCAGGGCCACTGGTG--------CAGCTGGAGAAATGATTCTC
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Marker M73

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------tgctatagtttggatgtttgtcccc
tccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcgga
tccctc-atgaataga----------------------ttaatgccctccctcggggtgggg---atg-agtgagttc
tcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctc---ctctctctcttgcttcctc
tctcgccat-gtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcacc
agaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaatt
acccagcctcaggtattcctttatagcaacacaaaatggactaagaca------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------
>Human
GAAGTAATGTAATTTAAACTGATTCATGAGAGATGCTCAACAGATGTTAA---TTATTATTATTTCAAGTATAATT--
----TATAATTATTGTTGCAGCTCCAGAAATATGGATGAACATACTGTCATTTTGCCAAATTTAAAAATATTTATCTG
CATGTGTTGAGGTTGGTTTGTGATATATGTAG-TTTATAATATATATCTCATATATATATA-----------------
---------------------------------ATCTATATTATAGTCTATGTAGACAAAAATTTTGACACCATTTAA
GGGTTACGTATAGCACA--TGATTTAAGTATCC-AAGAATATT--TGTTAGTCCATTCTATGAGTATTATTATAGCCA
GGATCATAAACAGAA---AAATTATATCTAATCCCAGGGAG----CCCTG---tgctgagttttcgctgtttgtct-c
cccaaatgtcatgtagagatttgat-ctcaatgttggaggtagagcctaatgaaaggtgtttgggtcataggggaaga
ttcttt-atgaacaga----------------------ttaatgccttcttttgcaggggat---agtaagtgagttc
ttattctattagctcccacgagagctggctgtttaaaagagcccagcacctcccc----atctctcttttgcttccta
tctcaccatcgtgatctctgcacatgctggttcccctttgccttccaccaggagtggaaacagc-tgaatcactcact
tgatgcagaagctgactccatgcttcttgtacagtctgtagactg-tgagccaaataaacctcttttctttacaaatt
accaagcctcaggtattcctttatagcaacacgaaatggactaaaaca---TCCTA---CAAACAGGAAAAAGTCTTG
AAA-AAGCCTACAAGGA-----TAAAAT-----A------------------------------------GCTATGAG
TTTCTTATTAAGACATGCATTCTCAAAATGATTCAACTGCTTCCAGTAGTT----------TAGCTGCTGTAAAATAG
ACCAGTAAAACCCCAAATTTTTAGCTTAGAGAATTGTTTTTAACGGGAACAGTTGGGTTCTGA-TGTCAAGCCACCTT
TATTTTATGATATAAAACTTCAAACT
>Chimp
GAAGTAATGTAATTTAAACTGATTCATGAGAGATGCTCAACAGATGTGAA---TTATTATTATTTCAAGTATAAAT--
----TATAATTATTGTTGCAGCTCCAGAAATATGGATGAACATACTGTCATTTTGCCAAATTTAAAAATATTTATCTG
CATGTGTTGAGGTTGGTTTGTGATATATGTAG-TTTATAATATATATCTCATATATATATA-----------------
---------------------------------ATCTACATTATAGTCTATGTAGACAAAAATTTTGACACCATTTAA
GGGTTACGTATAGCACA--TGATTTAAGTATCC-AAGAATATT--TGTTAGTCCATTCTATGAGTATTATTATAGCCA
GGATCATAAACAGAA---AAATTATATCTAATCCCAGGGAG----CCCTG---tgctgagtttttgctgtttgtct-c
cccaaatgtcatgtagagatttgat-ctcaatgttggaggtagagcctaatgaaaggtgtttgggtcataggggaaga
ttcttt-atgaacaga----------------------ttaatgccttcttttgcaggggat---agtaagtgagttc
ttattctattagctcccacgacagctggctgtttaaaagagcccagcacctcccc----atctctcttttgcttccta
tctcaccatcgtgatctctgcacatgctggttcccctttgccttccaccaggagtggaaacagc-tgaatcactcact
tgatgcagaagctgactccatgcttcttgtacagtctgtagactg-tgagccaaataaacctcttttctttacaaatt
accaagcctcaggtattcctttatagcaacaccaaacggactaaaaca---TCCTA---CAAACAGGAAAAAGTCTTG
AAA-AAGCCTTTAAGGA-----TAAAAT-----A------------------------------------GCTATGAG
TTTCTTATTAAGACATGCATTCTCAAAATGATTCAACTGCTTCCAGTAGTT----------TAGCTGCTGTAAAATAG
ACCAGTAAAACCCCAAATTTTTAGCTTAGAGAATTGTTTTTAACGGGAACAGTTGGGTTCTGA-TGTCAAGCCACATT
TACTTTATGATATAAAACTTCAAACT
>Orangutan
GAAGTAATGTAATTTAAACTGCTTCATGAGAGATGCTCAACAGATATTAA---TTATTATTATTTCAAGTATAAAT--
----TATAATTATTGTTGCAGCTCCAGAAATATGGATGAATATACTGTCATTTTGCCAAATTTAAAAATATTTATCTG
CATGTGTTGAGGCTGGTTTGTGATATATGTAG-TTTATAATATATATCTCATATATATA-------------------
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---------------------------------ATATATATTATAGTCTATGTAGACAAAAATGTTGACACCATTTAA
GGGTTATGTATATCACA--TGATTTAAGTATCCCAAGAATATT--TGTTAGTCCATTCTATGAGTATTATTATAGCCA
GGATCATAAACAGAA---AAATTATATCTAATCCCAGGGAG----CCCTG---tgctaagttttcactgtttgtct-c
cccaaatgtcatgtagagatttgat-ctcaatgttggaggtagagcctaatgaaaggtgtttgggtcataggggaaga
ttcttt-atgaacaga----------------------ttaatgccttcctttgcaggggat---agtaagtgagttc
ttattctactagttcccatgagagctggctgtttaaaagagcccagcacctcccc----atctctctcttgcttccta
tctcaccatcgtgatctctgcacatgctggttcccctttgccttccaccaggagtggaaacagcctgaatcactcact
tgatgcagaagctgactccatgcttcttgtacagtctgtagactg-taagccaaataaacctcttttctttataaatt
accaagcctcaggtattcctttatagcaacacaaaatggactaaaaca---TCCTA---CAAACAGGAAAAAGTCTTG
AAA-AAGCCTATAAGGA-----TAAAAT-----A------------------------------------GCTATGAG
TTTCTTATTAAGACATGCATTCTCAAAATGATTCAACTGTTTCCAGTAGTT----------TAGCTGCTGCAAAATAG
ACCAGTAAAACCCCAGATTTTTGGCTTAGAGAATTGTTTTTGATGGGAAGAGTTGGGTTCTGA-TGTCAAGCCACCTT
TACTTTGTGATATAAAACTTCAAACT
>Baboon
GAAGTAATGTAATTTAAACTGATTCATGACAGATGCTCAACAGATGTTAA---TTGTTATTATTTCAAGTAAAAAT--
----CATAATTATTGTTGCAGCTCCAGAAATATGGATGAACATACTGTCATTTTGCCAAATTTAAAAATATTTATCTG
CAGGTATTGAGGCTGGTTTTTGATATATGTAG-TTTATAATATATATCTCATATATATA-------------------
---------------------------------ATATATATGATAGTCTACGTAGACAAAAATTTTAACACCATTTAA
GGGTTATGTATAGCACA--TGATTTAAGTATCC-AAGAATATT--TGTTAGTCAATTCTATGAGTATTGTTATAGACA
GGATCATAAACAGAA---AAATTATATTTAATCCCAGGGAG----CCCTG---tgctaaggtttgactgttggtct-c
cccaaatgtcatgtagaaatttgat-ctcaatgctggaggtg---cctaatgagaggtgtttgggtcataggggaaga
ttgttttatgaataga----------------------ttaatgccttcctttgcaggggat---agtgagtgagttc
ttactctattagttcccacgagagctggctgtttaaaagagcccagcaccttccc----atctctcttttgcctccta
tctcaccatcgtgatctctgcacatgctggttcccctttgccttccaccatgagtggaaacaggctgaatcactcact
tgatgcagatgctgactccatgcttcttatacagtctgtagactg-tcagccaaataaacctcttttctttataaatt
acccagcctcaggtattcctttatagcaacacaaaatggactaaaaca---ACCTA---CAAACAGGAAAAAGTATTG
AAAGACGCCTATAAGGA-----TAAAAT-----A------------------------------------GCTATGAG
TTTCTTATTAAGACATGCATTCCCAAAATGATTCAACTGTTTCCAGTAGTT----------TAGCTGCTGTAAAACAG
ACCAGTAAAATCCCAGATTTTTAGCTTAGAGAATTATTTTTAATGGGAGCAGTTGGGTCCCGA-TGTCAAGCCACCTT
TACTTTGTGACATAAAACTTTAAACT
>Rhesus
GAAGTAGTGTAATTTAAACTGATTCATGACAGATGTTCAACAGATGTTAA---CTGTTATTATTTCAAGTAAAAAT--
----CATAATTATTGTTGCAGCTCCAGAAATATGGATGAACATACTGTCATTTTGCCAAATTTAAAAATATTTATCTG
CATGTGTTGAGGCTGGTTTTTTATATATGTCA-TTTATAATATATATCTCGTATATATA-------------------
---------------------------------ATATGTATGATAGTCTATGTAGACAAAAATTTTAACACCATTTAA
GGGTTGTGTATAGCACA--TGATTTAAGTATCC-AAGAATATT--TGTTAGTCCATTTTATAAGTATTGTTATAGACA
GGATCATAAACAGAA---AAATTATATTTAATCCCAGGGAG----CCCTG---tgctaaggtttgactgttggtct-c
cccaaatgtcatgtagaaatttgat-ctcaatgctggaggta---cctaatgagaggtgtttgggtcataggggaaga
tttttttatgaataga----------------------ttaatgccttcctttgcaggggat---agtgagtgagttc
ttactctattagttcccacaagagctggctgtttaaaagagcccagcaccttccc----atctctcttttgcctccta
tctcaccatcgtgatctctgcacatgctggttcccctttgccttccaccatgagtggaaacaggctgaatcactcact
tgatgcagatgctgactccatgcttcttgtacagtctgtagactg-tcagccaaataaacctcttttctttataaatt
acccagcctcaggtattcctttatagcaacacaaaatggactaaaaca---ACTTA---CAAACAGGAAAAAGTCTTG
AAAGAAGCCTATAAGGA-----TAAAAT-----A------------------------------------GCTATGAG
TTTCTTATTAAGACATGTATTCCCAAAATGATTCAACTGTTTCCAGTAGTT----------TAACTGTTGTAAAACAG
ACCAGTAAAGCCCCAGATTTTTAGCTTAGAGAATTATTTTTAATGGAAGCAGTTGGGTCCTGA-TGTCAAGCCACTTT
TACTTTGTGACATAAAACTTTAAACT
>Tarsier
AAGGTAATGTAATTTAAACTGATGCATGATATATGGCCAGCAAAAGTTAA---TAATTATTATTATGTCTGTAAAT--
----TTCAATTATTGTCACAGACCCAGAAATATGGATGAATATATTGCCATTTTGATAAATTTAAAATTATTTATCTG
CATGTGTTGAGGCTGGTTTACAATATATGTAT-TTT-TATTGCACATATTATATATGAGTG-----------------
--------------------TGTGTGTGTGTATATATATATGACATCC-----AGAAAAAAATTTTAATATCATTTGA
AGGTTATATATGGCACACATGACTTAAGTATTC-AAGAATATT--T-TTAACTTATTTTATAAGCATTATTATGGTCA
GGATCATTAACAGAA---GAAGTGCATCTAATCCTAGGAAAA---CCCAG---tgctatggtttgaatgttt-tcc-c
cacaatcctcatgtacaaatttgat-tccaatgttggaagtttggcctaatgagaggtatttgggtcat-ggggaaga
tccttc-ttgaatagaaatgtctcctgtgggggaggggtggatgttgtctcctgtgggtgatggtagtgaatgaattc
tcactctattagctcccatgagagctgattgttaaaaagagcctggtacctcccctaccccctttctcttgcttcccc
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tcttgacat-gtgatctctgcacatgcaggctctcctttgccttcctccaacagtggaagcaacctgaggacctttcc
caacacagatgccagcacgatgcttcttgtacagcctacagaaccatgaggcaaacaaacttattttcttaataaatt
acccagcctcagatattcctttatagcaacac-aaatggactaagaca---TCCTG---CAA-CAGGGA---------
----AAGTTTGTTAGGA-----TAAAAT-----A------------------------------------ACGAGGAG
TTTACCATTAAGGCATGCATTCTCTAACTGATTTGCCTATTTCCAGTAGTT----------TAGCTACCATAAAATAT
ACCAGTGAAACCC-------------------------------------AGTTGGGGCTTGA-TATCAAACCACCTT
TG-TTTGCAATAAAAAACTTCAAACC
>Bushbaby
AAATTAATGTAATTTAAACTGATGCATGGTAGATACTCAGCAAATGTTAAATACTATTTTTATTTCAAATATTAAT--
----TATTATTATTTTTGCAGATTTAGAAATACAGATGAAAATATTGTTACTTTGCCAAATTTAAATATACTTATATG
CATGTTTTGAGGCTGGTTTATAGTACATGAAGGTTTGTGAGAAATATATACTGTAAATAAAGCGTGCAATTGCATACT
ATTTTTAATTGCACACAAACTTTATGGCTGTAAATGTATCTGATAGTTTATGTGGACAAAAATTTTAATATCATTT-T
CAGTTATATATGGCACT--TGATTTAGGTATTT-GAGGATATA---GCCAGCCTATCCTATGAATATTTTTATGGCCA
GACTCATAAACAGAG---AAAGTATAACTAATCCCAGGGAA-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CACCG---CAG-TAAGGAAAAGTCCTG
GAA-AAGCCTATTGGGAGGTGATAGGATCAGAGATGATCCAATAACAATTTTATATTGATCAGACGTCACACAAGGAG
CTTCTCACTC-GGCATGTGTTCCCTGGATGATTTAGCTGTTTCCAGAAGTT----------CAGCTTCCGTAAAGCAC
ACCTGTGAAACCCAGAACTTCTATCTTAGCTGACTGTTTCTAACGGGAACAATTTGGTTTTGAATTTCAAACTACCTT
TACACTGGGACATAAAACTTCAAAC-
>Mouse_lemur
AAGGTGATATAATTTAAACTGATGCATGGTCGATGTTCAACAAA-TGTTG---TTATTATTATTTCAAACATTAATAT
AAGTTATAATTATTGTTGCAGATCCAGAAATATGGCTGAAAATATTGTAATTTTGCCAAATATAAACATATTTATATT
CATGTATTAAGGCTGATTTACAGTATAGGTAGGTTTATGATATATATA------------------------------
-----------------------------ATAAATATATATGATAGTCTATGTAGACAAAAATTTTAACACCATTT-A
GGGTTATATATGGCACA--TGATTTAGATATTT-GAGGATATT---ATTAGCCTATTCTATGAATATTATTATGGCCA
GGCTTATAAACTGAA---AAAATAAAACTAATCCCAGGGAA-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CCCTG---CAA-TAGGGAAAAGTCTTG
GAA-AAGCCTATTGGGA-----TAAGAG-----A------------------------------------GCAAGGAG
TTTCTCATTAAGGCATGCTTTCCCTGAATGACTCTGCTGTTACCATTAGTT----------CAGCTTCTATAAAATGT
ATCAGTGAAACCCAGAATTTTTAGCTTAGACAACTGTTTTAAATGGGAACAATTGGGTCTTGA-TATCAAACCACATT
TACATTGGGATATAAAACTTCAAACT
>Mouse
TTAATGATACATGGTAAGT-----------ACATGTTAGGAAAAT---AC---TGATAATTATTTGAAATATAAAT--
----TATGGTT-TTGTTAGAGATTCAGAAATATGGAGA------TTGCCAACTTTCCCACTTTAAAAA-CTACTTGTG
TTTATGCTTATATCAGTTTATGATATATGTTGGCTTAGGATACATACAAG----------------------------
----------------------------------------C--TAGTATATGTAGATAAAACTTC-AACATCATTTAC
AGCTTACATGAAATA-----ATATAAGGCACAG-GAGGATGTT----TTTGTCTATTCTATGAGTACTATTATTGCCA
GGCTCCTAAACAGAAGTAAATATAG-GC-ACTTTCAGGGCG-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------ACTTG---CA-GTAAGG--AAGCCTTG
GGA-AAGCCTCCCGGGC-----TAGGGT--GGCA------------------------------------TTAATAAG
CTCCTTCTTCAG-TATGCCATCAATGAATTATTCAGCTCTTTCCAGCAGTT----------TGATAGATGTGAGCTCT
GCCAGTTAAATCCAGAAATTTTGGCTTATAGAATTGCTTT-GGTAAGAACATCTAGATTTGAG-AAGTAAATCACTTT
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CAGTTTGAGATTATTAGCTTCAAACA
>Guinea_pig
GTGACAATATATAATAGAT-----------GCCTTGTAACTTAAT---TA---TTATTATTGTTTGAAATGTAAAT--
----TATGGTCATTATGATAGATTTAAAGATATAGATAA-TATATTGGCAGTTTGCATACTGAGGCAA-ATTTATATT
CATGTCTTGAGGTATGTCTATAATACACATAGGTTTATGATATGCAAAGTAT--------------------------
------------------------------------------------TATGTAGATAAAACTTTTAATACCATCTAG
AAATTATATATGACATA--TACTTTAAATATTA-AAGGACATT---ATTAACCTAATCCTTTTGCATTATTATTTCTA
GGCTCATTAACAGAA---AACAAAT-GCTAATTCTAGGGAT-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CCTTA---AC-ATAGGC--GAGTCTTA
AAA-AAGTTTATTAAGA-----TAAGAAA-GGCA------------------------------------TCAAGGAG
TTTCT---TCAGTCATGTATTCCTTGAGTTAGT-AGCTGTTTCCAAAAGTTCAGCTGCAAATTATATCAGTGCAATAT
ATCAGTAAATTCCAGAGAGTTTAGTATATAGAATTGCTTTTAATGCTAACAGCTAGGTTTTGG-AAGCAAATCGAATT
TCCTTTGAGATACTAAACTTCAAATG
>Horse
AAGATAATGTAATTTAAATGGATGCGTGTTAGAT-----CCAAAT----A---TTATTATTATTTCAAATATAAAT--
----TATGATTATTGTCATAGATAGAGAAATGTGGAAGAATATATTCCAATTTTGCTGAATTTAAAAATATTTATATG
CATGTATTGAGGTTGGTCAATGGTATATATAGGTTTATAATATAT-----AT--------------------------
---------------------------------------AGGATAGTCTATATGGACAAAATTTTTAACGTCATTTGA
GGCTTATCCATGACACA--TTATTTAGGTATTC-AGTGATATTCTTGTTAGCCTATTCTATGAGTATTATTATGGCCA
GACTCATAAACAGAAAAAGAAGTATATCTAATCCCAAAGAA-------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CTCTG---CAG-CAGGGCAAAGTCTTA
GAA-AAACCTATTGGGA-----TGAAATA-AACA------------------------------------GCAAGAAG
TTTCTCATAA-GTCATGCCTGCCCTAAATGATTCAGCTGTTCCCAGTAGTT----------TG-CTGCTGTGAAATAT
GC----------CAGAAGTTTTAGCTTAGAGAACTGCTTTTAATAGGAACAATTGGGTCTTGA-AACCAAACTACCTT
TACTTTGGGATACAAAACTTCAA---
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Marker M74

>MSTB1
------------------------------------------------------------------------------
----------------------------------------------------------------tgctatagtttgg-
------atgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtgg-ggcctaatgggaggtg
tttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtgggg----------atgagtgagt
tctcactctattagttcccgcgagag------------ctggttgttaaaaagagcctggcacctccctcctctctct
cttgcttcctctctcgccatgtgatctctg-cacacgccggctccccttcaccttccgccatgagtggaagcagcctg
aggccctcaccagaagcagatgctggcgccatgc---ttcttgtacagcctgcagaaccgtgagccaaataaacctct
tttcttt-----ataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca-----------
------------------------------------------------------------------------------
---------------------------------------------------------
>Human
TTTCAACTGGTGTTTACAGTGGAAAAATTTCTAAAGTTATAAAACTGGAGGGAAAGAGAATTTGCAAAATTTGTTTTG
AGAGAAAAG--AATTAGAGTCACAACACAGGAGAAGATAACTGGGTCATGAAA---CATGG---tgctatggttttga
tctggttcctttgaccccaccatgtctcatgttgaaatctgattcgcaatattggaggtgc-ggcctaatgggagggg
-ttgggtcatgagtgtggatccctcatgagtagatgaatgccgtccctggggggcgagtgtgggggtggtgagtgagt
tttcactc--ttagttcccaagagagttccctagagagctggttgttaaaaagagcctggtacct--ttcccttctct
cttgctttctctc--accatgtgatccctg-cacacaccggctgctcttccccccttgccatgagtggaaaaagtcta
aggccctcaccagattcagatgctggtgccgtgc---ttcttatacagcctgcagaaccataagac-aataaacctat
tctttt-aaaaaataaattacccagcctcagatgttcctttgtagcaacgctaa-caaatt---ata---CCTGG---
CCACCAAAATTTAGGGGACCC--------------------------------------AGCAATTTAAATAAAAAAT
TTAAAAAA-TACTCTTCTA-TTTTTATTGGATGAAATTACATATAGCCT--TATTTG
>Chimp
TTTCAACTGGTGTTTACAGTAGAAAAATTTCTAAAGTTATAAAACTGGAGGGAAAGAGAATTTGCAAAATTTGTTTTG
AAAGAAAAG--AATTAGAGTCACAACACAGGAGAGGATAACTGGGTCATGAAA---CATGG---tgctatggtttcga
tctggttcctttggccccaccatgtctcatgttgaaatctgattcgcaatgttggaggtgc-ggcctaatgggagggg
-ttgggtcatgagtgtggatccctcatgagtagatgaatgccgtccctggggggcgagtgtgggggtggtgagtgagt
tttcactc--ttagttcccaagagagttccctagagagctggttgttaaaaggagcctggtacct--ttcccttctct
cttgctttctctc--accatgtgatccctg-cacacaccggctgctcttccccccttgccatgagtggaaaaagtcta
aggccctcaccagattcagatgctggtgccatgc---ttcttatacagcctgcagaaccataagac-aataaacttat
tctttt-aaaaaataaattacccagcctcagatgttcctttgtagcaacgctaa-caaatt---ata---CCTGG---
CCACCAAAATTTAGGGGACCC--------------------------------------AGCAATTTAAATAAAAAA-
TTAAAAAA-TACTCTTCCA-TTTTTATTGGATGAAATTACATATAGCCT--TATTTG
>Orangutan
TTTCAACTGGTGTTTACAGTGGAAAAATTTCTAAAGTTATAAAACTGGAGGGAAAGAGAATTTGCAAAATTTGTTTTG
AAAGACAAG--AATTAGGGTCACAACACAGGAGAGGATAACTGGGTCATGAAA---CATGG---tgctatggtttcga
tctggttcctttggccccaccatgtctcttgttgaaatctgatttgctatgttggaggtgc-ggcctaatgggagggg
-ttgggtcatgagtgcggatccctcatgagtagatgaatgctgtccctggggggcgagtgtgggggtggtgagtgagt
tttcactc--ttagttcccaagagagttccctagagagctggttgttaaaaagagcctggtacct--ttcccttctct
cttgctttctctc--accatgtgatccctg-tacacactggctgctcttccccgcttgccatgagtggaaaaagtcta
aggccctcaccagattcagatgctggtgccatgc---ttcttatacagcctgcagaaccataagac-aataaacttat
tctttt-aaaaaataaattacccagcctcagatgttcctttgtagcaacactaa-caaatt---ata---CCTGG---
CCACCAAAATTTAGGGGACCC--------------------------------------AACAATTTAAATAAAAAAT
TTTAAAAA-TATTCTTCTA-TTTTTATTGGATGAAATTACATATAGCCT--TATTTG
>Baboon
TTTCAACTAGTGTTTACAGTGGAAACATTTCTAAAGTTATAAAACTGGAGGGAA--AGAATTTGCAAAATTTGTTTTG
AAAGACAAG--AATTAGAGTCACAACACGGGAGAGGATAACCGGGTCATGAAA---CATGG---tgctatggtttgga
tttggttcctttggccccaccacgtgtca--ttgaaatctgtttcacaatgttggaggtgg-ggcctaatgggagggg
tttgggtcatgagggcggatccctcatgagtagataaatgtcctcccccggggccgagtgtgggggtggtgagtaagt
tctcactc--ttagttcccaagatagttccctagagagctggttgttaaaaagagcctggtacct--ttcccttctct
cttgctttctgtc--accatgtgatccctg-cacacactggctgctcttccccgcttggcatgagtggaaaaagtcta
aggccctcaccagattaagatgctggtgccatgc---ttcttacacagcctgcagaaccataagac-aataaacctat
tcttta-aaaaaaaaaata-cccaccctcagatgttcctttgtagcaacacaaa-caaatt---ata---CCTGG---
CCACCAAAATTTAGAGGACCC--------------------------------------AACAATTTAAAGAAAACAT
TTAAAAAA-TATTCTTCTA-TTTTTGTCAGATGAAATTACATATAGCCT--TATTTG
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>Marmoset
TTTCAATTGGTGTTTACTGTGGCAAAATGTCTAAACTTATAAAACT----GGAAAGATAATTTGCAAACTTCGTTTTG
AAAGACAAG--AACTACAGCATCCACACAGGAGAGGATAACTGGGTCATGAAA---CATAG---tcctatggtttgga
tctggttcctctggccccactaactctcatgttgaaatccgattcccagtgttggaggcgg-ggtctaatgggagggg
tttgggttagtagggcagatccctcttgagtagattaatgccctccctggggagcaggtgtgggggtggtgaatgagt
tctcactc--ttagttcccaagtgagttccctagagagctggttgttaaaaaatgccttgcacct--tgcccttctct
cttcctttgtctc--accatgtgacccctg-cacacactggctgttcttcccc-cttgtcatgagtagaaaaagtctg
aggtcctcaccagatgcagatgctggtgccatgc---ttcttataaggcctgcagaaccataagac-aataaatctct
tcttttaaaaaaataaattgccaagcctcagatattcctttgcagccacaccaa-caaatt---ata---CCTGG---
TCACCAAAATTTAGAGGACCC--------------------------------------ATCAATTTAAATCAAAAAA
ATTTAAAAATCCTTCTCAA-TTTTTATCAGATGAAATTATGTATAGCTT--TATTTG
>Tarsier
TTTCAAGCAGAGTTTATTGTGGTGAAATTTCTGAGGTTATAAGACTGGAGAGACAGAACAGTTGCGAAATTTGTCTTG
GAAAACAAG--AACGAAAGCAGCAACATGTAAGAGGATAACTGGAGTTTGAAA---CCTGG---tactatggtttaga
tatggtttgtttggtcctaccaagtctcatgctgaaattgggtccccagtgtcgtagctggaggcctaattggagatg
tttggttcatgagggtaggtctctcctgaatagattaatgccct-----------gggtttgggggaagtgagtgaat
tcttgctctattaattcccaagagagttccctggagagctggttatttaaaagagcctaaaacat--ttctcctcttt
ctgtctctctgt---gctatgtgatctctgccacatgctgtctccccttccttttccaccatgcgtggaagcagcctg
agacccttatttgatgtgaattctggttccatgcttttttttttacagcttgaagcaccataagccaaataaacctct
tttctt-tatcaattc----cccagcctcaggcattcccttatagcaatacaaa-tggattgagaca---CCTGG---
CCACCAAAATTTAAAGGGCAA--------------------------------------CACAATTTCAATATAGATT
TTAAAAGC-TACTCTTAC--TTTTAATAGGATGAAATTGTGTATAGTTT--TATTTT
>Bushbaby
TTTCAACTAGAGTTTATGATGGTAAATTTTCTGAGGTTATCAGACTGGAGGAAAAGAGCTTCTGT----------TTA
GAAAACAAG--AACCAGAGTAGCAACAAAGAAAAGGATGACCGGAGCTTGAGA-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------TCTTA---
CCACCAAAATTTAGAGGACAC--------------------------------------AACAATTTCAATAGATATT
TTTAAAAT-CAGTCCTCTATTTTTAATGAGATAATATTATGTACAGCTT--TATCTG
>Mouse_lemur
TTTCAACTAGAGTTCGTTGTGACGAATTTTCTGAGGTTATCATACTGGAGGAAAAGAGCTTTTGC----------TTA
GAAGACAAG--TATCAG------------GGAGAGGATGCCAGGAGCTTGAAA-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------CCTGG---
CCACCAAAATTTAGAGGGCAG--------------------------------------GACAATTTAAATATAGATT
TTTAAAGT--ACTCTTTTA-TTTTAATGGGATGCAATTATGTATAGCTT--TGTTTG
>Mouse
CATTATTTAGAGTTTA-CATGGCTACATTTCTGAGGTTATCAAATTGGAGACAAGGAGAATTTGAAG--TTTGTCTCA
GAAAACGAG-------AAGCAGCAACACAGGAGAGGGTGGCTGGGCTTTGGGA-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------AAGGG---
CCACAAAAATTTAGAGGATGC--------------------------------------AACAATTTAAGTACAGATT
TTCTAAAGGCTAGTTTGCAATCCAAGTAGGAT-------------GTATAGCTTATA
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>Guinea_pig
CTTTAGCTAGAGTTTA-TACAATGAAACTTCTGAAGTTATCCGACTGAAGGGAATGAGATTTTGAAAAATTTGTTTTG
GAAGACAAAAGAATCAGAGCAGCAGAACAGAAG-GCATTATTGGGCTTTGAAA-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------CCAGG---
TCACCAAAATTTAGAGGATAC--------------------------------------AATAATTTAAATGGAGATT
T---AAA--AAATATCTTA-TCTCCATAGGATGAAATTATGTGTAGTTTTATTTCTA
>Dog
TTTCAACTAGAGTTTATTGTGGTGAAATTTCTGAGGCTATCAGATTAGAGGAGAAGAGTTTTTGTAAAATTTGTCTTA
GAAAACAAG--AATCAGAGCAAAAGTAAAGGGGAGGGTAACTGAAACTGGAAA-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------CCCGG---
TCACCAAAATTTAGAGGACATGATAATTTATTTTTTAATTTTTCATTTTTTTAATAAAAGATAATTTAAACACAGATC
TTTAAAAA-CACTATTCTA-TTGTAATAGGATGAAATTATGCCAAGCCT--TATTTT
>Horse
TTTCAACTAGAGTTCATCGTGGTAAAACTTCTGAGCTTATCAGACTGGAGAGGAAGAGCTTTTGGAAAATTTGTCTTG
GAAGACAAG--AATCAGAGTAGAAATAAAGGAGGGCATAACTG-GGCTTGAAA-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------------CTTGG---
CCACCAAAATTTAGAGAGCAC--------------------------------------AACACTTTAAACGCAGATT
TAAAAAAA-TATTTTTCTA-TTATAATTGGATGAAATTATGTACAGCTT--TATTTT
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Marker M75

>MSTB2
------------------------------------------------------------------------------
tgctatggtttggatatggtttgtttgtccccaccaaaactcatgttgaaatttgatccccaatgtggcagtgttggg
aggtggggcctagtgggaggtgtttgggtcatgggggcagatccctcatgaatggcttggtgctgttctcatggtagt
gagtgagtgagttctcactctcanragactggattagttctcgtaggaatggattagttcccatgagagtgggttgtt
ataaagccaggatgcccctcaggttttgcctctttgcacg------tgtccacttcccctttgaccttctctgccatg
ttatgatgcagcatgaaagccctcaccagaagcca-----------gggccatgcccttgaacttcccagcctgcaga
accatgagctaaataaacctcttttctttataaattacccagtctcaggtattctgttatagcaacacaaaatggact
aagaca------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------
>Human
TGATAGTCTATCCAGTTTGAATACATTTGTGAAGCAAATTCCAAAATTGCGTATTATATCTTCTGG---AATG-G---
tgct-tggtttggatatggtttattggtccccaccaaatcttatgctgaaatttgatccctggtgtggcaatattaga
-tatatagcctggtggggtgtgtttggatcatgagaatggatcgctaatgaatggcttggtg----------------
------------------------------------------------------------------------------
--------------tcc-ccaggtttgtcccttcttcgca----catacttgcttctcctttgaccttctccgacatg
ttttgactcatcacagaagacctcaccagaagccaagcagatgtaggagccatgcttcttt----cacagcctacaga
acggtgagctaaataaacatcttttctttataaattactcagtctcaggtattcttttatagtaacacaaaatggact
aagaca---CATCA---TTACTGTAA----AATAAAGGAAGA-------TTTTAAAAAGTGGAATTAAACATCCAGTT
ACTCCATAGACAATTAGGAATAATTTGGGCAGCATGGTAACAGCCCGTGCACGGCATTTGGGATCCACTCCTGCTCTT
TGAACCCAGAAGAACCTGAT-TCAAATTTGATTGACAACATGACCAGGG-TAGGATGCCTACAGCTGGGGTCTGGTTG
AAATGAGATG-----GGATGATCAAAGCAGGTGATCTG-
>Chimp
TGATAGTCTATCCAGTTTGAATACATTTGTGAAGCAAATTCCAAAATTGCGTATTACATCTTCTGG---AATG-G---
tgct-tggtttggatatggtttattggtccccaccaaatcttatgctgaaatttgatccctggtgtggcaatattaga
-tatatagcctggtggggtgtgtttggatcatgagaatggatcgctaatgaatggcttggtg----------------
------------------------------------------------------------------------------
--------------tcc-ccaggtttgtcccttcttcgca----catacttgcttctcctttgaccttctccgacatg
ttttgactcatcacagaagacctcaccagaagccaagcagatgtaggagccatgcttcttt----cacagcctacaga
acggtgagctaaataaacatcttttctttataaattactcagtctcaggtattcttt-------acaccaaatggact
aagaca---CATTA---TTACTGTAA----AATAAAGGAAGA-------TTTTAAAAAGTGGAATTAAACATCCAGTT
ACTCCTTAGACAATTAGGAATAATTTGGGCAGCATGGTAACAGCCCGTGCACTGCATTTGGGCTCCACTCCTGCTCTT
TGAACCCAGAAGAACCTGAT-TCAAATTTGATTGACAACATGACCAGGG-TAGGATGCCTACAGCTGGGGTCTGGTTG
AAATGAGATG-----GGATGATCAAAGCAGGTGATCTG-
>Orangutan
-GATAGTCTATCCAGTTTGAATACATTTGTGAAGCAAATTCCAAAATTGCGTATTATATCTTCTGG---AATG-G---
tgct-tggtttggatatggtttattggtccccactaaatcttatgctgaaatgtgatccctgttgtggcaatattaga
-tatatagcctggtggggtgtgtttggatcatgagaatggatccctcatgaatggcttggtg----------------
------------------------------------------------------------------------------
--------------tcc-ccaggtttggcccttcttcgca----catactcgtttctcctttgaccttctctgacatg
ttttgactcatcatggaagacctcaccagaagccaagcagatgtaggagccatgcttcttt----cacagcctacaga
accgtgagctaaataaacctcttttctttataaattactcagtctcaggtattcttttatagtaacacaaaacggact
aagaca---CATCA---TTACTGTAA----AATAAAGGAAGA-------TTTTAAAAAGTGGAATTAAATATACAGTT
ACTCCATAGACAATTAGGAATAATTTGGGCAGCATGGTAACAGCTCGTGCACTGCATTTGGGATCCACTCCTGCTCTT
TGAACCCAGAAGAACCTGAT-TCAGATTTGATTGACAACATGACCAGGG-TAGGATGCCTAGAGCTGGGGTCTGGTTG
AAATGAGATG-----GGATGATCAAAGTAGGTGATCTG-
>Baboon
TGATAGTCTGTTCAGTTTGAATACATTTGTGAAGCAAATTCCAAAATTGCGTATTTTATCTTCTGG---AATG-T---
tgctatggtttggatatggtttattggtccccaccaaatctcatgctgaaatttgatccctggagtggcaatattaca
-ggtgtagcctggtggggcatgtttgggtcatgagaatggatccctcatgaatggcttggtg----------------
------------------------------------------------------------------------------
--------------tcc-ccaggtttgtcccttctttgca----catacctgcttctcctttgactttctctgatgtg
ttttgactcatcacagaagaccttaccagaagccaggtggatgtaggagccatgctgcttg----tacagcttacaga
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actgtgagctgaataaacctcttttctttataaattactcagtctcaggtattattttatagcaacacaaaacggacg
aagaca---TG-TA---TTACTGTAA----AATAAAGGAAGA-------TTTTAA-------AATTAAACATCAAGTT
ACTCCATAGGCAATCAGGAATAATTTGGGCAGCATGGTAACAGCCGCTGCACTGCATTTGGGATCTGCTCCTGCTCTT
TGAACCCAGAAGAACCTGAT-TCAAATTTGACTGACAACATGACCAGGG-TAGGATGCCTAGAGCTGAGGTCTGGTTG
AACTGAGATA-----GGATGATCAAAGCAGGTGATCTG-
>Rhesus
TGATAGTCTGTTCAGTTTGAATACATTTGTGAAGCAAATTCCAAAATTGCGTATTATATCTTCTGG---AATG-C---
tgctatggtttggatatggtttattggtccccaccaaatctcatgctgaaatttgatccctggagtggcaatattaca
-ggtgtagcctggtggggcatatttggatcatgagaatggatccctcatgaatggcttggtg----------------
------------------------------------------------------------------------------
--------------tcc-ccaggtttgtcccttctttgca----catacctgcttctcctttgactttctctgatgtg
ttttgactcatcacagaagaccttaccagaagccaagcggatgtaggagccatgcttcttg----tacagcttacaga
actgtgagctgaataaacctcttttctttataaattactcagtctcaggtattattttatagcaacacaaaatggacg
aagaca---TG-TA---TTACTGTAA----AATAAAGGAAGA-------TTTTAA-------AATTAAACATCAAGTT
ACTCCATAGGCAATCAGGAATAATTTGGGCAGCATGGTAACAGCCCCTGAACTGCATTTGGGATCTGCTCCTGCTCTT
TGAACCCAGAAGAACCTGAT-TCAAATTTGATTGACAACATGACCAGGG-TAGGATGCCTAGAGCTGAGGTCTGGTTG
AACTGAGATA-----GGATGATCAAAGCAGGTGATCTG-
>Marmoset
TGATAGTCTGTTCAGTTTGAATACATTTGTGAAGCAAATTCCAAAACTGCATATTATATCTTCCGG---AATG-C---
tgctatggttcggatatggtttgtttgtccccaccaaatctcatgctgaaatttgatccctgcagtggcaatattgga
-ggtgcagcctggtggggagtgtttggattatgagaatggatccctcatgaaggg-ttggtg----------------
------------------------------------------------------------------------------
--------------ccc-ccaggtttgtcccatcttcaca----catacctgcttctcctttgaccttctttgacatg
ttttgactcatcgcagaagtcctcaccacaagccaagcagatgtaggagtcatgctttttg----tacagcctacaaa
actgtgagctaaataaacctcttttctttgtgaattattcagtctcgggtattcttttatagcaacatgaagc-----
-aggca---CACCA---TTACTGTAA----AATAAAGGAAGA-------TTTTAAAAAGGGAAATTAAACATCGACTT
ACTTCACAGGCAATCAGGAATAATTAGGACAGCTTGGTAACAGCACCTACACTGCATTTGGGATCCACTCCTGCTCTT
CGAACCCAG-GGAACCTGAT-TCGAATTTGATTGCCAACATGACCAGGG-TAGGATGCTTAGAGCTGCAGTCTGGTTG
AACTGAGATG-----ACGTGATCAAAGCAGGTGATCTG-
>Tarsier
TGATGGCCTATTCAGTTTGGATATATTTGTGGAGCAAACTCC-AAATTGCCTATTATATCTTCTGG---AATGGG---
tgctatgatttggatatggtttgtttgtccccgccaaatctcatgctgaaatttgatccccagtgtggtggtgtggaa
-gatgggacctggtgggaggtgttttggttgtgag-gcgtatc-cttatgaatggcttggag----------------
------------------------------------------------------------------------------
--------------cctgtcaagtttcttccctcttctcaagtccatgcctactttccctttgaccttctctgccatg
ttttgactcaatacaaaagcccttactgaaagctgagtagaggcaagcaccatgcttcttg----catagcct-----
---gtgagaaaaagaaatctcttttctctataaattacccagtccccggtatttact---agcaatataaaacagact
aagaga---CATGG---TTGCCATAAAACGAATAAGGGAAGA------TGTTTAAAAAATGGAACACAATGTCCCATT
ACTCCATCGGCAATCAGGAATCATTTGGGCAGGATGGTAATAGCTCTCACACTGCATTTGGGATCCACTCCTGTTCTT
TGAACCCAGAAGAATCTGGT-TCACATTTGACTGTCAGCATGATTGGGG-TAGGATGCCCAGAGCTAGGTGCTGGTTG
AACTACAATGCTGTTATGTTATCAAAGTACCTGAGATG-
>Bushbaby
TGAAAGCCCATTTAAT-TCAATACAATGGTAGAGCAAATTCT-AAATATCCTGTTTTATCTTCTGG------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------CATGG---TTAACTTAAAACAAGAAAAGGAAGATTTTTTTTTTTTTTAAATGGAAGTAAGCATCCAATT
ACTTGACTGGCAATCAGGAATAATTTGGGCAAGTTAGCAACAGTGCTCACATTGCTTTTGGGATCCATTCCTACCCTT
TGAACCCAGAAGAATCTGGT-TCAGATTTGACTGCCAGTGTAACCTGGG--CAGATGCCCAGAGCCAGGTTCCGGTTG
CCCTGCAATG-----GTGTTATCAAAGCACCTGAGAT--
>Mouse_lemur
TGAAAGCCCATTCAGTCTGAATACAATTGTGGGGCAAATTCT-ATATATCCTATTTTATCTTCTGG------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------CATGG---TTACCTTAAAACAAATAAAGGAAAAA----TTTTTTAAAAAATGGAATTAAGCATCCAATT
ACTCCAATGGCAATCAGGAATAATTTGGGCAAAATAGTAACAACACTCATACTGCATTTAGGATTCATTCCTGCCTTT
TGAACTCAGAAGAATGTGGT-TCAGATTTGCTGGCCAGCGTGACTGGGG-TAGGATGCCCAGAGCTAGGTTCTGGTTG
AACTGCGATG-----GTGTTATCAAAACACCTGAGATC-
>Mouse
CAGCAGTGTATTCAGTTTGAATACATTTGTGTAACAAATGCT-GTGT--TTTATTTTGTCCACTGG------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------GATGA---TTACCTTAAAATAAAAAAAAAAAAAA---AGAATTCT--AAATGCAATTAAATGCCCAATT
GCCCCGTCAGCCATCATTAATAATTTTTGCAGGATAGGAGCAGCTTTTATGATGCATTTTAGAC---------CCCTT
TGAACCCAGAAGAATCTGCC-TCAAATTGAACTGGCAGTATGC--AGGG-TAGGATGCCTGGAGCTGGAAGCTACAAG
AGACATGATG-----TAATTACCAAAGCATGTCAGATT-
>Guinea_pig
GGAAAGCACGATTGATCTGAGAGTGTTTATAGAGAAAATTCT-AAATTACCTATTTTTCTT-CTGA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------AGTGT---TTACTTTAAAATAAATGAAAGAAGA-TTTTTTTTTAAAAAAATGGAATTAAATGTCCAGTA
ATTCCATTGCTAATCAGGAATAATTTGGGCAGGACAACAGCTGCTCTCTTGCTGTGCCTGGGATCCACTTCTGCCTTT
GGAACCCAGAAGAATCTGGT-TGGGATTGAACTGTCCACATGC-TGGGGTTAGGATGCACTGGGGCAGCAGCTGGTTA
AGCCATGAAG-----GTATCATCAAAG------------
>Horse
TAATAGCCCATTCATTTAGAATACGTCGGTGGAGCATATCCC-AAATTGTGTATTGTATCTTCTGT------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------CATGG---TTACCTTAAAACAAATAAACGGAGA--------TTAACAAAATGAAACTCAATAC----TT
ACTCCATTGGCAATGAGGAATAAGTTGGGCAAGATGGTA--------------GCATTTATAGATCACTCCTGCCCTT
TGAACTCAGCAGAATCTGGTGGAAGATTTGACTGCAAACCTGATGAGGG-GAGGATGCCCAGAGCCAGGTGCTGGTTG
AACTGTGACA-----ATGTTTTCACAGTACCTACAATC-
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Marker M76

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------tgctatagtttgga-------tgtttgtcc
cct---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
ccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggat
ccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctatta------------gttcc
cgcgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcc-tctctcgccatgtgatctct
gcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgcc
atgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttct-----ttataaattacccagcctcaggt
attcct-ttatagcaacacaaaatggactaagaca-------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------
>Human
CATAGTAAAAATAATGA-TGTTTCACTGAA-GTTTACTAAGGCATAGTTTGTAACTCTTGCC--AATATAAATCCATT
AATTCCTTCATTTTTT-CATTCGGAAAACATTTATTG---GTTGC---tgctatgatttggatatggtttgcttggcc
cca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
tgaagtcttacgttgaaatttgattcctaatgttggaggcaggccctggtgggaggtgtttgggtcgtgggggtggat
ctctcatgaatgactcagtgccctc-ctcaaggtaa---taaatgagttcttgctctattaggtccggagaaagttcc
cttagaagctggttgttagaaagagcttggca--tcttcctcctcgctcttgcctcc-tctctcagcaggtga--tct
ctgcacaccagctccccttccccttctgctgtgaatggaagcagcctgaggccctcaccagatgcagacgtcagcgct
gtgcttcttgcacagcctgtggagctatgagccaaataaacctcttttct-----ttataaatgtcccagcctcaggt
attccttttatagcaacacaaacta-actaaaaca---GATTT---CTACCATATGCTAGACCTATGATACAATACTT
ATAGAATTCATTTCTGATACTT---AAAATTTTTTTTGAGATATAATTAATATTTCCTAAAATTCACCC-ATTTAAAG
TGTACAA--TAGATGCATTTGTTATTCTGGAGATTTGCCTATAGA-TTTTTTTTAATGTCTGGACATTTGATATAAAG
AGAATCACATGA
>Chimp
CATAGTAAAAATAATGA-TGTTTCACTGAA-GTTTACTAAGGCATAGTTTGTAACTCTTGCC--AATATAAATCCATT
AATTCCTTCATTTTTT-CATTCGGAAAACATTTATTG---GTTGC---tgctatgatttggatatggtttgcttggcc
cca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
tgaagtcttacgttgaaatttgattcctaatgttggaggcaggccctggtgggaggtgtttgggtcgtgggggtggat
ctctcatgaatgactcagtgccctc-ctcaaggtaa---taaatgagttcttgctctattaggtccggagaaagttcc
cttagaagctggttgttagaaagagcttggca--tcttcctcctcgctcttgcctcc-tctctcagcaggtga--tct
ctgcacaccagctccccttccccttctgctgtgaatggaagcagcctgaggccctcaccagatgcagacgtcagcgct
gtgcttcttgcacagcctgtggagctatgagccaaataaacctcttttct-----ttataaatgtcccagcctcaggt
attccttttatagcaacacaaacta-actaaaaca---GATTT---CTACCATATGCTAGACCTATGATGCAATACTT
ATAGAATTCATTTCTGATACTC---AAAATTTTTTTTGAGATATAATTAATATTTCCTAAAATTCACCC-ATTTAAAG
TGTACAA--TAGATGCATTTGTTATTCTGGAGATTTGCCTGTAG--TTTTTTTTAATGTCTGGACATTTGATATAAAG
AGAATCACATGA
>Orangutan
CATAGTAAAAATAATAA-TGTTTCACTGAA-GTTTACTAAGGCATAGTTTGTAACTCTTGTC--AATATAAATCCATT
AATTCCTTCATTTTTTTCATTCAGAAAACATTTATTG---GTTGC---tgctatgatttggatatgggttgcttggcc
cca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------

237



tgaagtcttatgttgaaatttgattcctaatattggaggcaggccctggtgggaggtgtttggatcgtgggggtggat
ctctcatggatgacttagtgccctc-ctcaaggtaa---taaatgagttcttgctctatcaggtcctgagaaagttcc
cttaggtgctggttgttagaaagagcttggca--ccttcctcctcgctcttgcttccctctctcagcaggtga--tct
ctgcacaccaggtcccctggccaataaaatgtgaatggaagcagcctgaggccctcaccagatgtagacgtcagcgct
gtgaatcttgcacagcctgtggagctatgagccaaataaacctcttttct-----ttataaatttcccagcctcaggt
attccttttatagcaacacaaacta-actaaaacg---GATGT---ATGCCATATGCTAGACCTATGATATAATACTT
ACAGAATTCATTTCTGATACTT---AAAATTTTTTTTGAGCTATAGTTAATATTTCCTAAAATTCACCC-ATTTAAAG
TGTCCCTCTTCAATTCTCTTGCTATTCTGGAAATTTGCCTATAGATTTTTTTTTAATGTCTGGACATTTGATATAAAC
AGAATCTTTTTA
>Baboon
CATAGTAAAAGTAATGA-TGTTTCACTGAA-GTTCACTAAGGCATAGTTTGTAACTCTTGTC--AATATAAATCCATT
AATTCCTTCTTTTTTT-CATTCGGAAAATATTTATTG---GTTGC---tgttatgatttggatatggtttgcttggcc
cca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
tgaagtcttatgttgaaatttgattcctaatgttggaggcagggcctggtgggaggtgtttggttcgtgggggtggat
ctctcctgaatgacttagtgccttc-ctcaaggtaa---taaatgagttcttgctctattaggtcctgagaaagttcc
cttaggagctggttgttagaaagagcttggca--tcttccttctcgctcttgcctct-tctttcagcaggtga--tct
ctgcacaccagctccccttcctcttctgctgtgaatggaagcagcctgaggccctcaccagatgcagacatcagcact
gtgcttcttgcacggcctgtggagctatgagccaaataaacctcttttctgtactttataaatttcccagcctcagat
gttccttttatagcaacacaaacta-actaaaaca---GATGT---CTACCATTTGCTAGACCTATGATACAATACCT
ATAGAATTCATTTCTGATATTT---AAAAATTTTTT-GAGATGTAATTAATATTTCATAAAATTCACCC-ATTTAAGG
TGTACGA--TAGATACATTTGTTATTCTGGAAATTTGCCTATAG--ACTTTTAAAATGTCTGCACATTTGATATAAAC
AGAATCACATGG
>Rhesus
CATAGTAAAAGTAATGA-TGTTTCACTGAA-GTTCACTAAGGCATAGTTTGTAACTCTTGTC--AATATAAATCCATT
AATTCCTTCTTTTTTT-CATTCGGAAAACATTTATTG---GTTGC---tgttatgatttggatatggtttgcttggcc
cca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
tgaagtcttatgttgaaatttgattcctaatgttggaggcagggcctggtgggaggtgtttggttcgtgggggtggat
ctctcctgaatgacttagtgccttc-ctcaaggtaa---ttaatgagttcttgctctattaggtcctgagaaagttcc
cttaggagctggttgttagaaagagcttggca--tcttccttctcgctcttgcctct-tctttcagcaggtga--tct
ctgcacaccagctccccttccccttctgctgtgaatggaagcagcctgaggccctcaccagatgcagacatcagcgct
gtgcttcttgcacagcctgtggagctatgagccaaataaacctcttttctgtactttataaatttcccagcctcagat
gttccttttatagcaacacaaacta-actaaaaca---GATGT---CTGCCATTTGCTAGACCTATGATACAATACCT
GTAGAATTCATTTCTGATATTA---AAAAATTTTTT-GAGATGTAATTAATATTTCATAAAATTCACCC-ATTTAAGG
TGTACGA--TAGATACATTTGTTATTCTGGAAATTTGCCTATAG--ACTTTTAAAATGTCTGCACATTTGATATAAAC
AGAATCACATGG
>Marmoset
AATAGTAAAAATAGTAA-TGTTTTTATGAA-GTTTACTAAGGCATAATTTATAACTCTGGTC--AATATAAATCTATT
AATTCCTTCAATTTTT-CATTCAGCAAACACTTACTG---GTTGC---tgctatgatttggatatagtttgcttggcc
ccaCCAAGTCCTTTTTTATTTTTTTTTGAGACAGAGTCTCAGTCTGCTACCTAGGCTGGAGTGCAGTGGCGCTATTTT
GGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCGAGATTACAGGTACC
CACCACTATGCCCAGCTAATTTTTGGATTTTTAGTAGAGATAGGGTTTCACCATGTTGGTCAGGCTGGTCTTGAACGA
CTGACCTCATGATCTGCCCACCTCTGCCTCCCAAAGTGCTGGGATTATAGGTATGAACCACCATGCCGGCCAGCCCCA
ccaagtcttatgttgaaatttgatccctaatgttggaggcagggcctggtgggaggtgtttgggtcatatgggtggat
ctctcatgaaagacttagtgtcttc-cttaaggtaa---tgaatgagttcttgatctattagttcctgagaaagtttc
ctcaggagctggttgttagaaagagcctggca--tcttcctcctctctcttgcctcc-tttctcagcaggtga--tct
cagcacaccagttcccctt---cttctgccatcaatggaagcagtctgaggcccttgccagatgcagatgtcagtgct
gtgctgcttgcacggcctgcagaactctgagccaaataaacctcttttct-----ttatcaatttcccagcctcaggt
agtccttt-ataacaacacaaacta-actaaaaca---GATGT---TTACCATGTGCTAGACCTATGATACAATACTT
ACAGAATCCGTTTCTGATACTT---AAAAAGTTTTTAGAGATATAATTAATATTTCATAAAATCCACCC-ATTTAAAC
TGTACAA--TAGATGCATTTGCTATTCTGGAAATTTGCCTATAG--ATTTTTCTA--GTCTGGACATTTGACATAAAT
GTAATCACATGA
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>Tarsier
AACAGTAAAAGTTATGA-TGGTTTACTGAA-GTTTACCAAGGCACAGTTTGTAATTCTTGTC--AATACAAGTCCATT
AATTCCTTCATTTCTTAACTCAGCAAACGCTTATTTG---GGTGC---tgctgtggttccaatatggttcatttggcc
cca---------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
ccaagtgttatgtagaaatgtaatccccagtgttggtggtggggcctcatgggaggtatttggataatggtggtggat
ccctcatgaatggcttggtgctctc-ctcgaggtaa---caagtgagttcttg--ccattagttcccacaagagttcc
tttgagagatggttgctaaaaagagcttggca--tctgcctcctt-ctcttgcctcc-tctctcaccatgtga--tct
ctgcatgccagcttcccttccccttccatcatgagtggaagcagctggaagtgctcactagctggagatgttagtgcc
atgcttcttgtatagcctgaagaaccataagctgaataaacctcttttct-----ttataaattattcagcctcaggt
agtctgtt-agagcaacacaaa-tggactaagaca---GGTGC---CTACCATATGCTAGATCTGCTATATAAAACGT
ATAGAATTCATTTTTGATAACGTT-AAAAACATTTTTGATATATAATTAATATATCATAAAATTCACCC-ATTTA---
--TACAA--T-------TTGCCTGTTCCAAAAATTTGCTGGCAG--ATTTTTCTA--GTTTGGATATT-GTTACAAGT
AGA-CCACACAA
>Bushbaby
GATAGCAAAAATAATTAATGTTTTACTAAA-GTTTACCAAGGCATAGTTTGTAAATTTTGTC--AATATAAGCCTATT
AATTTCTTCATTTCCT-TATTCAGCTAACACTTATTG-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------GTGGC---CCACTATATGCCGCATCTATGGTATAAAAT--
--AGAATTAATTTTCGATAACTTT-AAAAGCATTTTCAAGCTATAATTAATCTATCATGAAATTTACCCCACTTAAAG
TGTGCTG--TATATGATTTGCCTGTTCTGGAAATTTGCTTATAG--ATTTTTCTA--GTATGGACATTTGATACAAAT
GGAATCACATA-
>Mouse_lemur
AATAGCATCAATAATTA-TATTTCATTGAA-GTTAACCAAGGTATAGTTTGTAACTCTTGTC--AATATAAGTCTGTT
AATTCCTTCGTTTTTT-CATTCAGCAAACATTTATTT-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------GGTGC---CTACCATATGTTAGACTTATGATATAAAATGT
ATAGAATTCATTTTTGATGGCTTT-AAAAACACTTTCCAGCTATAATTAATATATCATAGAATTCACCC-ATTGAAAG
TGTACAATACATATGATTTGCCTATTCTGGAAATTTGCCTATAG--ATTTTTCTA--GTCTGGACATTTGATGTAAAT
GGAATCACATAA
>Tree_shrew
AATAGTG-AAGTGGTAA-TGTTTTATTGAT-GTTTACTAAGGTATAATTTGTAACTCTTTCCT-TAATTAAATCCATG
AATTTCTTTATT-----CATTCACCAAACATGTATTG-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------GATGT---CTACCATATGC------TATGATATAAAATTG
ATGGAATTTATTTTTGATACTTTGAAAATGTCTTTTTGATAAATAATTAACATATCATAAAATGAACCC-ATTTAAAA
TGTGTGATATATATGATTTGCTGATTCTAGACATTTGTCCATAG--ATTTTTCTA--GTT--GACATTTGATAAAAAT
GAAATCACATAA
>Dog
TATAGTGAAAAT---GA-TGCTTCCGTGAAGTTTTACTAAGGCACACAGTTTGCAGCCCCTGTGAATTTAAGCCCACT
GATTCCTTCACTTCTT-CATCCAGCAAACATTTATTG-----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------G-TGC---CTGTCATATGCTAGGCCTAGGATATAAAATTC
GTAGAATTCATTTTTGCCACTTAAAAAAATCTTTACCAAGATAGAATTCATACACCATAAAATTCACTC-ATGTAAAG
TTTACAGTTTATATGACTTACCTATTCTGGAAATTTGCCTATAG--ATTTGCCTA--TTCTGGATATTTAATATAAAT
GGAATCACA--A
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Marker M78

>MSTB1
------------------------------------------------------------------------------
-----------------------------------------------------------tgctatagtttggatgttt
gtcccctccaaacctcatgttgaaatttgatcccc-agtgttggaggtggggcctaatgggaggtgtttgggtcatgg
gggcggatccctcatgaatagattaatgccct----ccctcggggtggggatgagtgag---ttctcactctattagt
tccc--------gcgagagctggttg-----------ttaaaaagagcctggcacctccctcctctctctcttgcttc
ctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctca
ccagaagcagatgctggcg-ccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataa
attacccagcctca----------------------------ggtattcctttatagcaacacaaaatggactaagac
a-----------------------------------------------------------------------------
-----------------------------------------------------
>Human
GAGATTCA-AACACTTTGCCACTATCATCTGTCCAGAATTCCTCCCGGTTTTCTTGAG-AAAAAAAAAAGAAG---TT
CTGTGATTTTGTCATTGACAAATGTATGAGACTATTGACATCTATAAC---ATCAT---tgagatagttcggatattt
-tcccctccaaatctcatgttgaaatttgatcccc-agtgttggag-tggggtctaatgggaggagtttgggtcatgg
gggctgatcccttatg--------aatgccttggtgccagctttgt---aatgagtgagttcttcttggtctattagt
tccc--------accagaactgattgttaaaagtcttttaaaaag-tctggcacctccctccc-ctctcttgcttcct
ttcttttaccatgtg----------atgcctacttcctttcaccttctaccatgagtggaagcttcctgaggccctca
ccagaagcagatgctggca-ccatgtttcttgtaaagcctgcagaaccataagccaaataaacttatcttctttataa
attacccagtaatttataa-----------------------agtatcccttcatagtaacacaa-ttggaccaagat
g---ATC-C---TTGGAAAAGTTGAGCTTT-GGGGCTATGCTTTTGAAGTCCCCTGAAATTCT----AAGAGCCCCTG
TTTTTGCTTTTGAATTTACATGTGCATGGCCTCATTTGAGCCAA-GTATATGG
>Chimp
GAGATTCA-AACACTTTGCCACTATCATCTGTCCAGAATTCCTCCCGTTTTTCTTGAGAAAAAAAAAAAGAAG---TT
CTGTGATTTTGTCATTGACAAATGTATGAGACTACTGACATCTGTAAC---ATCAT---tgagatagttcggatattt
-tcccctccaaatctcatgttgaaatttgatcccc-agtgttggag-tggggtctaatgggaggagtttgggtcatgg
gggctgatcctttatg--------aatgccttggtgccagctttgt---aatgagtgagttcttcttggtctattagt
tccc--------accagaactgattgttaaaagtcttttaaaaag-tctggcacctccctccc-ctctcttgcttcct
ttcttttaccatgtg----------atgcctgcttcctttcaccttctaccatgagtggaagcttcctgaggccctca
ccagaagcagatgctggca-ccatgtttcttgtaaagcctgcagaaccataagccaaataaacttatcttctttataa
attaccaagtaatttataa-----------------------agtatcccttcatagtaacacaa-ttggaccaagat
g---ATC-C---TTGGAAAAGTTGAACTTT-GGGGCTATGCTTTTGAAGTCCCCTGAAATTCT----AAGAGCCCCTG
TTTTTGCTTTTGAATTTACATGTGCATGGCCTCATTTGAGCCAA-GTATATGG
>Orangutan
GAGATTCA-AACACTTTGCCACTATCATCTGTCCAGAATTCCTCCTGTTTTTCTTGAG--AAAAAAAAAGAAG---TT
CTGTGATTTTGTTATTGACAAATGTATGAGACTATTGACATCTATAAC---ATCAT---tgagatagttcagatattt
-tcccctccaaatctcatgttgaaatttgattccc-agtgttggag-tggggcctaatgggaggagtttgcatcatgg
gggctgatcccttatg--------aatgccttggtgccagttttgt---aatgagtgagttcttcttggtctattagt
tccc--------accagaactgattgttaaaagtcttttaaaaag-tctggcacctccctccc-ctctcttgcttcct
tccttttaccatgtg----------atgcctgcttcctttcaccttctaccatgagtggaagcttcctgaggccctca
ccagaagcagatgctggca-tcatgtttcttgtaaagcctgcagaaccataagccaaataaacttatcttctttataa
attaaccagtaatttataagtatcccttcacagtaactatgaaatatcccttcatagtaacacaa-ttggaccaagat
g---ATC-C---TTGGAAAAGTTGAGCTTT-GGGGCTATGCTTTTGAAATCCCCTGAAATTCT----AAGAGCCCCTG
TTTTTGCTTTTGAATTTACATGTGCATGGCCTCATTTGAGCCAA-ATATATGG
>Baboon
AAGATTCA-AACACTTTGCCACTATCATCTGTCCAGAATTCCTCCCATTTTTCTTGAG---AAAAAAAAGAAG---TT
CTGTGATTTTGTTATTGACAAATGTATGAGACTATTGACACATACAAC---ATCAC---tgagatagttgggatattt
-tcccctccaaacctcatgttgaaatttgatcccc-attgttggag-tggggcctaatgggaggagttttggtcgagg
gggttgatcccttatg--------aatgccttagtgccagcttcgt---aatgagtgagttctt---gttctatcagt
tccc--------gccagaactgattgttaaaagtcttttaaaaag-tctggcacctccctccc-atctcttgcctcct
tccttttaccatgtg----------atgcctgctccctttcaccttcttccatgaatagaagcttcctgaggccctca
ccagaagcagatgctaata-ccatgtttcttgtaaagcctgcagaaccataaaccaaataaacttatcgtctttataa
attacccagtaatttataa-----------------------agtattcctttatagcaacacag-ttggaccaaggt
g---ATC-C---TTGGAAAAGTTGAGCTTT-GGGGCTATGCTTTTGAAGTCCCCTGAAATTCC----AAGAGCTGCTG
TTTCTGCTTTTGAATTTACATGTGCATGGCCTCATTTGAGCCAA-GTATATGG
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>Rhesus
AAGATTCA-AACACTTTGCCACTATCATCTGTCCAGAATTCCTCCCATTTTTCTTGAG---AAAAAAAAGAAG---TT
CTGTGATTTTGTTATTGACAAATGTATGAGACTATTGACACATACAAC---ATCAC---tgagatagttgggatattt
-tcccctccaaacctcatgttgaaatttgatcccc-attgttggag-tagggcctaatgggaggagttttggtcgagg
gggctgatcccttatg--------aatgccttggtgccagcttcgt---aatgagtgagttctt---gttctattagt
tccc--------accagaactgattgttaaaagtcttttaaaaag-tctggtacctccctccc-atctcttgcctcct
tccttttaccatgtg----------atgcctgctccctttcaccttctaccatgaatagaagcttcctgaggccctca
ccagaagcagatgctaata-ccatgtttcttgtaaagcctgcagaaccataaaccaaataaacttatcgtctttataa
attacccagtaatttataa-----------------------agtattcctttatagcaacacag-ttggaccaaggt
g---ATC-C---TTGGAAAAGTTGAGCTTT-GGGGCTATGCTTTTGAAGTCCCCTGAAATTCC----AAGAGCTGCTG
TTTCTGCTTTTGAATTTACATGTGCATGGCCTCATTTGAGCCAA-GTATATGG
>Marmoset
AAGATTCA-AACACTTTGCCACTATCATCTGTCCAGAATTTCTCCCATTTTTCTTGAA---AAAATAAATCAG---TT
CCGTGATTTTGTTATTGACAAATGTATGAGACTATTGACACCTATAAG---ATCAC---tgagattgttcagatattt
-tctcctccaagtctcatgttgaaatttgatcccc-aatgttggag-tggtgcctcgtgggaggagtttgggtcatgg
aggctgatccctcatg--------aataccttggtgccatcttcga---aacaagtgagttctt---gctctattagt
tccccccacccagccagaactgattgt-------ctttttaaaag-tctggcacctccctccc-gtctcttgcttccc
tcctttcaccatatg----------ttacctactccctttcaccttctac-atgagtggaagcttcctgagaccttca
ccagaagcagatactggca-ccatgtttcttgtacagcctgcagaaccatgagccaaataaacatctcttctttataa
attacccagcctcc----------------------------ggtattcctttacagcaacacaa-atggaccaagat
a---ATC-C---TTGGAAAAGTTGAGCTTT-GGGGCTATGCTTTTGAAGTCCCATGAAATTCT----AAGAGCCACTG
TTTTTGCTTTTGAATTTACACATGCATGGCCTCATTTGAGCCAA-GTATATGG
>Tarsier
GAAATTCA-T-CATTTTGCCATTATCATCTTTTCAGAATTCCTCCTGTTTTCCTTGTG----GAAAAAAAAAA---TT
CCATGATTTTGTAATCGACAAATATATTAGATTATTGACATCTGTAAC---CTCAC---tgatatagtttggatattt
gtcccctccaaatctcat-ttgaaatttgatcccccagtattggaggtggggcctgataggagctgtccacataatga
--gctg--tcctcatg--------aatggcttggtgctgttcttgtggtaatgagtgagttctt---actatgttagt
tcct--------gtgagaaccaattgttaaa---------aagag-cttggcacctctctctctctctttggcttc--
ttctcttg-ca-gtgtgctctgcacatgcaaattccacttcaccttccaccatgagtggaaggtccctgagacc-tca
ccagaaacagattctggtg-ctatgcttcttgtcaagtctgcaaaatcataagccaaata--cctcttttctttatga
attatccagcctca----------------------------ggcattccctgatatcaacacaa-atggactaatac
a---ATCAC---TTAGAAAAGCTGGGCTTTTGGGGCTATGTTCTGGAAGTTCCCTGAAATTCTGAGAAAGAACCATGG
TTTTTGCATTTGAATTTACATATGTATGGCTTCATTTGGACCAA-GTATGTAG
>Bushbaby
GAGATTTA-AAAACTTTGCCACTCTCTTCTTTCTGGAATTCCTTCAGTTCTTCTT-------GAATAAAAAACTTGTT
CTTTAATTTTGCAATTGGCAAATGTATTAGAGTACTGACACGTGTAAT------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----GTCAC---TTTGGGAAGCTGAGCTTA-GAAGCTGCGTTTTCATAGTTCCCTGAAATTCTGAGAAAGAGTCATTG
CTTTTGCTTTTGAGTTTATATATGCATGACCTCATTTGGGCCAA-GTATGTGG
>Mouse_lemur
TAGATTCAGAAGACTTTGCCACTATCATCTTTCCAGAAATCCTCCAGTTTTACTT-------GAAAAAAAAAATTGTT
CTTTAATTTTGTAATTGGCAAATGTATTAGATTACTGATACCTATAAC------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----ATCAC---TTTGAAAAGTTGAGCTTT-CTGACTGTGCTTTTGAAGTTCCTTGAAGTTCTGAGAAAGAATCATTG
TTTTTGCTTTTGAGTTTATACATGCATGACCTTATTTGGACCAA-GTATGTGA
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>Guinea_pig
----TTCA-GAAAC--TGCCATT-----------GTAATTCCTCCAGAATTCTTTCTTAAGAAAGAAAGAAAAAAAAC
CTTCCATAATTCTGTAGTTGACAAATGAATTAGGTTGACACATTCAAC------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----ATCAC---TTAGGAAAGTTGAGTGTT-AGAGCTGTGTTTTTTAAGTTACCTGAAACTGTGAGAGAAAAC-ACTG
ATTTGC-TTTGGAATTGGTAGATGTGCAGCTTCACTTTGACCAGAGTATGTGA
>Dog
----TTAA-AAAACTATGCCACCATCATCTTCCTGATAATCCTCTAG----TCTT---TCTAGAGAAAAAGAATTGTT
CTATAACTTCATAATTGACAAGTAAATTAGCTTATTGATACACATAAT------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----GTCAC---T--------TGAAGTTTT-GGGGCTACACTTTTGAAGTTCCCTGAAATTCT----GAGAGCCATTG
TTTTTGCTTT-GAGTTTACATGTACA--------TCTGGACCAA-GTATGTGG
>Horse
----TTCA-AAATCCAGGCCACCATCATCTTTCTAGAATTCCTCCAGTTTTTCTT---------GAAAAAAAATTGTT
CTGTAATTTCATAATTGACAAATGTATTAGATTATTGACACATATGAC------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----ATCAC---TTAGAAAAGTTGAGCTTC-TGGGCTTTGCTTTTGCAGTTCTCTGAAATTCT----AAGAGCCTTTG
TTTTGGCTTTTGAATTTACATGTGCA--------TTTGGAACAA-GTATGTGG
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Marker M80

>MSTB1
--------------------------------------------------------------------tgctatagtt
tggatgtttgtcccctccaa-acctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgttt
gggtcatgggggcggatccctcatgaatagattaatgccctccc----------------------------------
-tcggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacc----
---------------------------------tccctcctctctctcttg-----------------cttcctctct
cgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaa
gcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattaccc
agcctcaggtattcctttatagcaacacaaaatggactaagaca----------------------------------
------------------------------------------------------------------------------
----------------------------------------------
>Human
TCTTCTTTTCTGCATTGCTATTACTTCTAAATGATATAGTCGAAATGATATTCTTTC---AAATT---tgaccgagtt
tagctatttatccactgaaaaatctcttgttgaaatttgatgtccaatgttggaggttgggccttgtgggaggtgt-t
gagtcatgggggcagaaccttcatgaatggcctggtgcccttctcaa-------------------------------
--------agtaaagactgagctcttgctctattagttcctttgagaacggattgttaaaaagaggctggca------
-------------------------------------tctctctccctttc------------------------tga
aaccatgtgatgcctg----------ctccccttcaccttcctccacaagtgggggcagcctgaggccctcaccaaat
gcagatatcagtgccatgcttcttgtacagcctgcagaattatcagctaattaaacct-ctttctttatcaattacac
gctctcacatattcctttatagcaatgc-caacagactaaaaca---A-AATT---GAGAAACTTCCCAAATAGATCA
CTCTGGGCTAAGTTGTCAGTAGA-ATAACATGCAGAAAACTTTACCAGTAAAACTGCA-------TAGAAATTACCAG
AAA--AACAATA---ATATATGAAAAATCATTTCCATGACTAAAGT
>Chimp
TCTTCTTTTCTGCATTGCTATTACTTCTAAATGATATAGTCGAAATGATATTCTTTC---AAATT---tgacctagtt
tagctatttatccactgaaaaatctcttgttgaaatttgatgtccaatgctggaggtcgggcctagtgggaggtgt-t
gagtcctgggggcagaaccttcatgaatggcctggtgcccttctcaa-------------------------------
--------agtaaagactgagctcttgctctattagttcctttgagaatggattgttaaaaagaggctggca------
-------------------------------------tctctctccctttc------------------------tga
aaccatgtgatgcctg----------ctccccttcaccttcctccacaagtgggggcagcctgaggcactcaccaaat
gcagatatcagcgccatgcttcttgtacagcctgcagaattatcagctaattaaacct-ctttctttatcaattacac
gctctcacgtattcctttatagcaatgc-caacagactaaaaca---A-AATT---GAGAAACTTCCCAAATAGATCA
CTCTGGGCTAAGTTGTCAGTAGA-ATAACATGCAGAAAACTTTACCAGTAAAACTGCA-------TAGAAATTACCAG
AAA--AACAATA---ATATATGAAAAATCATTTCCATGACTAAAGT
>Orangutan
TCTTCTTTTCTGCATTGCTATTACTTCTAAATGATATAGTTGAAATGATATTCTTTC---AAATT---tgacctagtt
tagctggttatccactgaaaaatctcttgttgaaatttgatgtccaatgttggaggtcgggcctagtgggaggtgt-t
gagtcatggggacagaaccttcatgaatggcctggtgcccttctcaa-------------------------------
--------ggtaaagactgagctcttggtctgttagttcctttgagaacggattgttaaaaagaggctggca------
-------------------------------------tctctctccctttc------------------------ttt
caccatgtgacacctg----------ctccccttcaccttcctccacgagtgggggcagcctgaggccctcaccaaat
gcagatatcagtgccatgcttcttgtacagcctgcagaattatccgctaattaaacct-ctttctttataaattacat
gctctcacgtattcctttatagcaatgc-aaacagactaagaca---A-AATT---GAGAAACTTCCCAAATAGATCA
CTCTGGGCTAAGTTGTCAGTAGA-ATAACATGCAGAAAACTTTACCACTAAAACTCCA-------TAGAAATTACCAG
AAA--AACAACA---ATATGTGAAAAATCATTTCCATGACTAAAGT
>Baboon
TCTTCTTTTCTGCATTGCTGTTATTTCTAAATGATATAGTCGAAATGATATTCTTTC---AAATT---tgacctagtt
tagctatttattcactgaaaaatctcttgctgaaatttgatgtccagtgttggaggtggggcctagtgggaggtat-t
gagtcatgcgggcagaaccttcatgaatggcctggtgcccttctcaa-------------------------------
--------agtaaagactgagctcttgctctattagttcctttgagaatggattgttaaaaagatgctggca------
-------------------------------------tctctctccctttc------------------------ttt
caccaagtgatgcctg----------ctccccttcaccttcctccacgagtgggggcagcctgaggccctcgccaaat
gcagatattggtgccatgcttcttgtacagcctacagaattatcagctaattaaatct-ctttctttataaattacgc
actcccaggtattcctttatagcaatga-aaacagactaagaca---A-AATT---GAGAAACTTCCCAAATAGATCA
CTCTGGGCTAAGTTGTCAGTAGA-AAAACCCGCAGAAAACTTCACCACCAAAACCCTG-------TAGAAATTTCCAG
AAA--AACAATA---ATATATGAAAAATCATTTCCATGACTAAAGT
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>Rhesus
TCTTCTTTTCTGCATTGCTGTTATTTCTAAATGATATAGTTGAAATGATATTCTTTT---AAATT---tgacctagtt
tagctatttattcactgaaaaatctcttgttgaaatttgatgtccaatgttggaggtggggcctagtgggaggtat-t
gagtcatgggggcagaaccttcatgaatggcctggtgcccttctcaa-------------------------------
--------agtaaagactgagctcttgctctattagttcctttgagaatggattgttaaaaagatgctggca------
-------------------------------------tctctctccctttc------------------------ttt
caccaagtgatgcctg----------ttccccttcaccttcctccacgagtgggggcagcctgaggccctcgccaaat
gcagatattggtgccatgcttcttgtacagcctgcagaattatcagctaattaaatct-ctttctttataaattacgc
actcccaggtattcctttatagcaatga-aaacagactaagaca---A-AATT---GAGAAACTTCCCAAATAGATCA
CTCTGGGCTAAGTTGTCAGTAGA-AAAACCCGCAGAAAACTTCACCACCAAAACTCTG-------TAGAAATTTCCAG
AAA--AACAATA---ATATATGAAAAATCATTTCCATGACTAAAGT
>Marmoset
TCTTA---TCTGTATTGCTATTACTTCTAAGTTATATAGCTGAAATGATATTCTTTC---AAATT---taatctagtt
tagctatttatcccctccaaaatctcttgttgaaatctgatgcccaaagttggaggtgggccctagtgggaggtgt-t
gagtcatgggggcagaaccttcatgaatggcttggtgcccttctaaagtaaagactgtctcaaaaaagaaaaagaaag
aaagaaagaaaaaagactgagctcttactctattagttcctttgtgaactgattgttaaaaagaggctgggg------
-------------------------------------tctctctctcttcc------------------------ttt
caccatgtgatgcctg----------ct-cccttcaccttcctcccggagtgggggcag-ctgaggccctcagtaaat
gcagatatccatgccatgtttgttatacagcctgcagagctatcagctaattaaacct-ctttctttttaaattaccc
agtctgaggtattcctttatagcaatgc-aaacagactgagaca---A-AATT---GAAAAGCTTCCCAAATAAAACA
CTT-----------------------------------------------AGACTCCA-------GAGAAATTACCAG
AAA--AACAACA---ATATATGAAAAATTATTTCTATGAGTAAAGT
>Tarsier
TCCTCTCTTTTGCATGACTGTTAATTCTAAATGATATGGTTG-AATG--CTTCTTCC---AAATT---tgatatagtt
tggatatgtggcccctcc-aaatctcactttaaaatattacccccaatgtgggaggtggggcctaatgagaagtgtct
gagtaattagggcagatctctcatgaacagattggtgctgtcctt---------------------------------
--------gctaatgagtgagtacttgctctattagtttccatgataactaattgttaaaaagaacctggcaccttcc
ttctcttcttctctctctctctctctctctctctctctctctctctctctcgctctctcatgcatacttttttcttct
caccatttcatgcctg----------ctccccttctgctactgttataagtggaagtggtctgaggccttcaccacat
gcggattcagacatcattcttcttgcagagcctgtagaaccttaaatcaaataagtctattttctttataaagtaccc
agtctcaggtatt-ttttatagcagcac-aaatggactaggaca---A-AACT---GAAAAACTTTCCAAATAGAGCA
CTTCAGGCTAATATGTCAATAGACAAAACACACAGAAAAATTTACTCCCAAAACTCCA-------TAAAAATCACCAG
GAAACACTAGCC---ATATATGAAAAATTATTTTCAAGACTAAAGT
>Bushbaby
CTTTCTCTTCTGCATTGCTGTTACTTCTAAATGATTAAGTTAAAATG--CTTCTTTC---------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------AAAATA---GAAAAACTTTCCAAATAGGACA
CTTCAGACTAAGATGTGGGAAGA-TGAACATGCAGAAAAAGTTATGCTCAAAACTCCA-------TAAAAATGACCCA
GGA--AAGATTAGC-ATATATGAAAGACCACTTCCATTAATAGGGC
>Mouse_lemur
TCTTCTTTTCTGCATTGCTGTGACTTCTAAATGATATAGTTAAAATG--CTTCTTTC---------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------GGAATT---GAAAAACTTTCCAAATAGTACA
CTTCAGGCAAAGATGTAGGTAGA-TGAACATGCAGAAAAACTTATGCCCAAAACTCCA-------TGAAAATGACCCT
GAA--AATATTAGCAATATATGAAAAATCATTTCCACTATTATGGT
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>Dog
TCTTCTTTTCTGCATTTCTGTTTCTTCTAAGTAATAAAGCTGGAATT--CTTCTTTC---------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------AAGGTT---GAAAATTACCCCAGATAAAGGA
CTTTAGGTTAAGATATGGGTAGA-AAAACATGCAGAAAAATTTACTCCCATAACTCAAAAAAAAAAAAAAAAGACCAG
GAA--ACTATTAGGAATATGT-------------------------
>Mouse
TGCTCTCCTCTGAATTGCTGATGCTTATAAATGACACAGTTGAAGAG---TTCTTTC---------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------CCAATT---AAAAACCTTTCTAAATAGAACA
GTC----------TATGGGTAGA----AGATAAAGAAAA----ACTTTCAAGATATTA-------TAGAATTTACCAA
GTA--ACCACTATTAGTATGCAAGTTAATC---CCTCAGTTATAAA
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Marker M81

>MSTB1
------------------------------------------------------------------------------
-----------------------------tgctatagt-ttggatgtttgtcccctccaaacctcatgttgaaatttg
atccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcgg------atccctcatgaatagatt
aatgccctccctcggggtggggatgagtgagttctcactctattagttccc-gcgagagctggttgttaaaaagagcc
tggcacctccctcctctct-ctcttgcttcctctc--tcgccatgtgatctctgcacacgccggctccccttcacctt
ccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaac
cgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaa
gaca--------------------------------------------------------------------------
--------------------------
>Human
GATTCTT-TAAGAGCACCCAGGTCAGTGTTTGCCACAAAAGGGCC--AAACCTATTGGTTTCAATACTCTAGGTTTGA
AAGAATATACCAGGCTTG---GGCTC---tgatataattttggatatttttcccctccaaatctcatgttgaaatttc
atccctaatgttggaggtgaggcctaatgggacctgtttgggttatggggtgggagatggctccctcctgaatgcctt
ggtgccatcctt----gtagtaatgagtgggttttcatgctattatttccc--ggagaactgagtgtggacaggagcc
tggcacctccctctcctct-ctcttgcttccttcctctcaccatgtgat----------gccaactccccttcgcctt
ctgtcatgagtggaagcttcctgagg-cctcaccaggagcaggtgctggtgccatgcttcctatactgcctgcagaac
cgtgagccaaatttatctctttcatt-ataaattactcagctgcaggtgttcccttatagcaatacaaa-cagactaa
gaca---GGCTC---CAAGGAAACCTGAGTGGGGAGGAGGGA-GTGGGCAGGGGTTGAGGAAGGAGGCTGCATGGAGA
AAGATAGGCTTGCATGGCCTTTTCCT
>Chimp
GATTCTT-TAAGAGCACCCAGGTCAGTGTTTGCCACAAAACGGCC--AAACCTATTGGTTTCAATACTCTAGGTTTGA
AAGAATATACCAGGCTTG---GGCTC---tgatataattttggatatttttcccctccaaatctcatgttgaaatttc
atccctaatgttggaggtgaggcctaatgggacctatttgggttatggggtgggagatggctccctcttgaatgcctt
ggtgccatcctt----gtagtaatgagtgggttttcatgctattatttccc--ggagaactgagtgtggacaggagcc
tggcatctccctctcctct-ctcttgcttccttcctctcaccatgtgat----------gccgactccccttcgcctt
ctgtcatgagtggaagcttcctgagg-cctcaccaggagcaggtgctggtgccatgcttcctatactgcctgcagaac
cgtgagccaaatttatctctttcatt-ataaattactcagctgcaggtgttcccttatagcaatacaaa-cagactaa
gaca---GGCTC---CAAGGAAACCTGAGTGGGGAGGAGGGA-GTGGGCAGGGGTTGAGGAAGGAGGCTGCGTGGAGA
AAGATAGGCTTGCATGGCCTTTTCCT
>Orangutan
GATTCTT-TAAGAGCACCCAGGTCAGTGTTTGCCACAAAAGGGCC--AAACCTATTGGTTTCAATACTCTAGGTTTGA
AAGAATATACCAGGCTTG---GGCTC---tgatatagttttggatatttttcccctccaaatctcatgttgaaatttc
atccctaatgttggaggtgaggcctaatgggacctgtttgggttatggggtgggaggtgggtccctcctgaatgcctt
ggtgccatcctt----gtggtaatgagtgggttttcatgctattagttccc-aggagaactgagtgtggacaggagcc
tggcacctccctctcctct-ctcttgcctccttcctctcaccatgtgat----------gccgactcccctttgcctt
ctgtcatgagtggaggcttcctgagg-cctcaccaggagcaggtgctggtgccatgcttcctacactgcctgcagaac
cgtgagtccaatttatctctttcatt-ataaattactcagctgcaggtgttcccttatagcaatacaaa-cagactaa
gaca---GACTC---CAAGGAAACCTGAGTGGGGAGGAGGGA-GTGGGCAGGGGTTGAAGAAGGAGGCTGTGTGGAGA
AGGATAGGTTTGCATGGCCTTTTCC-
>Baboon
GATCCTT-TAAGAGCACCCAGGTCAGTGTTTGCCACAAAAGGGCC--AAACCTATTGGCTTCAATACTCTAGGTTTGA
AAGAATAAACCAGGCTTG---TACTC---taatataattttggatatattttccctccaaatctcatgttgaaatttc
atacctaatgttggaggtggggcctaatgggacctgtttgggttatgggatgggtggtgggtccctcctgaatacctc
ggtgccatcctg----gtagtaatgagtgggttttcatgctattcgttcct-gggagaactca--ctggaaaggagcc
tggcacctccctctcctct-gtcttgcttccttcctctcaccatgtgat----------gccgactccctttcacttt
ctgtcatgagtggaagcttcccgagg-cctcatcaggagtaggtgctggtgccatacttcttatacagcctgcagaac
cataagccaactttatctatttcatt-ataaattactcagctgcaggtgttcccttatagcaatacaaa-caaactaa
gaca---GGCTC---CAAGGAAACCTGAGTGGGGAGGAGGGA-GTGGGCAGGGGTTGAAGAGAGAGGCTGTGTGGAGA
AGGATAGGCTTGCATGGCCTTTTCCT
>Rhesus
GATCCTT-TAAGAGCACCCAGGTCAGTGTTTGCCACAAAAGGGCC--AAACCTATTGGCTTCAATACTCTAGGTTTGA
AAGAACAAACCAGGCTTG---TGCTC---taatataattttggatatattttccctccaaatctcatgttgaaatttc
atacctaatgttggaggtggggcctaataggacctgtttgggttatgggatgggtggtgggtccctcctgaatatctt
ggtgccatcctg----gtagtaatgagtgggttttcatgctattcgttcct-gggagaactca--ctggaaaggagcc
tggcacctccctctcctct-gtcttgcttccttcctctcaccatgtgat----------gccgactccccttcacttt
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ctgtcatgagtggaagcttcccgagg-cctcatcaggagtaggtgctggtgccatacttcttatacagcctgcagaac
cataagccaactttatctatttcatt-ataaattactcagctgcaggtgttcccttttagcaatacaaa-caaactaa
gaca---GGCTC---CAAGGAAACCTGAGTGGGGAGGAGGGA-GTGGGCAGGGGTTGAAGAGAGAGGCTGTGTGGAGA
AGGATAGGCTTGCATGGCCTTTTCCT
>Marmoset
GATTCTTGCAAGAGCACCCAGGTCAGTGTTTGCCACAAAAGGGCC--AAACCTATTGGTTTCAATACTCTAGGTTTGA
AAGAATAAACCAGGCTTG---GGCTC---tgatataattttgggtatttttccccttcaaatctcatggtgaaatttc
ctccctaatgttggaggtgggacctaatgggatgtgtttgggttatggggtgggaggtgggtccctcctgaatgcgtt
ggtgccatcctt----gtagtaaggagtgggttttcctgc-aataattccc-aggagaactgacagtggaaaggagcc
tggcacctccagctcttctcctctctcttgcttcctctcaccatgtggt----------gctg-cccccctttgcctt
ctgtcatgaatggaagcttcctgagg-cctcaccaggagcaggtgctggtgccatgcttcttatacggcctacagaac
cacgagtcaaatttaccccttttgtt-ataaatgatccagatgcaggtgttcccttatagcaatagaaa-cagactaa
gaca---GGCTT---CAAGGAACCCTGAGTCGGGAGGAAGGA-GTGGTCAGGGGTTGAAGAGGGAGGCTGTGTGGAGA
ACA--GGGTTTGCATGGC-TTTTCCT
>Tarsier
GATTCTCATAAGAGCACCCAGGGCACTATTTACCACAAAAGGGTC-AAAATCCATTGGTTTCAATCCCTTAGTTCTGA
AAGGATAAACCAGGCTTG---GCCTC---tgatatag-tttagatatttgtttcccccaaatcttatgttgaaacgtg
atccccagtgttggaggcagggcctca-----------tggatcatggg------ggtggatgcctcctgaatgcctt
ggtgtcgccctc----gtggtaatgagtgagtttttgttctgttagttcctcttgagaactaactgttaaaaagagcc
tggcacctccctcccctct-------ctttcttcacattaccatgtgtt----------gctggctcctcttcacctt
ctgccatgagaggaagcttcccaagg-cctcaccaggagcagatgctaatgccatgtttcttgtacagcctgcagtac
cctgagacaaatcaacctcttttcttgatcaattatccag-------------------------------------t
gtca---GACTT---CAAGGAAACCCAAGTAGGAAGGGGGAA-GTGTACAGGGGTTAAA-AAGAGGTCATCTGGTGGA
GGACAGGGCTTACATAGCCATTTCCC
>Bushbaby
GATTTTTTTAAGAACACCTGGGTCAGCATTGGCCACAAAGAGGCTCAAACTCTGTCAGTTATGATCTGTTAGGTTTTA
AAGGAGAAACTGGGCTTG------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GGCTC---CAAGGAAATTTAAGTG--------------AGGTAGAGGCTGAAAAGGGA-ACCATCTGGAGG
GGATAGAGCTTTCATGGCCATTT---
>Mouse_lemur
GATTCTTGTAAGAGCAGCCAGGTTAGTGCTGGCCACAAAAAGCCTCAAACCCCGTGGGTTATGATCTGTTAGGTTTGA
AAGGCTAAACCAGGCTTG------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GGCTG---CAAGGAAACCTTAGCAGGGCAGAGAAA-GCAGGCAGGGGTTGAAGAGGGAGGCTGTCCAGAGG
GGACAGGGCTCGCATGGCCATTTCCC
>Tree_shrew
GATTCTAAAAAGAGAACCAAGATCAGTGTTTGATACAAAATGATC-CAAACTTACTGGTTTTAATTCTTTAGATTTGA
ACGGCTAAACCAGGCTTGG-----------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GGCTC---CCAGGGCACCTAAGTAGGAAGGAGGAA-GTAGGTGGGGTGTGAAGAAGGAGCCGCCTGAAGGC
AGACAGGACTTACATGGTCATTTCCC
>Guinea_pig
---------TAGAGCATCCAAATCATTTTTTGTGATGAAAGGGTC-AAACCTTGATGATTTCAGTCTCCTGGGGTTGG
AAGGATAAGCCAGGCCTGA-----------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GGATT---CAAGGAA-------------GGACGAA-GTGGGTAGCG-------CAGGAGGCCATCTGGAGG
GGAGAGGGCTGGCATGGCCACTTCCT
>Dog
GATTTTAGGAAAAATGCCCAGGTCAATGTGTGACACAAAAGGGCC-AAAACCTGTTAGT--------------TTTGA
AAAGATGAATCAGGCTTGA-----------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GGTCC---CAAGGAGACTTAGGTAGGAAGGAGGAAGGAGGGCAGAGGTTGGAGAGGGAGGCT-GCTGGAGG
GCACAGGGCTTCCATGGCCATTTCCT
>Horse
GATTCTTGTAAGAGCATCCAGGTCAGTGTTTGGCAC--GAGGGTC-AAAACTTGTTGGTCCCAATCCTTTAGGTTTGA
AAAGATAAATCAGGCTTTA-----------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------GGCCC---CAAGAAAACTAAGGTCAGAGGGAGGAAGGTAGGCAGGGGTGGAAGAGGGAGGGC-TCTGGAAG
GGATGAGGCTG--GTGGCTGTTTCCT
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Marker M82

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggt
ggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggat
gagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctc--tct
tgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgagg
ccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctt
-tataaattacccagcctcaggtattcctttat-agcaacacaaaatggactaagaca--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------
>Human
ATGTTCTGTTGCAATAGCAAGTCACCTGGCAGCCAGGAGGAAATACTTCCCCACTGCCTTGTAATTGGCAGGTAGTGA
GACAAAAGATGTGTTATCATTGGCAAGGGAGAACTTTCCTGA-TAATTCCTCTTAGATGAGCAAGCAATTT-AATCAA
A---TATGT---tgatatagtttggacgtttgtccct-ctaaatctcatgttgaaatctgatccccagtgttgaaagt
ggggcctactgggagatattttgatcgtgggggtggatctat---gaatggcctggtgctattggtgcattac----c
gagtgagttctcaaactattagttcccaccagatcttattgttaaaaagaatctggcaccttcctccttcat---ttc
tttcttctctcttacca----------tgtgacgcctgctctct---actttccgccatgagtagaagctccctgaag
ccctcaccagaaacagatgctggcaccaggcttcttatacaccctgcagaatcatgagccaaataaacctctttttaa
aaataaattacccagcctcaagtattcctttat-agcaacaca-aatggaataagaca---TATAT---AAAATCAGA
AGATTGGATCTTCCCAACCCCCTCCCCCAGAATAGCAAAGCTAGAAATATGGAAGAAGCAATCCCAGTTTTTATAAAT
GGT-AAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTAGGAAGCCTCACAGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
>Chimp
ATGTTCTGTTGCAATAGCAAGTCACCTGGCAGCCAGGAGGAAATACTTCCCCACTGCCTTGTAATTGGCAGGTAGTGA
GACAAAAGATGTGTTATCATTGGCAAGGGAGAACTTTCCTGA-TAATTCCTCTTAGATGAGCAAGCAATTTTAATCAA
A---TATGT---tgatatagtttggacatttgtccct-ctaaatctcatgttgaaatctgatccccagtgttgaaagt
ggggcctagtgggaggtattttgatcgtgggggtggatctat---gaatggcctggtgctattggtgcattac----c
gagtgagttctcaaactattagttcccaccagatcttattgttaaaaagaatctggcacattcgtcctctat---ttc
tttcttctctcttactg----------tgtgatgccttctctct---actttccgccatgagtagaagctccctgaag
ccctcaccagaaacagatgctggtaccaggcttcttatacaccctgcagaatcataagccaaataaacctctttttaa
aaataaattacccagcctcaagtattcctttat-agcaacaca-aatggaataagaca---TATAT---AAAATCAGA
AGATTAGATCTTCCCAACCCCCTCCCCCAGAATAGCAAAGCTAGAAATATGGAAGAAGCAATCCCAGTTTTTATAAAT
GGT-AAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTAGGAAGCCTCACAGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
>Orangutan
ATGTTCTGTTACAATAGCAAGTCGCCTGGCAGCCAGGAGGAAAAACTTCCTCACTGCCTTGTAATTGGCAGGTAGTGA
GACAAAAGATGTGTTATCATTGGCAAGGGAGAACTTTCCTGA-TAATTCCTCTT-GATGAGCAAGCAATTTTAATCAA
A---TATGT---tgatatagtttggacatttgtccct-ctaaatctcatgttgaaatctgatccccagtgttgaaagt
ggggcctagtgggaggtatttggctcatgggggtggatccat---gaatggcctggtgctattggtgcattac----c
gagtgagttctcaaactattagttcccaccagatctgattgttaaaaagaatctggcaccttcctcccctat---ttc
tttcttctctctcaccg----------tgtgatgcctgctctct---actttccaccatgagtagaagctccctgaag
ccctcaccagaaacagatgctggcaccaggcttcttgtacaccctgcagaatcataagccaaataaacctctttttaa
aaataaattacccagcctcaagtattcctttat-agcaacaca-aatggaataagaca---TATAT---AAAATCAGA
AGATTGGATCTTCCCAACCCCCTCCCCCAGAATAGCAAAGCTAGAAATATGGAAGAAGCAATCCCAGTTTTTATAAAT
GGTAAAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTAGGAAGCCTCACAGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
>Baboon
ATGTTCTGTTGCAATAGCAAGTCACCTGGCAGCCAGGAGGAAAATCTTCCCCACTGCCTTGTAATTGGCAGGTAGTGA
GACAAAAGATGTGTCATCACTGGCAAGGGAGAACTTTCCTGA-TAATTCCTCTAAGATGAGCAAGCAATTTTAATCAA
C---TATGT---tgatatagtttggacttttgtctct-ctaaatctcatgttgaaatctgatccccagtattgaaagt
ggggcctagtgggaggtatttggattatgggggtggatccat---gaatggcctgttgctattggtgcattac----t
gagtgagttctcaaactattagtttccaccagatctgattgttaaaaagaatctggcaccttcctcccctat---ttc
tttcttctctctcacca----------tgtgatgcctgctctcc---actttccgccatgagtagaagctccctgaag
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ccctcaccagaaacagatgctggcaccaggcttcttgtacaccctgcagaatcataagccaaataaacttctttt-aa
aaataaattacccagcctcaagtattcctttat-agcaacaca-aatggactaagaca---TATAT---AAAATCAGA
AGATTGGATCTTCCCAACCCCCTCCCCCAGAATAGCAAAGCTAGAAATATGGAAGAAGCAATCCCAGTTTTTATAAAT
GGT-AAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTAGGAAGCCTCACAGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
>Rhesus
ATGTTCTGTTGCAATAGCAAGTCACCTGGCAGCCAGGAGGAAAATCTTCCCCACTGCCTTGTAATTGGCAGGTAGTGA
GACAAAAGATGTGTCATCACTGGCAAGGGAGAACTTTCCTGA-TAATTCCTCTAAGATGAGCAAGCAATTTTAATCAA
C---TATGT---tgatatagtttggacatttgtctct-ctaaatctcatgttgaaatctgatccccagtattgaaagt
ggggcctagtgggaggtatttggattatgggggtggatccat---gaatggcctgttgctattggtgcattac----t
gagtgagttctcaaactattagtttccaccagatctaattgttaaaaagaatctggcgccttc-tcccctat---ttc
tttcttctctctcacca----------tgtgatgcctgctctcc---actttccgccatgagtagaagctccctgaag
ccctcaccagaaacagatgctggcaccaggcttcttgtacaccctgcagaatcataagccaaataaacttctttt-aa
aaataaattacccagcctcaagtattcctttat-agcaacaca-aatggactaagaca---TATAT---AAAATCAGA
AGATTGGATCTTCCCAACCCCCTCCCCCAGAATAGCAAAGCTAGAAATATGGAAGAAGCAATCCCAGTTTTTATAAAT
GGT-AAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTAGGAAGCCTCACAGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
>Tarsier
ATGTTCTGTTCCAACCACAAGTCATATGGGAACAAGAAGGCAAAATGTCCCCATTGTCCCATAGTTGGATGG------
---ATGGGTTGTGTCACCATTGGCAAGGGAGAGATTTCCTGA-TAATTCCTCCA-GGTGAGTAAGCAATTTTAACCAA
A---TACAT---tgatttagtctggacatctgtcccttccaaatctcatgttggcatgtggtgctcaacattggaggt
ggggccttgtaggatgt---ttggtcttgggggcagatccctcgcggctggcttggtgccatttttgcagtaa----t
gagtgagttctgcctctattagttcccacgagatgtggttgttaaaaagagcctggcaccttcctcccctctcctttt
tcccttctctttcacca----------ttagatgcgtggtcccctttgcttcctgccatgagtggaagttccctgagg
ccctcgccagaagcagatactggcaccatgcttcttatacagcctgtagaaccatgagtcaaataaacctctttt-tt
taataaatcagtcagtctctagtattccttttttagcaacaca-aatggactaagata---TATAT---CAAATTAGA
ATATTGGATCTTCCCAACCCCCTCCCCTAGAATAGAAAATCTAGAAATATGGAAGAAGCAATCTCAGTTTTTATAAAT
GGT-AAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCATGTTATTTCCAGCT
CCTCTTTTTT-ACTGCTAGTAAGCCTCATGGAATTATAACCAGTAAAATATTCCCCTTA-CTCT
>Marmoset
ATGTTCTGTTGCAATAGCAAGTCACCTGGCAGCCAGGAGGAAAAACTTCCCCACTGCCTT--AATTGGCAGGTCATGA
GACAAAAG----------ATTGGCAAGAGAGAACTTTTCTGA-TAATTCCTCTAAGATGAGAAAGCAATTTTTATCAA
A---TATAT---tgacatagtttggacatctg-ccct-ctaaatctcatgttgaaatctgatccccagcgttgaaagt
ggggcctagtgggaagtatttggatcatgggggcggatccgt---gaatgacttggtgctattggttcagtat----c
cagtgagttctcaaactattagttcccatcagatctgattgttaaaaagagtctgccaccttcttctcc-------tc
tctcttctctctcactg----------tgtgatgcctgctccccttcactttctgctatgagtagaagctccctgaag
ccctcatcagaaacagatgctggcaccaggcttcttatacagcctgcagaattagaagccaaataaacctctttttaa
aaatatattccccagcctcaagtattcctttat-agcaatgca-aatggactaagaca---TATAT---AAAATCAGA
AGATTGGATCTTCCCAACCCCCTCCCCCAGAATAGCAAAGCTAGAAATATGGAAGAAGCAATCCCAGTTTTTATAAAT
GGT-AAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTAGGAAGCCTCACAGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
>Bushbaby
AAA--CTTTTGCTCCCTCTAGTACTATGGAGCCTAGGAAGCAAA-CTTCCCCACTGCCTTGTAATGGG----------
---GCAAGCCATATTACCACTGGCAAAGAAGAGTTTCCATGC-TAATTCCTCTCAGCCAAGCAATCAGTTTGAATTAA
A-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------AATAT---CAAATCAGA
ATATCAAATTTTCCTAGTCCCCTCCCCCAGAATAACAAACCTTGAAACATGTGATAAGCAATTCCAGTTTTGATAAAT
GGT-TAAAACTGTTAATTTTGCAGTAAATTTTATATATAGGTTTTTTTCACCACAGAGCAATCATGTCATTTCTTGCT
GTTC-TTTTC-ATTGCTAGTAAGCTACAAAGAATTACAAT-AGTGAAATATTCCCCTTTTCTCT
>Mouse_lemur
ATATTCTTTTGCAACAGCAAGTGACATGGAGGCAGGGAGGCAAAACTTCCCCACTGCCTTATAATGGG----------
---GTGACCCGTGTCACCATCAGCAAGGGAGAGCTACCCTCG-TAATTCCTCTGAGACGAGCAATCAATTTTAATCTA
A-----------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------TACAT---CAAATCAGA
-TATCAGATCTTCCCATTCCCCTTCACTAGAATAGCAAACCTAGAAATAGGGGAGAAGCAATTCCAGTTTTTATAAAT
GGC-AAAAACTGTTAATTTTGCAGTGAATTTTATACATG---TTTATTCACAGCAGAGAAATCGTGTTATTTCTAGCT
CCTC-TTTTT-ATTGCTAGTAAGCTTCAAAGAATTACAACCAGTGAAATACTCCCCTTTTCTTT
>Tree_shrew
AT-TTCTGCAGGAACCACAGGTCACCTGGGGGCAAAGAGGGGAAACTTCCCGGTGGGCTGGTAGATGC----------
---ATGAGCTGTGTCATCCCTTGCAAAAGACAAGTTTCCTGGGTGACTCTTCTGAGGCAAGCAACCACTTTTAATCAA
A-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------TATAT---CAAGTCAGA
ATATTGAAAATCCCCAACCTCCTTCCTCAGAATAGAAAACCTAGAAATATGGGAGAAGCAATCCCAGTTTTTATAAAT
GGTAAAAAGCTGTTAATTTTGTAGTACATTTTATACATA---TTTATTCACAGCAGAGA---CATGTTATTTCCAACT
CCTC-TTTTT-ATTGCTAGTCAGCCTCACAAAATTGCCACCGGTGAAAGAGTCCCCTTTTCTCT
>Mouse
GGATTCTGTTGAAACAAAAAGTCATATGGGAGAAAGTCAAGGCAAGTTTCCCA-TGCCTAACACTGGG----------
---ATACGCCATGACTCCATTGGCAAAAGAGACCATTTACAA-TAATTTCTCTGAGGCAAGCATGTAATTTCAGTCAA
A-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------TGTTG---CGAGTCAGA
ATATTGGATCTTCCA--TCCCACCCTTCACAACAGCAAACCTTGAAATACTGAAGAAGAAATCTTAGTTTTTATAAAT
GAT-AAAGGCTGTGAATTTTGCAGTGAAATTTATACA-----T----TTACAGCAGAGAAATTGTATTATTTCTAGCT
GCTCATTTTTTTTTGCCAGTAAGCCTCACATAAATACTGCTTGTGAAATATTTCTCTTTTCTCT
>Dog
ATGTTTTGTTGCAACAGGAAGTCACACGGGGGCAAGGAGACAAAACCTCCCCACTGCCTGGAAATGGG----------
---ATGAACCATGTCACCACCGCACGAGGAGAGTTTTCCTGG-TAATTCCTCTGAGGCAAGCCCACAATTTTAATTAA
A-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------TATAT---CAAATCAGA
ATATTACATCCTAACAACTCCCTCCCTCAGAATAGAAAATCTAGAAATATGGGAGAAGCAGTTGCAGTTTTTATACAT
GGGGAAAAGCTGTTAATTTTGCAGTGAATTTTATACATG---TTTTATCACAGCAGAGAAATCGTGTTATTTCCAGCT
CCTC-TTTTT-ATTGCTGGTAAGCCTCACAGAATTATAACCAGTGAAATATTCCTCTTTTCTCT
>Horse
GTGCTCTGTTGCAACAGGAAGTCACATGGGG-CAAAGAGGCAAAACGATCCCACTGCCTGATCATGGG----------
---ATGAGCCCTGTCACCATCAACCAAGGAGAGCTTTCCTCG-TAATTC-----------------AATTTCAATTAA
A-----------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------TATAA---CAAATCAGA
ATATTGCTCCCTCCCGAC-CCCTCCCTCAGAACAGAAAACCTAGAAATACAGGAGAAGCAGTTGCAGTTTTTATAAAT
GGT-AAAAGCTGTGAATTTTGCAATGAGTTTTATACATG---TTTTATCACAGCAGAGAAATTCTGTTCTTTCCAGCT
CCTC-TTTTT-ATTGCTGGTAAGCCTCATGGAATTACAACCAGTGAAATATTCCCCTTTTCTCT
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Marker M93

>MSTB1
------------------------------------------------------------------------------
---------------------------------------------------------------------tgctata--
-gtttggatgtttgtcccctcc-----------------aaacctcatgttgaaatttgatccccagtgttggaggtg
gggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatg
agtgagttctcactctattagttcccgcgagagctggttgt--taaaaagagcctggcacctccctcctctctctctt
gcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggc
cctcaccagaagcagatgctggcgccatgcttcttgtacagcctg-----cagaaccgtgagccaaataaacctcttt
tctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca------------------
------------------------------------------------------------------------------
------
>Human
GAGTTGACACTGAGATGATCACTAGTTTCCTTGGCAGAATGGCAAGGTCATAATTCACAAAGTTGTGAGGGC------
-------------------------TGGGAGAAGAGAAAATGCAGACAACAATGTAGG---CTACT---tgctata--
-ggttgtatatttgactctcc------------------taacctcatgttgacattagatccccagtgctggaggtg
gggcttaatgggaggtgtttgggtcatgggagtagaagccttatgaattgtgtggtgtcatcctca----tggtaatg
agtcagttcttgctctatttgttcctgccagtgcctgttgt--gaaaaagagcctggcacctccccagcccc----tt
gcttcctttctcaccatgtgatctcagtacatgctggctttgcttcaccttccaccatgagtgtgggcagcctgagct
cctcattagaagcagatgctggtgccatttttcttgtacaacctgcagaacagaactgtgagccaaataaacctgttt
tctttatcaattacccaggctcaggtattccttcagagcaa-tgtaaatggactaaggta---TTATT---CTTGTAG
AACGCTACTTTTGCAGAAGAAGCCCCC-----CAAAAAGAGAAGGATGGGACGATACCTGGAAAGGATGCATACAAC-
ACATGT
>Chimp
AAGTTGACACTGAGATGATCATTAGTTTCCTTGGCAGAATGGCAAGGTCATAATTCACAAAGTTGTGAGGGC------
-------------------------TGGGAGAAGAGAAAATGCAGACAACAATGTAGG---CTACT---tgctata--
-ggttgtatatttgaccctcc------------------taacctcatgttgacattagatccccagtgctggaggtg
gggcctaatgggaggtgtttgggtcatgggagtagaagccttatgaattgtgtggtgtcatcctca----tggtaatg
agtcagttcttgctctatttgttcctgccagtgcctgttgt--gaaaaagagcctggcacctccccagcccc----tt
gcttcctttctcaccatgtgatctcagtacatgctggctttgcttcaccttccaccatgagtgtgggcagcctgagct
cctcattagaagcagatgctggtgccatgtttcttgtacaacctgcagaacagaactgtgagccaaataaacctgttt
tctttatcaattacccaggctcaggtattccttcagagcaa-tgtaaatggactaaggta---TTATT---CTTGTAG
AAGGCTACTTTTGCAGGAGAAGCCCCC-----CAAAAAGAGAAGGATGGGACGATACCTGGAAAGGATGCATACAAC-
ACATGT
>Orangutan
GAGTTGACACTGAGATGATCACTAGTTTCCTTGGCAGGATGAAAAGGTCATAATTCACAAAGTTGTGAGGGC------
-------------------------TGGGAGAAGAGAAAATGCAGACAACGATGTAGG---CTACT---tgctata--
-ggttgcatatttgaccctcc------------------taacctcatgttgacattagatctccagtgttggaggtg
gggcctaatgggaggtgtttgggtcatgggagcagaagccttaggaattgtgtggtgtcatcctca----cggtaatg
agtcagttcttgctctatttgttcctgccagtgcctgttgt--gaaaaagagcctggcacctccccaacccc----tt
gcttcctttctcaccatgtgatctcagtacatgctggctttgcttcaccttccaccatgagtgtgggcagcctgagct
cctcattagaagcagatgctggtgccgtgtttcttgtacaacctgcagaacagaactgtgagccaaataaacctgttt
tctctatccattaaccaggctcaggtattcctttagagcaa-tgtaaatggactaaggta---TTGTT---CTTGTAG
AAGGCTACTTTTGCACAAGAAGCCCCC-----CAAAAAGAGAAGGATGGGATGATACCTAGAAAGGATGCATACAAC-
ACATGT
>Baboon
GAGTTGACACTGAGTTGATCACTAGTTTTCTTGGCAGGATGCCAAGGTCATAGTTCACAAAGTTATGAGGGC------
-------------------------TGGGAGAAGCAAAAATGCAGACAACGATGTAGG---CTAGT---tgctata--
-gtttgcatatttgaccctccttgcatatttgaccctcctaacgtcatgttgacatttgatccccagtgttggaggtg
gggcctaatgagaggtgtctgggtcatgggagtagaagccttatgaatggtgtggtgtcatcctca----ccataatg
agtcagttcttgctctatttgttcctgccagtgcctgctgt--gaaaaagagcctggcacctccccaacccc----tt
gcttcctttctcaccatgtgagctcagtacatgctggctttgcttcaccttccaccatgaggg--ggcagcctgagct
cctcattagaagcagatgctggtgccatgtttcttgtacagcctgcagaacagaactgtgagctgaataagcctgtct
tctttatcaattacccaggctcaggtgttcctttggagcaa-tgcaaatggactatggca---TTATT---CTTGTAG
AAGGCTACTTTTGCACAAGAAGTAGCCTTCAACAAAAAGAGAAGGATGGGATGATACTTAGAAAGGATGCATACAAC-
ACATGC
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>Rhesus
GAGTTGACACTGAGTTGATCACTAGTTTTCTTGGCAGGATGGCAAGGTCATAGTTCACAAAGTTATGAGGGC------
-------------------------TGGGAGAAGTGAAAATGCAGACAACGATGTAGG---CTAGT---tgctata--
-gtttgcatatttgaccctcc------------------taacgtcatgttgacatttgatccccagtgttggaggtg
gggcctaatgagaggtatctgggtcatgggagtagaagccttatgaatggtgtggtgtcatcctca----ccataatg
agtcagttcttgctctatttgttcctgccagtgcctgttgt--gaaaaagagcctggcacctccccaacccc----tt
gcttcctttctcaccatgtgatctcagtacatgctggctttgcttcaccttccaccatgaggg--ggcagcctgagct
cctcattagaagcagatgctggtgccatgtttcttgtacagcctgcagaacagaactgtgagccgaataagcctgtct
tctttatcaattacccaggctcaggtgttcctttggagcaa-tgcaaatggactatggca---TTATT---CTTGTAG
AAGGCTACTTTTGCACAAGAAGTAGCCTTCAACAAAAAGAGAAGGATGGGATGATACTTAGAAAGGATGCATACAAC-
ACATGC
>Marmoset
GAGTTGACACTGAGATGATCACTAGTTTTCTTGGCAGGATTGCAAGGTCATAGTTCAGGAAGTTATCAGGGC------
-------------------------TGGGAGAAGAGAAAATGCAGACACTGATGTAGG---CTTTT---cgctata--
-gtttgcatagttaatcctcc------------------taacctcatgttgacatttgatccccgatgttggacgtg
gggcctactgggaggtgtttgggtcatgggagtagaagccttatgaatggtgtggtgtcatcctca----tggtaatg
agtgagttcttgctctatttgttcctgcgagtgccagttgt--gaaaaagagcctggcacctcccccacccc----tt
gcttcctttctcaccacgtgatctcagtacatgctggctttgtttcaccttccactatgaatgggggcagcctaagct
ccttgttggaagcagatgctggtgccatgtttcttgtacagcct----------------------------------
tcctcataaagtgtccagtcttagatagtcctttagatcaa-tgcaaatggactaaggca---TTATT---CTTACAG
AAGGCTGCTCTTGCACAAGAAGCCCC------CAAAAAGAGAAGGATGGGACGATACCTAGAAAGGATGCATACAAC-
ACATGT
>Tarsier
GTGGTTGGCGATCAGATGATCATTGGCTTTTTTGCAGGGTGGCAAGACCACAGTTCATGAAATTATGAGTGC------
-------------------------TG-TAGGAGAGAAA-CGCAGAAAATGGTGTAAA---CTAAA---tttgataag
agtttgtatatggacctttcc------------------aaacctcatggtgaaatttgatccctaatgttggaggtg
ggacctaatgggagggggttggatcatgggaggtgatacctcatgaatagcttggtactatcctca----tggtaacg
agtgagttcttgctctattagtttccatgaa--ctggttgttaaaaaaaaagcacgacacctcccc--tctc----tt
gcttcctctcttaccatgtgatctctacacataccagctccacttcaccttctgccctgagtggaagcagccagaggc
cctcaccagaagcagtggctggtgccatgcatcttgtacagcctgcagaac-----catgtgccaaatagacttcgtg
tctttataaattacccagcctcagttattactt-ataacaa-cacaaactgactagcaca---CTATT---CTTATAG
AAGGTTATTCTTGCACAGGAGGCTCAA-----CAAGAAGAGAAGGATAGGACAGTACCTAGAAAGGATTCATATAAC-
ATAGGT
>Bushbaby
GAGTTGGCAATGAGGTGATGAT-GGTTTTCTTGGCTGGACAGCAAGGCCCAAGTTCATGAAGTTGTGAGTCC------
-------------------------TGGGAGAGAAGGAAATATGGACAATGATGGAGG--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------CTATT---CTTGCAG
AAGGC-ACTCATCCA--AGAGGCCCCA-----CATGAAGAGAAGGACAGGACAGTACTCAGAAAGGATGCAGATACCA
CAATGT
>Mouse_lemur
GAGGCGGCAGTGAGGTGACCCTTGGTTTTCTTGGCTGGGTGGCATGGCCACTGTCCATGAATTTGGGAGGAC------
-------------------------TGAGGGAAGAGGAAATACAGATAATGATGTAGG--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------CTACT---GTTGCAG
AAGGCTACTTTTGCA--AGAAGCCCAA-----CAAGAAGAGAAGGGCAGGACAGTACCC-GAAAGGATGCACACAAC-
CAATGT
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>Dog
TAACTGGCAGTTAGATGATGGTGGGTTTCCTTCACAAGGTGCCAAGGCCACCATTCAGGGGGTTGTGAGGATAGAAAG
CAGTTGATCTCATTTGAAGAATTAATGGGAGGAGTACAAACAGAGACATTGATGTAGA--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------CCATT---CATATAG
AAGGCTACTCTTGTA--AGAAGCCCAA-----CACGAAGAG---GACAAGATAGTACCTAGAGGGGAGGCATACAAC-
TGACAT
>Horse
GAGCTGGCAATTAGATGATCGTTGGTTTTTCTTGCAGGGTGGCAAGGCCGTATTTAGTGGAGTTGCGAGAGCAGAAA-
-AGTTTGTATAATTTCAAGAATGAATGGGAGGAGAGAAAATGGAGACAATGACGTAGG--------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------------CCACC---CGTGTAG
AAGGCTACTCTTGTA--GGAATCCCAA-----CACAAAAAGAAGGACAAGCTGGTACCTAGAGGGGATGCATACACC-
AGATTT
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Marker M94

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--tgctatagtttggatgtttgtcccctccaaacc--tcatgttgaaatttgatccccagtgttggaggtggggccta
atgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcgggg-tgggga-tgagtg-
---agttctcactc-tattagttcccgcgagagctggttgtt------------aaaaagagcctggca---cctccc
tcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtgga
agca-------------------------------------gcctgaggccctcaccagaagcagatgctggcgccat
gcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctt
tatagcaacacaaaatggactaagaca---------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------
>Human
TCTCGTAAACACCCCTCAAATCTGTCCTCTGTGCTCTGTCTCCAACACTGAGTTTGGAGCAGGCTAAGTTTTAGGCCT
CGTTAGCCTGGACAACTGCTG-------CCTCCTAATGGGTC---------TCCTATATTCCCTC-TTA---CCCTC-
--cgctatagtttggatgtttgtccccctaaacctcttcatgttgaaagtcgatccccagtgttggaggtggggccta
atgggaggtgtttgggccatggaagtgaatccctcctgagtagattaacgccttctgtgggg--tggg---tatgag-
-tgagctctcattcttcttagttcccatgagaactggttgtt----aaaaaaaaaaaaaaagcctggaatttcccccc
accctcaactcttgcttcctctcttccaatgtgatctctgcacacgctggctccctgtaactttctgtcatgagtgga
agcatctgcatccagatgcttgactcaaacttaggtcctgtccgtgagtggtcctccaggtgcagatgc-caaatctt
gaacttttctag-caacagaatctcgagccaaa-gaaaccttttttctttataaattccccagcctcagatattcctt
tatagcaacactaaatgcattaaggca---CCCTC---TGAA-AACCTATTCTCCACACTGAAGCCATAGTGATCTTT
TAAA-ACAC-----TTAAGGG-------------------------CTTAAAGCCCTTTGGGCATT-CCTATTTTCTT
AAGATGAAGACAAAGTCCTTTGCTGCCTGGCATGGCCCTGTGTGGTCAAGCTGCTCTGCATCCTCCTCTCCTCCCATT
ACTCCCTTGTCTTTTGGGCCCCAACAACCTTGCCCCACTTTCATTCTTCCAGTGTGCTGTGATCCATCCAGCCACATG
GCCTGCGCACATGCCATTCCTCTGCCTG
>Orangutan
TCTCCTAAACACCCCTCAAATCTGTCCTCTGTGCTCTGTCTCCAACACTGAGTTTGGAGCAGGCTAAGTTTTAGGCCT
CTTTAGCCTGGACAACTGCTG-------CCTCCTAATGGGTC---------TCCTATATTCCCTC-TTA---CCCTC-
--tgctatagtttggatgtttgtccccctaaacctcctcatattgaaagttgatccccagtgttggaggtggggccta
atgggaggtgtttggggcgtggaagtgaacccctcatgagtagattaacgccttctgtgggg--tggg---tatgag-
-tgagctctcattcttcttagttcccatgaaaactggttgtt-------aaaaaaaaaaaagcctgaaatttcccccc
accctcaactcttgcttcctctcttccaatgtgatctctgcacacgctggctccctgtaactttctgtcatgagtgga
agcatctgcatccagacgcttgactcaaacttatgtcctgtccatgagtggtcctccaggtgcagatgc-caaatctt
gaacttttctagacaacagaatcttgagccaaa-gaaaccttttttctttataaattccccagcctcagatattcctt
tatagcaacactaaatgcattaatgca---CCCTC---TGAA-AACCTATTCTCCACACTGAAGCCATAGTGATCTTT
TAAA-ACAC-----TTAAGGG-------------------------CTTAAAGCCCTTTGGGCATT-CCTATTTTCTT
AGGATGAAGACAAAGTCCTTTGCTTCCTGGCATGGCCCTGTGTGGTCAAGCTGCTCTGCGTCCTCCTCTCCTCCCATT
ACTCTCTTGTCTTTTGGGCCCCAACAACCTTGCTCCACTTTCATTCTTCCAGTGTGCTGTGATCCATCCAGCCACATG
GCCTGCGCACATGCCATTCCTCTGCCTG
>Baboon
TATCCTAAACACCTCTCAAATCTATCTTCTGTGCTCTGTCTCCAACACTGAGTTTGGAGCAGTCTAAGTTTTAGGCCT
CTTTAGCCTGGACAACTGCTG-------CCTCCTAATGGGTC---------TCCTATATTCCC---------TCCTC-
--tgctatagtttggatgtttgtctccctaaacc---tcatgttgaaagttgatccccagtgttggaggtggggccta
atgggaggtgtttgagtcggggaagtgaacccctcatgagtagattaatgccttctgtggaa--tggg---tatgag-
-tgagctcttattcttattagttcccatgaaaaccggttgtttaaaaaaaaaaaaaaaaaagcctggaatttcccccc
acccccaacgcttgcttcctctcttccaatgtgatctctgcacacgctggc-tcccataactttctgtcatgagtgga
agcatctgcatccagacgcttgactcaagcttatgtcctgtccatgagtggtcctctgggtgcagatgc-ccagtctt
gaacttttctagacaacagaatcttgagccaaa-gaaaccttttttctttataaattccccagcctcggatattcctt
catggcaacactgaatgcattaaggca---CCCTC---TGAA-AACCTATTCTCCACACTGAAGCCACCGTGATCTTT
TAAA-ACATGTCTGTCTTGTG-------------------------CTTAAAGCCCTTTGGGCCTT-CCTATTTTCTT
AAGATGAAGACAGAGTCCTCTGCTGCCTGGCATGGCCCTGTGTGGTCAAGCTGCTCTGCGTCCTCCTCTCCTCCCATT
ACTCCCTTGTCTTTTGGGCCCCAACAACCTTGCTCCACTTTCATTCTTCCAGTGTGCTGTGATCCATCCAGCCACATG
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GCCTGTGCACATGCCATTCCTCTATCTG
>Rhesus
TATCCTAAACACCTCTCAAATCTATCTTCTGTGCTCTGTCTCCAACACTGAGTTTGGAGCAGTCTAAGTTTTAGGCCT
CTTTAGCCTGGACAACTGCTG-------CCTCCTAATGGGTC---------TCCTATATTCCC---------CCCTC-
--tgctatagtttggatgtttgtctccctaaacc---tcatgttgaaagttgatccccagtgttggaggtggggccta
atgggaggtgtttgagtcggggaagtgaacccctcatgagtaggttaacgccttctgtggag--tggg---tatgag-
-tgagctcttattcttattagttcccatgaaaaccggttgtt--aaaaaaaaaaaaaaaaagcctggaatttcccccc
acccccaacgcttgcttcctctcttgcaatgtgatctctgcacacgctggc-ccccataactttctgtcatgagtgga
agcatctgcatccagacgcttgactcaagcttatgtcctgtccatgagtggtcctccgggtgcagatgc-ccaatctt
gaacttttctagacaacagaatcttgagccaaa-gaaaccttttttctctataaattccccagcctcagatattgcct
catggcaacactaaatgcattaaggca---CCCTC---TGAA-AACCTATTCTCCACACTGAAGCCACCGTGATCTTT
TAAA-ACATGTCTGTCTTGTG-------------------------CTTAAAGCCCTTTGGGCCTT-CCTATTTTCTT
AAGATGAAGACAGAGTCCTCTGCTGCCTGGCATGGCCCTGTGTGGTCAAGCCGCTCTGCGTCCTCCTCTCCTCCCATT
ACTCCCTTGTCTTTTGGGCCCCAACAACCTTGCTCCACTTTCATTCTTCCAGTGTGCTGTGATCCATCCAGCCACATG
GCCTGCACACATGCCATTCCTCTATCTG
>Marmoset
TCTCCTAAACACCTCTCAAATCTGTCCTCTGTGCTC--TCTCCACCATTGAGTTTGGAGCAGTCTG---TTTAGGCCT
CTTTAGCCTGGACAACTGCTG-------CCTCCTAATGGGTC---------TCTTACATTCCCTC-TTC---TCCTC-
--tgctacagttggcacgtttgtttccacaaacc---tcatgttgaaagttgatccccagtgttggaagtggggccta
atgggaggtgtttgggttgtggaagtgaacccctcatcagtagatgaatgccctccatgggggctggggattatgag-
-ggaactctcattcttattagttcccatgaaaatttgttgtt-----aaaaaaaaaaaaaagcctggaatttccccct
acgcccatgtcttgcttcctctcttccagcatgattcctgcacacactggctccctataactttctgtcatgagtgga
agcgtctgaatgcagaggcttgactctcacttatgtcctgcccatgcgtggccctccagatgcaggtgc-cccatctg
gagc-tttctagacatcagaatcttgagccaaa-gaaaccttttttctttataaattccccagactcagatattcctt
tatagcaacactaaacgcactgaggca---GCCTC---CAAA-AACCTATTCTCCACACTGAAGCCACAGGGGTCTTT
TAAA-ACATGTCTGTCCTGTG-------------------------CTTAAAGCCCTTTGGGCCTT-CCTAGTTTCTT
A-GATGAAGACAAAGTCCTTTGCTGCCTGGCATGGCCCTGTGTGGTCAAGCTGCTCTGCACCCTCCTCTCCTCACATT
ACTGCCTCATCTTTTGGTCCCCAACAACCTTGCTCCACTTTCATTCTTCCA-CGAGCTGCAATCCATCCATCCACATG
GCGTGTGCACATGTCATTTCTCTGCCTG
>Tarsier
TTTCCCAAACACCTCTCAAATCCACCCTCTGCCCCCCATCTCCAACATT---------ATAGTATAAGTTAAATACTT
TTTTAGCCAATACAACTGCTGTCA----TCTCCTAACAGGAC---------TCCTATATTTCTTC-TCA---CCCTC-
--ctctatagtttgggtgtttatccccacatgcc---tcatgttgaaatataat-tccaatgttggaggcaaagccta
atcggaggcgtttgggtcatagaggtggatccc-cattaatagattaatgacttttctggga---gag---gaggagg
attagttctcactctcattagtttctgtgaaagctggttttt------------aaaaagagcctggcacttttccct
ctctcc----tttgcttcttttctcaccatgtgatctctgcacttgctggctctccttccccttctaccatgagtgaa
agc-----cacccataccctt--------------------------------ctccagatgtagatgc-ccaatctt
gaactttttcaa-catcagaatcaagaaccaaataaaatcctatttctttataaatcacccagtcttaggtattcttt
t-tagcaacactaactgtactaagttg---TCCTC---CAAA-AACCTATCCTCCACACTGAAGCCACTGTGTTCTTT
TAAA-ATGTGTCTGTCTTGTA-------------------------CTTAAAGGCCTTTGGGCATT-CCAATTTTCTT
AAGATGAAGACAAAATCCTTTGCTGTCTGACATGGCCCTGCATGATCAAGCTGTTCTGCAGGTTCTTCTCC-CTCATA
ATTTACTTGTCATTTGAGTGCCAA----CTCTCTCCTCTTTCATTCTTTGAGTGGGCTGTGATCTAGCCAGCCACATG
ACCTTGGCATATGTTGTTTCCCTACCTG
>Bushbaby
TCTTCTAAACATCTCTCACGTCTGTCCTCTGCTCTCCACCTCTAACACC---------ATAGTGTAAGTCACAGGGTT
CTTTCACCTGGACAACCACTGTGG----GCTCCTAGCAGGTC---------TCTGGTGTTCCCTCTTTA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------CCCTC---CACA-AACCTGTCCTCCACACTAAAGCCACAGTGATAATT
TAAA-C-ATGTGCGTCCTGTG-------------------------CTTAGAGCTCTCTGGGCCTT-CCTGTGTTCTT
AAGATGAAGACAAAAACCGTTGCTGCCTGGCACCGCCCTGTGTGGTCCAG------------TCCCTCTCCCCTGCTC
ACTCCCTTGTCCCTTGGGCTCC-ACAGCCTTGTTCCTCCTTCATTCTTCAAGCGGGCTGTGATCCATCCTGCCGCAGG
GCCTTGGCACATTCCCTTCCTCTGTCTG
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>Mouse_lemur
TCTACTAAACACCTCTGAAGTCCGTCCTCGGCTCTCCACCTCCAACATG---------GTAGT----GTTATAGGCTT
CATTAGCTTGGACAACTGCTGTAA----GCTCCTGAGTGGTC---------TCTGATATTCTCTC-ATA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------CCCTC---TGCA-AATCTGTTCTCCACACTAAAGCCACAGCAATCTTT
TAAA-C--TTTCCGTCCTGTG-------------------------CTTAAAGCCCTTTGGACCTT-TCCATGTTCTT
AAGATGAAGACAAAAACCTTTGCTGCCTGGCGTGGCCCTGTGTGGTCCAGCTGCTCTGCAGCCTCCTCTCCCCTGCTC
ACTCCCTTGTCCTTTGGGCTCCAACAACTCCGTTGTTCTTTCATTCTTCAAGTAGGCTGTGATCCATCAAGCCACAGG
GCCTTGGCACATGCCCTTCCTCTGCCTG
>Guinea_pig
TCTCTTAAACAGCTCTCAAATCTATCTTTTGCTATCTTC---------------------------------------
-TTTAGCTTGGACAACTTCTGTGATCTATTCTCTCTATCCTCTATTCTGTCTTCTCTATTCTCTTGTAC---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------TATCC---AAAAGGATCTATTCTCCATACTGTAGCTAGGGTGATCTTT
TTAG-AAACGTCTGTCTTGTGTTAAAAGCCCTTTGGCCTCCTCATTTTCTTAGCCCTTTGGGCGCT-CCCACTTTCTT
AGGAGCAAGAGAAAATCTGTTGCTGCCTGACATGTCCCTGCATGAGCAACT-ATTCTGCAGCCTTCTCTCCTCCAATC
ACATCCTTGTCATTTTGGCTCTAACAACTCACTTCTTCATTCATCCT-CAAGTGGGTTGTGATTCATGCACCCACATG
GCCTTGGCATATGCTGCCCCTCTGATTT
>Dog
CCCCACCCCGACTTCCCAAATCTGTTCTCTCCTCTCAACTTCCAATAC---------TTTAGTCTAAGTCATAGGCTT
ATCTAGCCTGCAAAACTGCTGTGGCTTCTATCTTAGCTATTC---------TCATATATCCTCTT-TTA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------TACCC---CAAAG--TCACTTCTCCACCCTGAAGCCACAGTGAACTTT
TAAAGAAATGTCTATCCTATG-------------------------TTTAAAATCCCTGGGTCCTTCCCCATTTCTTT
AGGATGAAGAACAAATCTTTTGCCATCCAGCCTGCCCCTGTGTGCTCAAGCTGCTCTAGAAAATACT-----CCACTC
ACTCCTCTTGTCCCTGAATTCGAACACCCCTGTTCCTC---CATTCA-CAGGTGGGCTG-GAATTCTCCCACCACATG
GCCTTTGCACATGCTGTTCCTCTTTCTG
>Horse
CCC---------------AATCTGTCCTTTCCTCTCCATCTCCAAAAC---------CTTAGGCTAAGTTATAATCTT
CTCTCGCCTGGACAGCTGCTGTAGGTTCTGTCCTAACTGGTC---------TCCTGTATCCCCTT-TCA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------CCCTC---CAAAA-ACCAGTTCTCCACCGTGAAGTCACAGTGATCTGT
TTAA-AAATGTCTGTCCTGTG-------------------------CTTAAAACCTTTTGG-CCTT-CCCATTCCCTT
AGGGTGGAGACAAAATCCTTTGCTGCCTGACTCGGCCCTGTGTGACCAAGCTGCCCTGCAGACTCCTCTCCCCCATTC
CCTCCATTGTCCTCTGGGCTCCAACAACCCTGCTCTTCTGTCACTCT-TCAGTGGGCTGTGAGTCATCCAGCCACAGG
GCCTTTGCACACTCCCTTCCTCTGCTTG
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Marker M95

>MSTB1
------------------------------------------------------------------------------
-----------------------------------------------------------------tgctatagtttgg
atgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggt
catgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttc
ccgcgagagctggttgttaaaaaga--------------gcctggcacctccctcctctctc------tcttgcttcc
tctctcgccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcac
cagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaat
tacccagcctcaggtattcctttatagcaacacaaaatggactaagaca-----------------------------
------------------------------------------------------
>Human
GTCCACCTTTTGATTGATTTCTACACTTCCTTCAAATGTATCTCAAAAGTTATGTGCAGTGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTTGTGCCTTTCTCCTCTTGGGCTTCTCAAGTAGGTTTA---CTCTC---tgatatagtt-gg
atatttgtgccctccaaacctcatattgaaacttggtccccattgttggaggtggggcctggtgagaggagtttgggt
caaaaaggcagatcccccatgaacggcttggtgccat------tctcatcacattgagtaaattcttactcttatttc
ccacatgatctggtggtaaaaaaaaaaaaaaaaaaa---gtccagcaccttcctcctttctccgtctcatccttcctt
cctcttgccctgtgata-ctg---actccctgttgccttcgccttctgtcatgag-----gctctatgaggccctcac
cagaaacagaagctggcgtcatgcttcttgtacagcctgcagaac------------------attttctttataaat
tacccagcctcagatattcctatatagcaacataa-atggactaagaca---CT-GAC----AAAAACATTTTT-ACT
GCAGTTATTACT-TTTGTGATTTTTGACCAGGAGCTTCTCAAACACAGCATCCT
>Chimp
GTCCACCTTTTGATTGATTGCTACACTTCCTTCAAATGTATCTCGAAAGTTATGTCCAGTGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTTGTGCCTTTCTCCTCTTGAGCTTCTCAAGTAGGTTTA---CTCTC---tgatatagtt-gg
atatttgtgccctccaaatctcatattgaaacttggtcctcattgttggaggtggggcctggtgagaggagtttgggt
caaaaaggcagatccctcatgaacggcttggtgccat------tctcatcacattgagtaaattcttactcttatttc
ccacatgatctggtggtaaaaaaaaaaaaaaaaaaaaaagtccagcaccttcctcctttctccgtctcatccttcctt
cctcttgccctgtgata-ctg---actccctgttgccttcgccttctgtcatgag-----gccctatgaggccctcac
cagaaacagaagctggcgtcatgcttcttgtacagcctgcagaac------------------attttctttataaat
tacccagcctcagatattcctatatagcaacataa-atggactaaggca---CT-GAC----AAAAACCTTTTTTACT
GCAGTTATTACT-TTTGTGATTTTTGACCAGGAACTTCTCAAACACAGCATCCT
>Orangutan
GTCCACCTTTTGATTGATTTCTACACTTCCTTCAAATGTATCTCAAAAGTTATGTCCAGTGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTTGTGCCTTTCTCCTCTTGAGCTTCTCAAGTAGGTTTA---CTCTC---tcatatagtc-ag
atatttgtcccctccaaatctcatattgaaacttggtccccattgttggaggtggggcctggtgagagtagtttggat
caaaagggcagatccctcatgaacggcttggtgacat------tctcatcacattgagtaaattcttactcttatttc
ccacaagatctggtgattaaaaaaaaaaaaaaagag----tccagcaccttcctcctttctccgtctcatccttcctt
cctcttgccatgtgatg-ctg---actccctgttgccttcgccttctgtcatgag-----gccctatgaggccctcaa
cagaaacagaagctggtgtcatgcttcctgtacagcctgcagaac------------------attttctttataaat
tacccagcctcagatattccaatatagcaacaaaa-atggactaagaca---CT-GAC----AAAAACCTTTTTTACT
GCAGTTATTACT-TTTGTGATTTTTGACCAGGAGCTTCTCGAACACAGCATCCT
>Baboon
CTCCAACTTTTGGTTGATTTCTACACTTCCTTCAAATGTATCTCAAAAGTTATGTCCAATGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTTGTGTCTTTCTCCTA-TGAGCTTCTCAAGGAGGTTTA---CTCTC---tgatatagtt-gg
atatttgtcccctccaaatctcatattgaaaattggtcctcagtgttggaggtggggcctggtgagaggagtttgggt
caaaagggcagatccctcaagaatggcttggtgtcat------tctcatcagattgaggaaattcttactcttatttc
ccacaagatctggcag-----aagaaaaataaaaaa---gtctagcaccttcctcctttctctgtctcatcattcctc
cctcttgccatgtgatg-ctg---actccctgttgccttccccttctgccatgag-----gccctatgaggcccttac
cagaaacagatgctggtgtcacgcttcttgtacagcctgcagaac------------------attttctttataaat
tacctggcctcaggtattcctatatagcaacataa-atggactaagaca---CT-GAC----AAAAACCTTTTTTACT
GCAGTTATTACT-TTTGTGATTTTTGACCAGGAGTTTCTCAAACACAGCATTCT
>Rhesus
CTCCAACTTTTGGTTGATTTCTACACTTCCTTCAAATGTATCTCAAAAGTTATGTCCAATGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTTGTGTCTTTCTCCTA-TGAGCTTCTCAAGTAGGTTTA---CTCTC---tgatatagtt-gg
atatttgtcccctccaaatctcatattgaaaattggtccccagtgttggaggtggggcctggtgagaggagtttgggt
caaaagggcagatccctcaagaatggcttggtgtcat------tctcatcagattgaggaaattcttactcttatttc
ccacaagatctggcagaaaaaaaaaaaaaaaaaaaa---gtctagcaccttcctcctttctctgtctcatcattcctc
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cctcttgccatgtgatg-ctg---actccctgttgccttccccttctgccatgag-----gccctatgaggcccttac
cagaaacagatgctggtgccatgcttcttgtacagcctgcagaac------------------attttctttataaat
tacctggcctcaggtattcctatatagcaacataa-atggactaagaca---CT-GAC---AAAAAACCTTTTTTACT
GCAGTTATTACT-TTTGTGATTTTTGACCAGGAGTTTCTCAAACACAGCATTCT
>Marmoset
CTCCACCTTTCGATTGATTTCTGTACTTCCTTCAAATGTATCTGAAAAGTTATATATAGTGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTAGTGCCTTTCTCCTC-TGAGCTTCTCAAGTAGGTTTA---CTCTC---tgacatggtt-gg
atatttcttccctccaaatttcatattgaaacttggttccctgtgatggaggcagggcccagtgagaggagtttgagt
caagggggcagatccctcatgaatgacttggtgtcat------tctcactagattgagtaaattcttactc--atttc
ccacaagatctggttt------aaagaagaaaaaaa---gtctagcaccttcctcctctctc--ttccatccttcctt
cctcttgctacatgatg-ctg---aatccctgttgccttcaccttctgccaccag-----gtccagtgacaccctcac
cagaaacaggtgttggtgttatgcttcttgtacagcctgcagaac------------------attttctttataaat
tatccagcctcaggtatgcctatatagcaacataa-atggactaagaca---CT-GAC----AAAAACCTTTCTTACT
GCAGTTATTACT-TTTGTGATTTTTGACCAGGAGCTTCCCAAACACAGCATCCT
>Tarsier
CCCCACTGTTTAACTGTTTTCTACTCATCCTTCAAATGGATCTCAACAGTTACTTCCAGTGTGAAATTTTCCATAGAA
TT-----ACCAAGAGTTTTTTCCTTTCTTCTC-TGAACTCCCTGAGTAGGTTTA---CTAAC---agatatatttggg
atatttgttccctacaaatctcatattaaaatttgatcctcagtgtcagtggcggagcctagttagcagtgtttgtgt
c-atggggcagatccctcataaaaagtttgctgtcat------tctcttgggattgcgcgagttcttacttttagttc
ctgtgagatctagttgttaagtaga--------------atctggtatctccctctttactc-----------tcctt
tcctctgccatgtgatgcttg----ctccct------tttgccttctgccatgagtagaagtaccttgaagccctcac
cagaagaagatgctggctccgtgcttcttgtacagcctgcagatccatgagtcaaataaacttcttttcttcaaaaat
taccaattctcat-tatacat-tacagaaatataa-gtgaactaagaca---CT-GAC-----AGAGCCTCCTTTATT
GAAATTATTACT-TTT-TGTATTTTGACCAGGGGCTTCCCAAGTACAGCATTCA
>Bushbaby
-TCCCCCTTTTGGTTGATTTCTACTCATCTTTCAAATGTATCTCAA--GTTTCTTCCAGTGTGAAATTTTTTCTAAAA
TT-----ACAAAGAGCTTGTTGGTTTCTCCTC-TGAGCTTTCTGAGTAGATTTA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------CT-AAC-----AAAACCTACTTTAAT
GCAATTACTATT-TTTGT-ATCGTTGAGCAGGAACTTCTCAGACACGGCTTTCT
>Mouse_lemur
CCCCACCTTTTGATTGATTTCTACTTATCCGTC-AATGTATCTCAAATGTTACCTCCAGTGTAAAATTTCTCATACGA
TTATAAAACAAAGAACTTGTTGCTTTCCCCTC-TGAGCTCTCTGAGTAGATTTA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------CT-GAC-----AAAACCTACTTTAAT
GCAATTACTACTTTTTGCGATGTTTGACTAGGAGCTTCTGAAACACAGCATTCT
>Tree_shrew
CTCCACCTTTTGATTGATTTCAACTCACCCTTCAAATGTTTTTCAAAAGTTGCTTCCAGCACAAAATTTCCCATGTAA
TT-----GTGAAGAGGTTGTTGCTTCCT-CTC-TGGGGTCCCTGGGTAGCTTTA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------CT-GAT-----AAAACCTCCTTTACT
GCAATTATTA-TCTTTGT-TGTTTTGACCAGGAGCTTCTAAAATGTAACATTTT
>Mouse
GTTCACCTTTAAGGTTATTTCT-------TCTCAAGTATACCTCAAAAGTTACATCACGTGTGAATATTTTGAAG-AA
TT-----ACAAAGAACATC----------CTC-TGTGCTCATTATGT-TTATGA------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------AT-GAA-----AAA------------
---ATTACTACTTTTTGTGA-TTTGAACCCAAAGTTTCTTAAATGCTACACTCT
>Guinea_pig
CTTCGTTTTGACTGCCTCTTTACTT-GTCCTTAAAATGTATCTCAAAA-TTATAC-TAGTATTATAATTCCCATA-AA
TT-----TCCAAAGTATTTCTACTTCTTACTGCTTTCAATGAAAACCATGAATA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------CTTGAC-----AAAATCTCCTTTGCT
GCTATTATTCT-----GTGG-TTTACATTCAGAGCTCC---AATGCAGCATTCT
>Dog
CCCCACCTTTTGATTGATTTCTACTCATCCTTCAAATGTATCTCAAAAGTTATTTCTAGTGTGAAATTTCCCATAAAA
TT-----ACAAAGAGCTTGCTGCTTCCTCCTC-TGAGCTCCCTGGATAGGTTT-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------GAC-----AAAACCTCCTTTTCT
GCAATTATTACTCTCTGCAA-TTTTCACTGGAAGTTTCTCAAATGCAGCCTTCA
>Horse
TCCCACCTTTTGATTGATTTCTACTCATCCTTCAAATGTATCTCAAAAGTTATTTCCAGTGTGGAATTTCCCATAAAA
TT-----ACAAAGAGCTTGCTGCTTCCTTCCC-TGAGCTCCCTGGGCAGGTTTA------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------CT-GAC-----TAAACCTCCTTTACT
GCAATTATTCCT-TCTGTGA-TTTTCAGCCAGAGGTTCTCAAATGCAGCCTTCT
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Marker M100

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------------tgctatagtttgga
tgtttgtcccctccaaacctcatgttgaaatttgatcccca--------gtgttggaggtg------gggcctaatgg
gaggtgtttgggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctc
actctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcg
ccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagc
agatgctggcgcca----tgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttc-tttataaatta
cccagcctcaggtattcctttatagcaacacaaaatggactaagaca-------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------
>Human
TAACTAGCTCCAAATTTTACTTATATGAAAGTGTTATCTTCTGATTAACCCAAGGCCTCAGTTTCCTTACAGATTGCT
CCATTAACAGCTTTAAGAAAGAAATAAAAACT--GCCCACATATTTAAGACAGAGAACTCAGT---------TTTTTA
TTCTTTATTCA----TTCATTTATTCATTCACTTGTTTAAATATTTAGTGATC---ATTAC---tgttacagtttggg
catttgccccctcctaatctcatgtcgaaattagattcccagtgttggagtgctggaggtggggcctggtcctggtgg
gaggtgtttgggttataggggcagatccctcatgaaagacttggtactgttctagaggta----atgagtgagttcct
gctctactagttctcagcagaactgattgttaaaaagagcccagcatcttcctcacccc-tctctctcttccctcctc
tcttgccatgt----------------cccttcaccatctgccatgagtgcaagctttctgaagccctcaccagaggc
agatgctggcacca----tacttcttacacagcccgcagagccatgagccaaataaatcttttttt-gttataaatta
ctcagccttgagtattactttatagcaatgcaaaacgagctaaaaca---ACTAC---TACGTG----AACACTGTGC
TAGAAAGGGTATACA-GTGATGACATGATTCTTCACCTCTAAATAATAA-CTACTCAAGATTTCCAGTTCAAAACCCT
CATCCAG-ACTAGACTGCATTCAATGAAAGAAA--AATAGAT---TAAAAAAAAA
>Chimp
TAACTAGCTCCAAATTTTACTTATATGAAAGTGTTATCTTCTGATTAACCCAAGGCCTCAGTTTCCTTACAGATTGCT
CCATTAACAGCTTTAAGAAAGAAAGAAAAACT--GCCCACATATTTAAGACAGAGAACTCAGT---------TTTTTA
TTCTTTATTCA----TTCATTTATTCATTCACTTGTTTAAATATTTAGTGATC---ATTAC---tgttacagtttggg
catttgccccctcctaatctcatgtcgaaattagattcccagtgttggagtgttggaggtggggcctggtcctggtgg
gaggtgtttgggttacaggggcagatccctcatgaaagacttggtactgttctagaggta----atgagtgagttctt
gctctactagttctcagcagaactgattgttaaaaagagcccagcatcttcctcaccct-tctctctcttccctcctc
tcttgccatgt----------------cccttcaccatctgccatgagtgcaagctttctgaagccctcaccagaggc
agatgctggcacca----tacttcttacacagcctgcagagccatgagccaaataaatcttttttt-gttataaatta
ctcagccttgagtattactttatagcaatgcaaaacgagctaaaaca---ACTAC---TACGTG----AACACTGTGC
TAGAAAGGGTATACA-GTGATGACATGATTCTTCACCTCTAAGTAATAA-CTACTCAAGATTTCCAGTTCAAAACCCT
CATCCAG-ACTAGACTGCATTCAATGAAAGAAA--AATAGAT---TTAAAAAAA-
>Orangutan
TAACTAGCTCCAAATTTTACTTATATGAAAGTGTTATCCTCTGATTAACCCAAGGCCTCAGTTTCCTTACAGATTGCT
CTATTAACAGCTTTCAGAAAGAAATAAAAACT--GCCCACATATTCAGGACAGAGAACTCAGT---------TTTTTA
TTCTTTATTCA----TTCATTTATTCATTCACTTGTTTAAATATTTAGTGATC---ATTAC---agttacagtttggg
catttgccccctcctaatctcatgtcgaaattagattcccagtgttggag--------gtggggcctggtcctggtgg
gaggtgtttgggttataggggcagatccctcatgaaagacttggtgctgttctagaggta----atgagtgagttctt
gctctactagttctcagcagaactgattgttaaaaatagcccagcatcttcctcattccctctctctcttccctcctc
tctggccatgt----------------cccttcaccatctgccatgagtgcaagctttctgaagccctcaccagaggc
agatgctggcacca----tgcttcttacacagcctgcagagccatgagccaaataaatcttttttt-gttacaaatta
ctcagccttgagtattactttatagcaatgcaaaacgagctaaaaca---ACTAC---TATGTG----AACACTGTGC
TAT----------------------TGATTCTTCACATCTAAGTAATAA-CTACTCGAGATTTCCAGTTCAAAACCCT
CATCCAG-ACTAGACTGCATTCAATGAAAGAAA--AATAGATGAATTAAAAAAAA
>Baboon
TAACTAGCTCCAAATTTTACTTATATGAAAGTGTTATCCTCTGATTAACCCAAGGCCTCAGCTTCCTTACAGATTGCT
CCATTAACAGCTTTCAGAAAGAAATAAAAACT--GCCCACATATTCAAGACAGAGAACTCAGTTA---TT--TTTTTA
TTCTTTATTCA----TTCATTTATTCATTCACTTGTTTAAATATTTAGTGAAC---ATTAC---tgttacagtttgga
catttgccccctcttaatctcatgtagaaattagattcccagtgttggag-gtggggcgtggggcctggtcctggtgg
gaggtgtttgggttataggggcagatccctcatgaatgacttggtgctgttctagaggta----atgagtgagttctt
gctctattagttctcagcagaactgattgttaaaaagagcccagcatcttcctcaccct-tctctctcttccctcctc
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tcttgccatgcaatgcctgtccccgcccccttcaccgtctgccatgagtggaagctttcagaagccatcaccagaggc
agatgctggcatca----tgcttcttacacagcctgcagagccatgaaccaaataaatcttttttt-gttaaaaatta
ctcagcctttagtattactttacagcaatgcaaaacaagctaaaaca---ACTAT---TATGTGCTG-AACACTGTGC
TAGGAAGCGTATACA-G--------CAATTCTTCACCTATAAGTAATAA-CTACTCAAGATTTCCAGTTCAAAACTCT
CATCCAG-ACTAGACTGCATTCAGCGAAAGAAA--AATAGATGGATTAAAAAAGA
>Rhesus
TAACTAGCTCCAAATTTTACTTATATGAAAGTGTTATCCTCTGATTAACCCAAGGCCTCAGCTTCCTTACAGATTGCT
CCATTAACAGCTTTCAGAAAGAAATAAAAACT--GCCCACATATTCAAGACAGAGAACTCAGTTA---TT--TTTTTA
TTCTTTATTCA----ATCATTTATTTATTCACTTGTTTAAATATTTAGTGAAC---ATTAC---tgttacagtttgga
catttgccccctcttaatctcatgtagaaattagattcccagtgttggag-gtggggcgtggggcctggtcctggtgg
gaggtgtttgggttataggggcagatccctcatgaatgacttggtgctgttctagaggta----atgagtgagttctt
gctctattagttctcagcagaactgattgttaaaaagagcccagcatcttcctcaccct-tctctctcttccctcctc
tcttgccatgcaatgcctgtccccgcccccttcaccgtctgccatgagtggaagctttcagaagccgtcaccagaggc
agatgctggcatca----tgcttcttacacagcctgcagagccatgaaccaaataaatcttttttt-gttaaaaatta
ctcagcctttagtattactttatagcaatgcaaaacgagctaaaaca---ACTAT---TATGTGCTG-AACACTGTGC
TAGGAAGCGTATACA-G--------CAATTCTTCACCTATAAGTAATAA-CTACTCAAGATTTCCAGTTCAAAACTCT
CATCCAG-ACTAGACTGCATTCAACGAAAGAAA--AATAGATGGATTAAAAAAGA
>Tarsier
TGACTGGCTCCAAATTTTATATATAT---------ACCCTCCAGCTGCCCCAGGGCCTCAAGTTCCTTA---------
------ACAGCTTTCAGAAAGAAATGAGAACTATGCCCACACCTGCAAGGCAGAGAAATCAGTCTATTTT--TGTTTG
TTCTTTGTTCACTTGTCTCTTCCTTCATTCATTCATTTAAATATTTAGTGAAC---ACTAC---tgatatagtttggc
tatttgtcccctccaaatctcacatcaaaatttgattcccagtgttggtg-------aaaggggc-------tggcag
gaggtgtctgggtc-tctgggtggatccctcatcagtgact-------gttctagcggtg----acatgtgagttcta
g----------tcccatgagaactgattgttgaaaagagcctggcatcaaaccctaccc-ctccttcctcttttcctc
tctcaccatgtgactactgctc-----cccttccccttcctccatgagtggaagtttcctgaggcc-tcaccagaagc
tgatgctggcactaggcttgcttcttgtacagcctgaagaactgtgagccaaataaacctcttttc-tttataaatta
ctcagccttaggtatgcctttatagcaatgtaaaacagactaaaaca-------------------------------
-------------------------TGGTTCCTGACCTCCAAGTAACAAATTACTCAAGATTTCCAGTTTAAAACCCT
CATCCAA-ATTAGACTGCATTCA--GACAAGAA--AACAAAA---TAAAACAAAA
>Bushbaby
TAACCAGCTCCAAATTTTACTTATATGAA-GTGTTACCCTCTGATTGCCCCAAAGCCTCAA-TTCCTCATAGCTTGCC
CTATTAATGTCTTTCAGAAAGAAATGAAAGCTGTGCCCACACCTTCGAGAAAGA---CTCAGTTTATTT---TGTTGA
TTCTTCATTCA----TTATTTCATTCATTCATTTGGTCA-ATATTTAGTGAAC-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------AATAT---TATCTGTGCTGACACTGTAT
TAGGCATGGTATACA-GTGATGACATGGTTCTTGCCCTCAA-GTAAGAG-CTACTCACGATTCCCAGTCCAAAAATCT
TATCCAG-ACTAGACTGCTTTCAGTGAATGAAA-------ACTAAGCAAAAAAAT
>Mouse_lemur
TAACTAGCTCCAAATTTTATTTATATGAAAGTGTTACTCTCTAATTGTCCCAAAGCCTCAGCTTCCTTATAGCTTGCC
CTATTAATGGCTTTTAGAAAGAAATGAAAACTATGCCCACACTTTCAAGAAAAAGAACTCAGTTTATTTT--TATTGA
TTCTTTGTGCA----TT----CATTTATTCACTTGTTCAAATACTTAGTGAGT-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ACTAC---TATGTGTCA-AACACTGTAT
TAGGCATCGTATATA-CTGATGACATGGTTCTTGACCTCAAAGTAACAA-CTACTCAAGATTTCCAGTTCAAAAACCT
CACCCCG-ACTAGACTGCTTTCAGTGAAAGAAATAAACAAACAAAATAAAACAAA
>Mouse
TACACAGCTC-AAATGTCACTGATAA---CATATTATTCTCTGATGGCATCAAGTCCTCAATTTCTTTATCATTAGCA
ATAGTGACAACCTTCAGAATGCAATGAAAAC--------ATCTTCCAGCTAAAGAAGTATAGTTTCATTGACTTTTTT
TTCTTCTTACC----TTCATTAACTCATTAACTTGTTTAAATATTTGCTGACT-------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------TATAT---TGAAATGTTTGAGGAATTCC
ATAATAGCCACAATATAAAATGACAT-GCTTCA-----CCAAGCAAAAT-CTAC---ATGATTTCTACTGCAAAACCT
CACTTAG-ATTGGGCTATTTACAGTGCAAGAGA--AATAAAACA-----------
>Dog
-AACTAGAGC---ATTTCACTTAGAT--AAGTATTACA--CTGATTGCCTCAAGGCCTTAGCTTTCTTACAGCTAGTC
CTATTGACAGCTTTCAGATAGAAATGAAAACTATGCCTATACCTTCAAGACAGAGAATTTAGTTTGCTTT--TGTTGG
TTCATTGTTCA----TTCATTCATTTATTCAGTTGTTCAAATATTTGTTGAAC-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ACTGT---TATAGGTCA-AATACTATAT
GACGCAGAGTATACA-GTGATAACATGGTCCTTA----------------CCTTC-AAGATTTCTAGTTCAAAAACCT
CTCCTAGAACT-GACCACTTTCAGTGAAAGAAA--AATAAACAAAATAAAAC---
>Horse
AAATTAGCTCCAAATTTCACTTATATGAAAGGATTACCGTCTGGTTGCCCCAAGGCCCCGACTTCCTTACAGCCAGCC
CTACTGTCAGCTTTCAGAAAGAAATGAAAACTAGGCCTATACCTTTAAGACAGAGAACTCAGTTTATTTT--TGTTG-
TTCTTCGTTCA----TTCCTTCACTCATTCACTTGTTCAAATATTTATCGAAC-------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------ATCAG---TATG--CCC-AACACTGTAC
CAGGTAGAGCAGACA-GTGATGATATGGTTCTCG----------------TCTTCTGAGATTTCTAGTTCAAAAACCT
CACCCAGAACCAGACTGCTTTCAGTAAAA--AA--CATAAACAAAACA-------
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Marker M102

>MSTB1
------------------------------------------------------------------------------
-------------------------------------------------tgctatagtttggat-gtttgtcccctcc
aaacctc-atgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatc
cctcatgaatagattaatgccctccctcggggtgg-ggatgagtgagttctcactctattagttcccgcgagagctgg
ttgttaaaaagagcctggcacctc------------------------cctc-ctctctctcttgcttcctctc-tcg
ccatgtgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccaga---
agcagatgctggcgcca-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------tgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaatta
cccagcctcaggtattc-------ctt-------------------------------------tatagcaacacaaa
atggactaagaca-----------------------------------------------------------------
--------------------------------------------------
>Human
CATCTGGTTCATCTAGCATGTGGGGCTGTGAGCAGGA---GTGTGCCCTGAGAGGACAAATTCTTG----AAGACTCC
ATCCCTG--TAAAGAATGTCACACTGCTGC-TGCGTAT---GGTTG---tggtgtagtttggat-gtttgtctcctcc
aaatatc-gtgctgaaatctgatccacagtgttggagatggggcctaacgggagccattttagtcacaggggttaatc
cttcatgaatagattaatgccctccct--gggtgggggataagtgagttctcactctgtttgttcttgtaggagctgg
ttgctgaaaagagcctagcgcctc-----------------------ccctctctctcttgcttcctctctcaccatg
-----tgatctctgcacatgccagctccccttcacctgctgtcacgagtggaagcagcctgaggctttcaccagatac
ccaatcttttagacacgagaactgtgagccaaataaattc--------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------ttttttttaataaatta
cccagcctcaggtattc-------ctacta----------------------------------tatagcaacacaaa
-tagacttagaca---AGCTG---GTA--ATAAAGCCC-TCAAGGGCTAATGAGAGAAGTATGTGCTTTGGAGTCAGA
AACTCCTGAGTTTTAGGCTTGGCTATGTCACTTGCTAACTGTGAGACTTG
>Chimp
CATCTGGTTCATCTAGCATGTGGGGCTGTGAGCAGGA---GTGTGCCCTGAGAGGACAAATTCTTG----AAGACTCC
ATCCCTG--TAAAGAATGTCACACTGCTGT-TGCGTAT---GGCTG---tggtgtagtttggat-gtttgtctcctcc
aaatatc-gtgctgaaatctgatccacagtgttggagatggggcctaacgggagccattttggtcacaggggttaatc
cttcatgaatagattaatgccctccct--gggtgggggataagtgagttctcactctgttcgttcttgtgggagctgg
ttgctgaaaagagcctagcgcctc-----------------------ccctctctctcttgcttcctctctcaccatg
-----tgatctctgcacatgccagctccccttcacctgctgtcatgagtggaagcagcctgaggctttcaccagatac
ccaatcttttagacaccagaactgtgagccaaataaattc--------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------tttttttaataaatta
cccagcctcaggtattc-------ctacta----------------------------------tatagcaacacaaa
-tagacctagaca---AGCTG---GTA--ATAAAGCCC-TCAAGGGCTAATGAGAGAAGTATGTGCTTTGGAGTCAGA
AACTCCTGAGTTTTAGGCTTGGCTATGTCACTTGCTAACTGTGAGACTTG
>Orangutan
CATCTGGTTCACCTGGCACTTGGGAATGTGAGCAGGA---GTGTGTCCTGAGAGGACCAATTCTTG----AAGACTCC
ATCCCTG--T-AAGAATGTCACACTGCTGT-TGCATAT---GGCTG---tggtgtagtttggat-gttcgtctcctcc
aaatatc-gtgctgaaatccgatccacagtgttggagatggtgcctaatggaagccattttggtcacaggggttaatc
cttcatgaatagattaatgccctccct--gggtgggggataagtgagttctcactctgttcgttctcgtgggagctgg
ttgctgaaaagagcctagcacctc-----------------------ccctctctctcttgcttcctctctcaccatg
-----tgatctctgcacatgccagctccccttcaccttctgtcatgagtggaagcagcctgaggctttcaccagatac
ccaatcttttagacaccagaactgtgagccaaataaatt---------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
--------------------------------------------------------------ttttttaaataaatta
cccaacttcaggtattc-------ctac------------------------------------tatagcaacacaaa
-tagacttaggca---AGCTG---GTA--ATAAAGCCC-TCAAGGGCTAATGAGAGAAGTATGGGTTTTGGAGTCAGA
AACTCCTTAGTTTCAGGCTTGGCTATGTCACTTGCTAACCGTGAGACTTG
>Baboon
CATCTGATTCAGCTGGCATGTGGGGCTGTGGGCAGGA---GTGTGCCCTGAGAGGACAAATTCTTG----AAGACTCT
ATCCCTG--T-AAGAATGTCACACTGCTGC-TGCATAT---GGCT------gtgtagtttggat-gtttgtctcctcc
aagtatc-gtgctgaaatctgatccacggtgttggaggtggggcgtaatgggagccattttggtcacaggggttaatc
cttcacgaatagatgaatgccttccct--gggtgggggataagtgagttctcactctgttggttcttgtgggagctgg
ttgttgaaaagagcttagcgcctt-----------------------ccctctctctcttgcttcctctctcaccatg
-----tgatctctgcacatgccagctccccttcaccttctgtcacgaatggaagcagcctgaggctttcaccagatac
ccaatcttttagacaccagaactgtgagccaaataaattc--------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------attttttaaataaatta
cccagcctcaggtattccctgaggctactatagaaacacaaatagacttatttaataggctatttataacaacacaaa
-tagacttagaca---GGCTG---GTA--ATAAAGCCC-TCGAGGGCTAATGAGAGAAGTAGGGGCTTTCGAGTCAGA
AACTCCTGAGTTTTAGCCTTGGCTCTGTCACTTGGTAACTGTGAGACTTG
>Rhesus
CATCTGATTCAGCTGGCATGTGGGGCTGTGGGCAGGA---GTGTGCCCTGAGAGGACAAATTCTTG----AAGACTCT
ATCCCTG--T-AAGAATGTCACACTGCTGC-TGCATAT---GGCT------gtgtagtttggat-gtttgtctcctcc
aagtatc-ctgctgaaatctgatccacggtgttggaggtggggcgtaatgggagccattttggtcacaggggttaatc
cttcacgaatagatgaatgccttccct--gggtgggggataagtgagttcttactctgttggttcttgtgggagctgg
ttgttgaaaagagcttagcgcctt-----------------------ccctctctctcttgcttcctctctcaccatg
-----tgatctctgcacatgccagctccccttcaccttctgtcacgaatggaagcagcctgaggctttcaccagatac
ccaatcttttagacaccagaactgtgagccaaataaattc--------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------attttttaaataaatta
cccagcctcaggtattccctgaggctactatagaaacacaaatagacttatttaataggctatttataacaacacaaa
-tagacttagaca---GGCTG---GTA--ATAAAGCCC-TCGAGGGCTAATGAGAGAAGTAGGGGCTTTCGAGTCAGA
AACTCCTGAGTTTTAGCCTTGGCTCTGTCACTTGGTAACTGTGAGACTTG
>Marmoset
CATCTGATTCATT-GGCACGTGGGGCTGTGGGC-------------------CGGACAAATTCTTG----ACGACTCC
ATCGCTG--T-GAGAATGGCACACTGCTGT-TGCATTT---GGCTG---tggtgcagtttggat-gtttgtctcctcc
aaatatcaatgctgaaatctgatccacagtgtcagaggtggggcctaatgggaggcattttggtcacaggggttaatt
cttcacgaatagattaatgccttccct--aggtgggggataagtgaattctca--ctgttagttcctgtgggagctga
tgattgaaaagagcctaatgcctc-----------------------ccctgtctcccttgcttcctctctcaccatg
-----tgatctctgcacatagcagctccccttcaccttctgtcacgagtggaagcagcctgaggctttcaccagatac
ccaatcttttagacaccagaactgtgagccaaatcaaataAATTCTTTTTTTCTTTCTCTTTCTTTCTTTTTTTTTTG
CGATGGAGTCTTGCTCCATCTCCAGGCTGGAGTGCAGTGGCACAATCTTGGCTCACAGCAACCTCCGCCTGTGAGGTT
CAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGAACTACAGGCACCTGCCATCACTCCCAGCTGATTTTTTGTA
TTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGATGGTCTCGATTTCCTGACCTTAAGATCCACCCACCTGGCC
TCCCCAAGTGCTGGGATTACAGGCATGAGCCACTGTGCTCCACCAAATTCTTTTTTTTTTTttttttttaataaatca
cccagcctcaggtattc-------cct-------------------------------------tataacaacacaaa
-tagactgagacg---GGCTG---GTA--ATAAAGCTCATTAAAGGATAATGAGAGAAGTGTGGGCTTTGGAGTCAGA
AACTCCTGAGTTTTAGCCTTGGCTCTGTCACTTGCTAACTGTGAGACCTG
>Tarsier
CATCTGGTTTATCTGGCATGTGACACAGAGGCAGGAAA--GTGTGCTCTTAGGGGACAGAATCTTG----AAGACCCC
ATTGCCG--T-CAGAATGTCGCATTACTGG-GGCATAT---AGCTG---tgctatactttggat-gctcattccctcc
aaatctc-atgctaaaatttgatccccagtgttggagat-gtgcctactgggaggtatttgggtcatggggatgaatc
cctcaggaatagattaatgccctctct--gggtggggga-gagttacttctcactctattagttcctgagagagctgg
ttgttcacatgagcctggaacctctctctctctctctctctctctctctctctctctctctcttcctctctcaccatg
-----caatctctgctcatgtcagctcccctttgactta---catgagtggaaacagcctgaggatttcaccatccat
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ccagtcttccagtcagcagaattgtgagtttaataattt---------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------------------------taaattg
tccagcctcaggtattc-------ctt-------------------------------------tatagcaacac---
--agactaaaaca---GGCTG---GTACAATCAAGTTC-TCAAGGAATAAGGAGAGAAGTGTGGGCTTTGGAGTCGAA
AACACCTGAGATTGGATCTTGGCCCCATCACTTGCTAACTGGAAGACTTG
>Bushbaby
CATTCAGCCCATCTGATACACAGGGCTGTAGAGGGGAAGTGTGTGCCCCAAGAGGACAAAGCCATG----GAGAGCCC
ATCCTCA--T-C-------CACACTGCTGG-TGGATAC----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------AGCTG---GTACTATGAAGCCC-TC-------CAGGAAATGAATGTGAACTTGG--------
--------------AGCTTTGGCTCTGGCATTTTCTAACTGTGAGACATG
>Mouse_lemur
CATCTGGTTCATCTGGCACGTGGGGCTGTAGAGGGGAA--GGGTGCCCCAAGAGGACAAAGCCATT----GAGACCCC
ATCCCCA--T-CAGAATGTCCTGCTGCTGG-TGCATAC----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------AGATG---GTACTGTAAAGCCC-CCAAGGCGTAAGGAAAGGAATGTGGGCTTTG--------
--------------AACCTTGGCTCTGTCACTTGCTAACCGTGAGACATG
>Mouse
CACACAGGTCAGCTGTCCTGTGTGGCCAGAGGACA-AA--GCATATAGCAGGAAGACAAAGCCTCAAGCCCTGGCTCC
ATCACAGCAC-CACAGCGTCACACTGCCTG-TGC-CAC----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------GGCTG---ATATCTGAAAGCCC-TTGAGA---TTGCAGAAGAGCCTGAGGCTTAGGGCTCAG
AC-------GTTT----CTTGACTCTGCCACTTCTCAACTGTGAAATGTG
>Dog
TA------CCATCAAAGGCATAGGGCTGCGGAAGGGAG--GTATGCCCTGAGAGGCCACA----------GACACCCC
ATCCCCA--T-CAGAACAACACACTGCTGGGTGTGTCC----------------------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------AGCTG---CTACCTCAAAGTCC-TCCAGGGGCATGGGGAGGATCACGGGCTGTGGAGTCAGA
AAGTCCGGAGTTTGAACCCTGTCTCGGTCACTTGCT-------AACTGTG
>Horse
CATCTGGTTCCTCTGAGGGGTGGGGCTATGGAGGGGAG--GTGTGCCCTGAGAGGTCATG----------GAGACTCC
GTCCCCA--T-CAGAACATCACATTGCTGGGTGTGTCC----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------CGCTG---GTGCCATAAAGTCC-TCCAGGGATAAGGGGAGGAGCGTGGGCTCTGGAGTCAGA
CACTCCTGAGTTCAAACCTTGGGTCTGTCACTTGGTAACTGCGAGACTTG

268



Marker M290

>MSTC
------------------------------------------------------------------------------
----------------------------------------tgctatggtttgaatgtttgtcccctccaaaactcatg
ttgaaacttaatccccaatgtggcagtattgagaggtggggcctttaagaggtgattgggtcatgagggctctgccct
catgaatggattaatccattcatggattaatggattaatggattaatgggttatcatgggagtgggactggtggcttt
ataagaagaggaagagagacctgagctagcatgctcagccccctcgccatgtgatgccctgcgccaccttgggactct
gcagagagtccccaccagcaagaa-ggccctcaccagatgcggcccctcgaccttggacttcccagcctccagaactg
taagaaataaatttcttttctttataaattacccagtctcaggtattctgttataagcaacagaaaatggactaagac
a-----------------------------------------------------------------------------
--------------------------------------------
>Human
TTAAAAAATTTGTTTCTGAAGAACATTTAATGACAAAGCACGGGATAAAAGCATGAATTCCAATTTCATAATAA----
---ATGTTATCTGTATGTGTATATAAATT---ACCAG---ttctatggtttgaatgt----cccctccaaaattcacg
ttgaaatttaatccccagtgaggcagtattgagaggtgggacctttaaaaggtgattgggtcatgaaggctcctccct
tatgaatggattaatctattcatggagtaatggattagtgggc-----------------------actggtggtttt
acaagaagaag---agagacga-aataagtatgcttggccccctcaccaggtgataccct-----------ggactct
gaagacagtcctcaccagtaagaa-ggttctcactagatacagcccctcaaccttggacttctcagcctccgtaactg
aaagaaataaaatccttttctttataaattacccagtttcaggtattctcttataaacaacagaaaatgagctaagac
a---ACCAA----TATATAAATTTAGAGGTGTGGGGAAAGGCAGAGGTAAAGAGGGAGTGGGGAGAA-ACAGAACAAA
A--ATAGCTTTACTATCCAGAGGTTATAGCTGATTTGTTTTTTC
>Chimp
TTAAAAAATTTGTTTCTGAAGAACATTTAATGACAAAGCACGAGATAAAAGCATGAATTCCAATTTCATAATAA----
---ATGTTATCTGTATGTGTATATAAATT---ACCAG---ttctatggtttgaatat----cccctccaaaattcacg
ttgaaatttaatccccagtgaggctgtattgagaggtgggacctttaaaaggtgattgggtcatgaaggctcctccct
tataaatggattaatctattcatggagtaatggattagcgggc-----------------------actggtggtttt
acaagaagaag---agagacca-aataagtatgcttggccccctcaccaggtgataccct-----------ggactct
gcagacagtcctcaccagtaagaa-ggttctcactagatacagcccctcaaccttggacttctcagcctccgtaactg
aaagaaataaaatccttttctttataaattacccagtttcaggtattctcttataaacaacagaaaatgagctaagac
a---ACCAA----TATACAAATTTAGAGGTGTGGGGAAAGGCAGAGGTAAAGAGGGAGTGGGGAGAA-ACAGAACAAA
A--ATAGCTTTACTATCCAGAGGTTATAGCTGATTTGTTTTTTC
>Orangutan
TTAAAAAATTTGTTTCTGAAGAACATTTAATGACAAAGCACGGGATAAAAGCACGAATTCCAATTTCATAATAA----
---ATGTTATCTGTATGTGTATATAAATT---ACCAG---ttctatggtttgaatgt----cccctccaaaattcaca
ttgaaatgtaatccccagtgaggcagtattgagaggtgggacctttaaaaggtgattgggccatgaaggctcctccct
tatgaatggattaatctattcatggagtaatggattagtgggc-----------------------actggtggtttt
ataagaagaag---agagacca-aataagtatgcttggccccctcaccaggtgataccctgtgctgcctcaggactct
gcagacagtcctcaccagtaagaa-gcttctcactagatacagcccctcaaccttggacttctcagcctccataactg
aaagaaataaaatccttttctttataaattacccagtttcagttattctcttataaacaacagaaaatgagctaagat
a---ACCAA----TACATAAATTTAGAGGTGTGGGGAAGGGCAGAGATAAACGGGTAGTGGGGAGAA-ACAGAACAAA
A--ATAGATTTACTATCCAGAGTTTATAGCTGATTTGTTTTTTC
>Baboon
TTAAAAAATTTGTTTCTGAAGAACATTTAATGACAAAGCACGGGATAAAGGCATGAATTCCAATTTCATAATAAATGT
TATATGTTATCTGTATGTGTATATAAATG---ACCAG---ttctatggtttgaatgt----cccctccaaaattcact
ctgaaatctaatccccaatgaggcagtattgagaggtaagaccttcaaaaggtgattgggtcatgaaggctcctccct
tatgaatggattaatctatacacggagtaatggattagtgggc-----------------------actggtggtttt
tt---aagaag---agagacca-aataagtacgcttggccccctcaccagatgataccctatgctgcctcaggcctct
gcagacagttctcaccagtaagaa-ggttctcaccagatgcagcccctcaactttggacttctcagcctccgtaactg
aaagaaataaagcccttttctttataaattacccagtttcaggtattctcttataaacaacaaaaaataagctaggac
a---ACCAA----TATATAAATTTAGAGGTGTGGGGAAGGGCAGAGATAAAGGGGGAGTAGGGAGAA-ACGGAACAAA
A--ATAGATTTACTATCCAGAGTTTATAGCTGATTTGTTTTTTC
>Rhesus
TTAAAAAATTTGTTTCTGAAGAACATTTAATGACAAAGCACGGGATAAAGGCATGAATTCCAATTTCATAATAAATGT
TATATGTTATCTGTATGTGTATATAAATG---ACCAG---ttctatggtttgaatgt----cccctccaaaattcacg
ttgaaatctaatccccaatgaggcagtattgagaggtaagaccttcaaaaggtgattgggtcatgaaggctcctccct
tatgaatggattaatctatacacggagtaatggattagtgggc-----------------------actggtggtttt
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tt---aagaag---agagacca-aataagtacgcttggccccctcaccaggtgataccctatgctgcctcaggcctct
gcagacagtcctcaccagtaagaa-ggttctcaccagatgcagcccctcaactttggacttctcagcctccgtaactg
aaagaaataaagcccttttctttataaattacccagtttcaggtattctcttataaacaacaaaaaataagctaggac
a---ACCAA----TATATAAATGTAGAGGTGTGGGGAAGGGCAGAGATAAAGGGGGAGTAGGGAGAA-ACGGAACAAA
A--ATAGATTTACTATCCAGAGTTTATAGCTGATTTGCTTTTTC
>Marmoset
TTAAAAAACCTGTTTCTGAAGAACACTTCATGACAAAGCTTGGGTTGAAAGTATGAATTCTAATTTCATAATAAATGT
TATATGTTATCTGGATGTGTATATAAATT---ACCAG---ttctaaggtttgaatgt----cctctccaaaattcatg
ttgaaatttaatccccagtgaggtagtattgagaggtgggacctttaaaaggtgattgggttaggaaggctcctccct
tatgaatgaattaatctattcatggagtaatgga-tagtggga-----------------------actggtggtttt
at---aagaag---agagacca-aacatgtatgcttggccccctcaccaggtgaaaccctgtgctgccacagggctgt
gcagagagtccccaccagtaagta-ggttctcaccagaagcagcccctcaacactggacttctcagcctccataactg
aaagaaataaagtccttttcttcataaattacccagtttcaggta-----ttataaacaacagaaaataagtgaagac
a---ACCAA----TGTATACATTTAGAGGTGTGGGGAAGAGTAGAGATAAAGAGGGAGCGGGGAAAA-ACAGAACAAA
A--ATATATTTACTATACAGACTTTATAGCTGATTT--------
>Tarsier
TTAAAAA--TCGTTTCTCAAGAACATTTAATGGCAAAGCAATGGATAAAAGTATGAATTCCAATGTTTTAATAAATGC
GACATGTGTTCTATATGTGTATATTAATT---GCCAG---ttctct-gcttgaatgt----ctctttcaaaattcatg
ttaaaatttaatccccaat----------------gtggggcctttagtaggtaactgggtcatgagggct-gtgcct
caggaatagattaatcagttcatgaactaatggatcagtgggttat--------cacaggagtggggctggtgacttt
aacagaagaga---aagaaccagaactagcacacttggtcccctcaccatgtgatgccct------------------
--gcaaagtccccaccagcaaaaagggctcccatcagatttagcccctcggccttgaacttgtctgcttccataactg
taagaaataaattctttttccttataaattatccagtttcaggtatgcagttacaagcaacagaaagcagactagaaa
a---ACTAA----TATATAAATTTAGAGGTACAGGAAAGGGTAGCGATAAAAAGAGA-----GAAAT-ATATACCCAA
A--A-AAAATTGCCATCCAGAGTTTA------------------
>Bushbaby
TTGAAACCTTTATTTCTTAAGAATATTTTATGGCAAAGCAAGGGATAAAAGTATGAAATCTAATTTTGTAATGA----
---ACTCTATCTGTATGCATATATAAATT-------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----ATCAG----TATATAAATTCAGAGGTGCAGGGAAGAGCAGAGAGAAAAGGGGA-----GGAAA-AC--ACCAAA
AGTATGTATTTACCATCCAGAGTTTATAGTCGATTTGCATTTT-
>Mouse_lemur
TTAAAAC--TCGTTTC-TAAGAACATTTTATGGCAAAACAAGTGATAAAAGTATGAATTCCAACTTTATAATAA----
-----ACTATCTGTATGCATATATAAATT-------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----ATCAG----TATATAAATTTAGAGGTGCAAGAAAGAGCAGAGATAAAAGGGGA-----GGAAA-ACAAACCAAA
AGTATGTATTTACCATCCAGAGTTCATAGTCAATTTATATTT--
>Tree_shrew
-TAAAAATTCCCTTTCTGAAGAACATCTAATGGTAAAGCAAAGGATCAACGTATGAAGTCCAGTTC--TAAT------
---ATGCTATCTACATGTGTAGACACAAG-------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----TACAT---AAACGT-----------------AAAG-GCAGGGATAAAATGGGA-----GGAAA-AC---TCAAT
A-------TTTATCATACAGCATTAATAGCTGATTTATTTTTT-
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>Mouse
CCGAAAATCCTG-ATCCAAAGAACAGTTAATGCCAAAGCAAG--GCTAAAGTATGACTTCCAGTTTTGTAATAAGTGT
T--ATGCTTTCTGGGTATATGCATAAATT-------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----ACCAG----CATGTAAGTTTAGAGGCTCAGGAAATGGGAGGAGTAA-TAGGAA-----ATAAATTACTCCCCCA
AA--GTATATTTACCCTCCAAAGTATATTACCAATTTGT-----
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Marker M107

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatt
tgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaatg
ccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggca
cctccc-tcctctctctct-tgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgcca
tgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgag
ccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaacacaaaatggactaagaca--
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------------------------------------------
>Human
TCTCTGGTCCTTGCTGCAAAGA-CTACTGTATATATCAAATGATGGCCA---TAATAACGAGGGCTGTCTGTGAGGGG
CTTTACGCACATTATCACATTTAATATACACAATG-----TATTTTAGGTTATTCATAACC-----------ATTCTC
ACTTTTTACACAAAGAACTTACAGGTCAGAGAGGTAAAATGCTCTGTTCAAGGTCAAGTAATTGGAAAATGGAAGCTC
AAGTTTGTCTGACTCTAAAGC---CTCTG---tgctattgtttgaatatttgttcc--ccaaacttcatgttgaaact
tgattccaaa-gttggaggt-gggcctaatggaaggtgtttgggtcatgtgggtggatccctcatgagtgggttggtt
gtatcttcatggca----atgagtgagttcttgctctgttagtttccaagacagctggttgttcaaaagagcctggca
cttccc---ctcagccctc-tgtctcctctctcaccatgtga--tctgcacacagcagttccccttcaccttccacca
tgagtggaagcttcccgagccccttaccagaagcagatgttggtgccttgcctcttgtacagcctgcagaacggtgag
ccaaataaatctcttttctttataaattacccagcatcaggtatttctttctaacaacaca-aatggacacagacct-
--CCCTG---CTGTTAA-------ATACCCTGCATCCCTGCCTACATAAACAGGTGAGATTTTGAATGATTGTCCTCA
ATTCTAAGGACCACAGA--CATATCCCCCACTTTTCTAGTGTTTC--TTAGTTCTCATCAACCAC------AC--TTC
ACGTTTCGGCAAGTCTTCAGCTCACCTCAGCACACTGCTTAGACATGTGGCTGGTGGCTTGTGTCAACCCCTCTGGGG
ACTAATTTTGCAAAATGGGTCTCAATGCAGCAAGTGACTGTACAGCTTAGTGGAAAGTACT
>Chimp
TCTCTGGTCCTTGCTGCAAAGA-CTACTGTATATATCAAATGATGGCCA---TAATAACGAGGGCTGTCTGTAAGGGG
CTTTATGTACATTATCACATTTAATATTCACAATG-----TATTTTAGGTTATTCATAACC-----------ATTCTC
ACTTTTTACACAAAGAACTTACAGGTCAGAGAGGTAAAATGCTCTGTTCAAGGTCAAGTAATTGGAAAATGGAAGCTC
AGGTTTGTCTGACTCTAAAGC---CCCTG---tgctattgtttgaatatttgttcc--ccaaacttcatgttgaaact
tgattccaaa-gttggaggt-gggcctaatggaaggtgtttgggtcatgtgggtggatccctcatgagtgggttggtt
gtatcttcatggca----atgagtgagttcttgctctgttagtttccaagacagctggttgttcaaaagagcctggca
cttccc---ctcagccctc-tgtctcctctctcaccatgtga--tctgcacacagcagttccccttcaccttccacca
tgagtggaagcttcccgagccccttaccagaagcagatgttggtgccttgcctcttgtacagcctgcagaactgtgag
ccaaataaacctcttttctttataaattacccagcctcaggtatttctttctaacaacaca-aatggacacagacct-
--CCCTG---CTGTTAA-------ATACCCTGCGTCCCTGCCTACATAAACAGATGAGATTTTGAATGATTGTCCTCA
ATTCTAAGGACCACAGA--CATATCCCCCACTTTTCTAGTGTTTC--TTAGTTCTCATCAACCAC------AC--TTC
ATGTTTTGGCAGGTCTTCAGCTCACCTCAGCACACTGCTTAGACATGTGGCTGGTGGCTTGTGTCAACCCCTCTGGGG
ACTAATTTTGCAAAATGGGTCTCAATGCAGCAAGTGACTGTACAGCTTAGTGGAAAGTACT
>Orangutan
TCTCTGGTCCTTGCTGCAAAGA-CTACTGTATATATCAAATGATGGCCA---CAATAACGAGGGCTGTCTGTGAGGGG
CTTTATGTACATTATCACATTTAATATTCACAATG-----TATTTTAGGTTATTCATAATC-----------ATTCTC
ACTTTTTACACAAAGAACTTACAGGTTAGAGAGATAAAATGCTTTGTTCAAGGTCAAGTAATTGGAAAATGGAAGCTC
AAGTTTGTCTGACTCTAAAGC---CCCTG---tgctattgtttgaatatttgttcc--ccaaacttcatattgaaact
tgattccaaa-gttagaggtggggcctaatggaaggtgtttgggtcatgtaggtggatccctcatgagtgggttggtt
gtatcttcatggta----atgagtgagttcttgctctgtgagtttccaagagagctggttgttaaaaagagcctggca
cttccc---ctcagccgtc-tgtctcctctcttaccatgtga--tctgcacacaacacttccccttcaccttccacca
tgagtggaagcttcccgagccccttaccagaagcagatgttggtgccatgcctcttgtacagcctgaagaactgtgag
ccaaataaacctcttttctttataaattacccagcctcaggtatttctttctaacaacaca-aatggacacagacct-
--CCCTG---CTGTTAA-------ATATCCTGCATCCCTGCCTACATAAATAGATAAGATTTTGAATGATTGTCCTCA
ATGCTAAGGGCCACAGA--CATATCCCCCACTTTTCTAGTGTTTC--TTAGTTCTCATCAACCAC------GC--TTC
ATGTT--GGCAGGTCTTCAGCTCACCTCAGCACACTGCTTAGACATGTGGCTGGTGGCTTGTGTCAACCCCTCTGGGG
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ACTAATTTTGCAAAATGGGTCTCAATGCAGCAGGTGACTGTACAACTTAGTGGAAAGTACT
>Baboon
TCTCTGGTCCTTGCTGCAAAGA-CTAC--TATATATCAAATAATGGCCA---TAATAACGAGGGCTCTCTGTGAGGGG
CTTTATGTACATTATCACATTGAATACTCACAATG-----TATTTTAGGTTA-TCATAACC-----------ATTCCC
ACTTTTTACACAAATAACTTACAGGTCAGAGAGGTAAAATGCTCTGTTCAAGTTCACATAATGGGAAAATGGAGGCTC
AAGTT----TGACTCTAAAAC---CCCTG---tgctattgtttgaatatttgttcc--ccaaacttcatgttgaaact
tgattccaaa-gttggaggtggggcctaatggaaggtgtttgggtcatgtgggtggattcctcatgagtgggttggtt
gtgtcttcatggta----atgagtaagttcttgctctgttagtttccaagagagcttgttgttaaaaagagcctggca
cttccc---ccgagccctc-tgcctcctctcttaccatgtgc--tctgcacacaacagttccccttcaccttccacca
tgagtggaagcttcctgagccccttaccagaagcagatgctggtgccatgcctctggtacagcctgcagaactgtgag
ccaaataaacctcttttctttataaattacccagcctcaaatatttctttctaaaaacaca-aagggacacagacgt-
--CCCTG---CTGTTAA-------ATACCCTGCATCTCTGCCTATATAAACAGATGAGATTTTGAATGATTGTCCTCA
ATGCTAAAGGTCACAGA--TGTATCCCCCACTTTTCTGGTGTTTG--TTAGTTCTCATCATCCAC------AT--TTT
ATGGT--GGCAGGTGT----------TCAGCACACTGCTTAGACATGTGGCTGGTGGCTTGTGTCAACCCCTCTGGGG
ACTAATTTTGCAAAATGGTTCTCAATGCAGCAAGTGACCGTACAGCTTAGTGGAAAGTACT
>Rhesus
TCTCTGGTCCTTGCTGCAAAGA-CTAC--TATATATCAAATAATGGCCA---TAATAACGAGGGCTCTCTGTGAGGGG
CTTTATGTACATTATCACATTGAATACTCACAATG-----TATTTTAGGTTA-TCATAACC-----------ATTCCC
ACTTTTTACACAAATAACTTACGGGTCAGAGAGGTAAAATGCGCTGTTCAAGTTCACATAATGGGAAAATGGAGGCTC
AAGTT----TGACGCTAAAAC---CCCTG---tgctattgtttgaatatttgttcc--ccaaacttcatgttgaaact
tgattccaaa-gttggaggtgggtcctaatggaaggtgtttgggtcatgtgggtggatccctcatgagtgggttggtt
gtgtcttcatggta----atgagtgagttcttgctctgttggtttccaagagagcttgttgttaaaaagagcctggca
cttccc---ccaagccctc-tgcctcctctctcaccatgtga--tctgcacacaacagttccccttcaccttccacca
tgagtggaaacttcctgagccccttaccagaagcagatgctggtgccatgcctctggtacagcctgcagaactgtgag
ccaaataaacctcttttctttataaattacccagcctcagatatttctttctaaaaacaca-aagggacacagacgt-
--CCCTG---CTGTTAA-------ATACCCTGCATCCCTGCCTATATAAACAGATGATATTTTGAATGATTGTCCTCA
ATGCTAAAGGTCACAGA--TGTATCCCCCACTTTTCTGGTGTTTG--TTAGTTCTCATCATCCAC------AC--TTT
ATGGT--GGCAGGTCT----------TCAGCACACTGCTTAGACATGTGGCTGGTGGCTTGTGTCAACCCCTCTGGGG
ACTAATTTTGCAAAATGGTTCTCAATGCAGCAAGTGACTGTACAGCTTAGTGGAAAGTACT
>Marmoset
TCTCTTGCTCTTGCCACAGAGA-CTAT--TGTATATCAAATAATGGCCA---TCATAACTAGGGCTCTCTGTGAGAGG
CTTTATGTACATGATCACATTTAATATTCACAATT-----TTTTTAAGGTTATTCCTAGCC-----------ATTCTT
ACTATTTACACCAAGAACCTACAGGCCAAAGAGGTAGAGTGCTCTGTTCAATGTCACATTATGGGACAATGGAAACTC
AAGTGTGTCTGACTATAAAGC---CCTTG---tgctattgtttgaatgtttgttcc--ccaaacttcacatcgaaact
tgctctccagagttggaagtggggcctaatagaaggtatttgggtcatgtgggtggatctttcatgagtgggttggtg
gtatcttcatggta----atgagtaagctcttgctttgttagtttccaagagagctggttgctaaaaagagcctggca
cgtccc---cccagccctc-tgcctcctctctcaccatgtga--tctgcacacactagctccctttcatcttctgccc
tgagtgggagcttcctgagccccttaccagaagcggatgttggtgccttgcctct-gtgcagcctgcagaattatgag
acaaataaaccccttttctttataagttatccagccttaggtatttctttctaacagcaca-ggtggacaaatactc-
--CCCTG---CTGTTAA-------ATACCCT-CATTCCTGTGTACATAGACAGATGAGATTTTGAATGATTGTCCTCA
ATGCTAAGGGCCACAGA--AGTATCCCCT-CTCTTCTAGTGTTTC--TTAGTGCTCATCAACCAT------GC--TTC
ATGTT--GGCAGGTCTTCAGCTTGCCTCAGCACACGGCTCAGACATGTGGCTGGTGGCTTGTGTCAACCCCTCTGGGG
ACTGATTTTGCAAAATGGGTCTCAATGCAGCACGTGACTATACAGCTTAGTGGAAAGTACT
>Tarsier
GTTCTGGTTCTGGCTTCAAGGACCTAC--TGCATATGAAATGAAAATAATGTTAATCATGAGAACTCTTTGTGAGGGG
TTTTATGTACATTATCACATTTAATATTTCCAAT--------TTTTAAGTCATTCTTAAACTTTATAAGGTTATTCTC
ACTTTTCAAACAATGAACATACAGTTTGGAGGAGCAAAATGCTCTGCCCAAGATCACATAGCAAGAAAATGGAAGCTC
AGATTTGTCTGACTCTAAAGC---CCTTG---tcctatagtttgcatgtttgtccc--ccaaacctcatgctgaaatt
cgattcccaatattagaagtgagaccaaatgggaggtgtttgggtcatgggggtggattccttatgaatggtttgatg
ctgtcctcatggta----ataagtgagttcttgctctattagttcctgtgagagctggttattaaaaagagtctggca
cctccctctccagtctctcttacttcctctttcaccatgtaatctctgcacacatcagctctccttcaccttctatcc
tgagtggaagcttcctgaagtcct-----gatgcagacactggtgccatggttcttgtacagcctgcagaactgtgag
acaaataaacctc--ttctttataaattacctagcctcagatgtttcttcataacaacgaa-aatggactaaaaca--
--CTCTG---CTATTAATCAATAAATATCCTGCATTCCTGTGTACATAAGCAGATAAGATTTTGAATTATTGGCCTTA
GCTTTAAGGGTCACAGA--TATATCTCCCACTTTTCTAACATTTC--TTAGCTCTTGTCAATTGT------CCCATTC
ATGTG--GGCAAGTCTTCAGCT-------------TGTTCAGACACATGGCTGGCAGCGTGTGCCAACTCCTCCGGGG
ACTAATTTCGTAAAGTGGATCTCAATGCAGCCAAGCACTATAGAACTTAATGGAAGGTGGT
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>Bushbaby
GATCTGGTCCCGGC---------------TGCATATAAAATGATGATGG---TAACAGTGAGGCCGC--AGGGAGGGG
CTTTCTGTACATTAGCACATTTCATAATCACACTGAATAATCTTTCAGGTTATTCACAGCC-----------ATTCTC
ACTCTTCACACAAAGAACCTGCAGGTCAGAGATGTAAAATGTTCGGCCCACTGTCATGGAGCAGGAAAATGGAAGCCC
CGATTTGTCTCACTGTAAAGC---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--TCTTG---CTATTAATCATCAAA-ACTCTGCATCCTTCTGTGCACAGACAGGTGGGACTCTGCATTACCGAGCTCA
GCCCTAACGGTCACAGATGTGTGTCTCCCACTTCTCCTGCATTTC--TTAGTTCTTGCCGGTTGCTCCTTCCC--TTT
GCGTG--GGCA--TCATCAGCTTGCCCCAGCCCAAAGCTCAGGTGTA-GGCCGGCAGCATCTGCCAACACTCTTGGGG
ACTG-TGT-----------------TGCAGCCAGGGAACATAGAGCATAGTGGAAGGTACT
>Mouse_lemur
TCTCTGGTCCTGGCTGCAAAGAACTAC--TACATATGAAATGATGATAA---TAAGAGTGAGACTTCTGTGTGAGGGG
CTTTATGTATATTATCA---------------------------------------------------------TTTC
ACCTT----------------------------------------GCCCATGGTCATGTAGCAAGGAAGTAGAAGCTC
AGATTCGTCTCCCTCTAAAGC---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--TCCTG---CTATTAACCATCAAATACTCTGCATCCCTGTGTACATACACAGGCAAGATTTTGATTTATTGGCCTCA
GCCCTAAGGGTCACAGATTCACATCCCCCACTTTTCTAGCATTTC--TTAGCTCTTGCCAATTGCT-----CC--TTT
GTGTG--GGCA--TCATCAGCTTGCCCCAGCACACTGCACAGATGCA-GGCTGGTAGCATCTGCCAACCCTTTTGGGA
ACTGATTTTGCACACTGGGTCTCAGTAGGGCAAGGGAATGTAGAGCCTAGTGGAAGGTGTT
>Horse
GCCCTTATTCTGGTTGCAAAGACCTAC--TATATATAAAATGATG---A---TACTACTAAGGTCCCTGTGTAAGGGG
CTTTACGCACATTATTACATTTAATATTCTCAATT-----TTATTTAGGTTATTTATAACC-----------ATTCTC
ACTTTTTACATGAATATCCTGCAGGTCAGAAG-GGAAAATGCTCTGAACAAGGTCGCATAGTGAGTAAATGGAAGCTC
AGGTTTGCCTGATTCCAAAGC---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--ACATG---CTATTCATCACGAAATGACCTGCATTCCTGTGCATGTAATTAGAGGAGATTTTGAATTATTGGCCTCA
GTCGTAGGGGCCCCAGC--TATATCTTCCACTTCTCTAGCATTTCTGTTAGTTCTCATCAACTGTG-----CC--TTC
GTGTG--GGCAGGTCTTCAGCTTGCCCCAGCACATTGCTCAAATGCATG-CTGGTGGCATGTACCAACTCCTCTGGGA
ACTAATTTTGCAAGAGACATCTGAAGGCAACAAG-GGGTGAGGTCCTTAGTGGAAGAGTGT
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Marker M116

>MSTB1
------------------------------------------------------------------------------
----------------------------tgctatagtttggat-------gtttgtcccctccaaacctcatgttgaa
atttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagatta
atgccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctggttgtt-aaaaagagcct
ggcacctccctcctctctctcttgcttcc---tctctcgccatgtgatctctgcacacgccggctccccttcaccttc
cgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaacc
gtgagccaaataaacctcttttctttataaattacccagcctcaggtattcc--------------------------
---tttatagcaacacaaaatggactaagaca----------------------------------------------
-----------------------------------------------------------------------
>Human
ACATACCTTGACCCAGCATTTG-----AC-ACATAGTAAATGTG--CCCAATAAATGTTTGAACAATG---AATCAGT
GGATGGATGAATGGATG---ATGAG---tgctatggtttggata----cagtttggccctagcaagtctcatgttgaa
atgcaatcccctgtggtggagatggggcctggtgg-aggggttctgatcatgggg-caaatcccacatgaacatcttg
gtgctgt-cctc---ccagtagtgagtgagttctcactctaatagttcctacgaaaattgattgttttaaaaaagcct
ggtacctcctcccttttgtctcttgcttc--ttctcttgccttgtgatgcctg----atctgcttcccctt---ctgt
tcatggaagcttctgaag------c-cctcaccagaagtagatgctggcgccatgcttcttgtatagtctgtaaaact
gtgtatcaaataaacctcttttccttacaaattgtccagctgcaggtaatcc--------------------------
--cttatagcaacacaaaaacggactaagaca---ATGAG---TCACA--TTTGTAATGAAAAGTGTAGTCTTTGAAA
ATTTGGC-GTGACTTACCTGG-----AGGTTTGTAATAATTTGATCTACACAGGGTGACACAGGACAGCAA
>Chimp
ACATACCTTGACCCAGCATGTG-----AC-GCATAGTAAATGTG--CCCAATAAATGTGTGACCAATG---AATCAGT
GGATGGATGAATGGATG---ATGAG---tgctatggtttggata----cagtttggccctaccaagtctcatgttgaa
atgcaatcccctgtggtggagatggggcctggtgg-aggggttttcatcatgggg-caaatcccacatgaacatcttg
gtgctgt-cctc---ccagtagtgagtgagttctcactctaatagttcctatgaaaattgattgttttaaaaaagcct
ggtacctcctcccttttgtctcttccttc--ttctcttgccttgtgatgcctg----atctccttcccctt---ctgt
tcatggaagcttctgaag------c-cctcaccagaagtagatgctggtgccatgcttcttgtatagtttgtaaaact
gtgtatcaaataaacctcttttccttacaaattgtccagctgcaggtaatccttacaaattgtccagctgcaggtaat
cccttatagcaacacaaaaacggactaagaca---ATGAG---TCACA--TTTGTAATGAAAAGTGTAGTCTTTGAAA
ATTTGGC-GTGAATTACCTGG-----AGGTTTGTAATAATTTGATCTACACAGGGTGACACAGGACAGCAA
>Orangutan
ACATACCTTGACCCAGCATTTG-----AT-GCATAGTAAATGTG--CCCAATAAATGTGTGAACAATG---AATCAAT
GGATGGATGAACAGATG---ATGAG---tgctatggtttggata----cagtttggccctaccaagtctcatgttgaa
atgcaatcccctgtggtggacgaggggcctggtgg-aggggttttgatcatgggggcaaatcccacatgaacatcttg
gtgccgtcctc----ccagtagtgagtgagttctcactctgatcgttcctatgaaaatcgattgttttaaaaaagcct
ggtacctcctcccttttgtctcttgcttc--ttctcttgccttgcgatgcctg----atctccttccccttctgctgt
tcatggaagcttctgaag------c-cctcaccagaagtagatgctggcgccatgcttcttgtatagtctgtaaaact
gtgtatcaaataaacctcttttccttacaaattggccagctgcaggtaatcc--------------------------
--cttatagcaacacaaaaacggactaagaca---ATGAG---TCACA--TTTGTAATGAAAAGTGTCGCCTTTGAAA
ATTTGGC-GTCACTTACCTGG-----AGGTTTATAATAATTTGATCTACACAGGGTGACACAGGACAGCAA
>Baboon
ACGTACCTTGACCCAGCATTTG-----AC-GCATAGCAAATGTG--CCAAATAAATGTGCGAAAAATG---AATTAAT
GGATGGATGAACGGATG---ATGAG---cgctatggtttggata----cagtttggtcctaccaagtctcatgttgaa
gtgcaatcccccatggtggaggtggggcctggtgg-aggggctttgatcatgggggtaaatcccacatgaacatcttg
gtgctgtcctc----ccagtagtgagtgagttctcactctaatagttcctaggataattgatagttttaaaaaagcct
ggtacctcctcccttttacctcttgcttc--ttctcttgcctggtgatgcctg----atctccttccccctccgctgt
gcgtggaagtttctgaag------c-cctcaccagaagtagatgctggcgccatgtttcttgtatagtctgcaaagct
gtgtgccaaagaaacctcttttccttacaaattgtccagctgcaggtaatcc--------------------------
--cttatagcaacacaaaaacagactaagaca---ATGAG---TCACA--ACTGCAATGAAAAGTGTAGTCTTTGAAA
ATTTGGCAGTGACATACCTGG-----AGGTTTATAATAGTTTGATCTACACAGGGTGACACAAGACAGCAA
>Marmoset
-------TTGACCCAGCATTTG-----GT-GCATAGTAAGTGTG--CCCAATAAATGTGTGAAAAATG---AACCAAT
GGATGGATGAACGGGTG---ATGAG---tgctatggtttggaca--gtttgtctgtccctaccaggtctcatgttgaa
atg--atcccc-gtggtggaggtggggcctggtgg-aggggttttgatcatgggggcaaatcctgcacgaacatcttg
gtgccatcctc----ccagaagtgagtgagttctcactctaatagttcctataagaatagattgttttaaaaaagctt
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ggtacttcctcccctttctctcttgcttc--ttctcttgctttgtgatgcctg----atctgcttcccctcctgctat
gcatggaagtttctgaag------tccctcaccagaagcagatgctggccccatgcttcttgtacagtctgcaaaact
gtgagtcaaataaacctcttctccttctaacttgtccagctgcaggtaatcc--------------------------
--ctcatagcaatgcacaaacagacaaagaca---ATGAG---TCACA--TTTGTAATGAAAAGTACAGTCTTTG-AA
ATTTGGCAGTGACTTACCTGG-----AGGTTTATAATAATTTGCTCTACATAGGGCAACACAGGACAGAAA
>Tarsier
-------TTGACCCAGCATGTG-----GC-GCATAGTGAGTATG--CCCAAAAAATGTCTGAAAAACA---AATCATT
GGATG--------GATG---AGGAG---ggctatggtttggatatggttcgtttggccctgccaagtctcatgttgaa
aggtggtcccccatgctagaggtggggttggtggg-aggtgtttgggtcatgggggtgcatcccttatggg---cttg
ctgccctcctc----tgt------agtgagttcttgctctcatacttcccgcaataactgattg-ttgaaaagagccc
agcaccaccaccctttta--tcttgcttccgtcttctagccatgtgatgcttg----cgtcggtcagccat----cat
gagtgggagcttcctgag------accttcaccagatgcagacgccagcaccacgcctcttgtacagtctgcagaacc
gtgagccaagtaaacctctttgcttagtaaattgcaaaggtg-------ttc--------------------------
--cttctagcaacacaaaaacagactaagaca---ATGAG---TCATA--TCTCTAGCAAAAAGGCCGGTCTTTCCAA
AATTGGCAGTGACTTA--TAGTAATAAGGTTTATAGTAATTTGATATAGCCAGGGTGAGATAGGACAGCAA
>Bushbaby
ACACACTTTGACCCAGCATTTG-----GC-TCAAAGTAAGTGTG--CTCAGCAAATGTTTGAAAAGTG---AATCAAT
GGATG--------GGTG-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------AG---TCCTA--TCTCTAATAAAAAGC-TGATCTTTGAAA
ATTTGGCAGTGAGTAACCTGA-----AGGTTCATAATAATTTGATATAAGCAGGATGACATAGAACACCCA
>Mouse_lemur
ACATACCTTGACCCAGCATTTG-----GCAACGAAGTAAGTGTG--CTCAGTAAATTTTTGAAAAATG---AATCAGT
GGATA--------GGTG-------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------ATGAG---TCATG--TCTCTAATAAAAATC-TGGTCTTTGAAA
ATTTGGCAGTGAGTTACCTGG-----AGGTTTATAATATTTTGATATAATTGGGCTGACATAGGACAGCAA
>Mouse
ACATGCCTGTATCCACAGCATGCCAGGAC-ACATAGAAGGAACA--CCTAACAAATATTTGAAAAAAACTGAACCTAT
AGATG--------GGC--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------TGAG---TCCTG--TCCCCAACAGAAAGCCCAGTCTGTGC--
------CTGTCA-----------------CCCATAATGATCTCTAATGACCAAGGTCATGTAGAGCAGCAA
>Dog
ACATACTTCGAACCAGCATTTG-----GT-GAATAATAAGTGTACCCCCAGTAAATG-------AGTA---AATCAAT
GAATG--------AGT--------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
----------------------------------ATTGAA---TCTTATCTTTCTAATGAAAAGCCTAGTCCTTGACA
ATTTGGCAGTGACTTACCTGG-----AGGTTTATGATAATTTGGTATGACCAGAGTGATGTAGGACAGCAA
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Marker M120

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------tgctatagtttggatgtttgtcccctccaaacct-catgttgaaat
ttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaat
gccctccctc-ggggtgg---ggatgagtgagttctca----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------------ctctattagttcccgcgagag
ctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgcc
ggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttctt
gtacagcctgcagaaccgtgagccaaataaa-cctcttttctttataaattacccagcctcaggtattcctttatagc
aacacaaaatggactaagaca---------------------------------------------------------
--------------------
>Human
CTGGAACAACACAAAGAGCAAGAACCTGGCAGGGAAGAGGTCGGGGCCTCCCTCCTGACCTCACCATGTTGGGCTTCA
AGCTCCTGATCCGTTAAGTGGAGGAGTTAGACCTGATGATGCCCAATACCACCGCCTGCCCTCAAGTGTGAATGAGC-
---CCTAGGTGGGTCACCTGGCCCTGCTGTTGGCTGGCCTGGGCCCTCAGGCAGGTGACCTGGCTTCTCTGAGCAACT
CAGGTATCAG-AAGGGGTGTG---AAAAC---tgccatga-ttggatgctgggccccttcaaaact-catgttgaaat
ctgatcccctatgttggagatggagtctaacaggagatgtttgagtcatagaggcagatccctcatgaacaaataaat
gcccttcttcaagggtgatttctcactgttagttctca----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ttagag
ctgcttgttaaa-agagccactcttgtgcttcctctctcacc----------------atgcgacctctgcacacacc
ggcttccacc----tcccaccatgagtggaagcagcctgaggccctctccagaagcaga---tgttcaattgtgaact
ttctggccaccagaattgtgagccaaataaa-cctcttttcttcataaatcacccagcctcagatat--tgttatagc
aacatttaatggactaagaca---ACAGT------ATGCACACCCTTCCTACCT-TGTGGGACTTC-AGAAAGGATTT
GGTGAGAGCAGAGATGTGAA
>Chimp
CTGGAACAACACAAAGAGCAAGAACCTGGCAGGGAAGAGGTCGGGGCCTCCCTCCTGACCTCACCATGTTGGGCTTCA
AGCTCCTGATCCGTTAAGTGGAGGAGTTAGACCTGATGATGCCCAATACCACCGCCTGCTCTCAAGTGTAAATGAGC-
---CCTAGGTGGGTCACCTGGCCCTGCTGTTGGCTGGCCTGGGCCCTCAGGCAGGTGACCTGGCTTCTCTGAGCAACT
CAGGTATCAG-AAGGGGTGTG---AAAAC---tgccatga-ttggatgctgggccccttcaaaact-catgttgaaat
ctgatcccctatgttggagatggagtctaacaggagatgtttgagtcatagaggcagatccctcatgaacaaataaat
gcccttcctcaagggtgacttctcactgttagttctca----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ttagag
ctgcttgttaaa-agagccactcttgtgcttcctctctcacc----------------atgcgacctctgcacataac
ggcttccgcc----tcccaccatgagtggaagcagcttgaggccctctccagaagcaga---tgttcaattgtgaact
ttctggccaccagaattgtgagccaaataaa-cctcttttcttcataaatcacccagtctcagatat--tgttatagc
aacatttaatggactaagaca---ACAGT------ATGCACACCCTTCCTATCT-TGTGGGACTTC-AGAAAGGATTT
GGTGAGAGCAGAGACGTGAA
>Orangutan
CTGGAACAACACAAAGAGCAAGAACCTGGCAGGGAAGAGGTCGGTGCCTCCCTCCTGACCTCACCACGTTGGGCTTCA
AGCTCCTGATCCGTTAAGTGGAGGAGTTAGACCTGATGATGCCCAATACCACTGCCTGCTCTCAAGTGTGAATAAGCC
CTACCTAGGTGGGTCACCTGGCCCTGCTGTTGGCTGGCCTGGGCCCTCAGGCCGGTGACCTGGCTTCTCTGAGCAACT
CAGGTATCAG-AAGGGGTATG---AAAAC---tgccatga-ttggatgctggcccccttcaaaact-catgttgaaat
ctgatcccctatgttggaggtggagtctaacaggagatgtttgagtcatagaggtggatccctcatgaacaaataaat
gcccttcttcaagggtgatttctcgctgttagttctca----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ttagag
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ctgcttgttaaa-agagccactcttgtgcttcccctctcacc----------------atgcgatctctgcacacacc
ggcttccgcc----tcccaccatgagtggaagcagcctgaggccctctccagaagcaga---tgttcaattgtgaact
ttccggccaccagaattgtgagccaaataaa-cctcttttcttcataaatcacccagcctcagatat--tgttatagc
aacatttaatggactaagaca---ACAGT------ATGCACACCCTTCCTACCT-TGTGGGACTTC-AGAAAGGATTT
GGTGAGAACAGAGATGTGAA
>Baboon
CTGGAACAACCCAAAGTGCAAGAGCCTGGCAGGGAAG-GGTCAGGGTCTCCCTCCTGACCTCACCGTGTTAGGCTTCA
AGCTCCTGCTCCGTTAAATGGAGGGGTTAGACCTGATGATGCCCAATACCACTGCCTGCTCTCAAGTGTGAATAAGC-
---CCTAGGTGGGTCACCTGGCCCTGCTGTTGGCTGGCCTG--------GGCAGGTGACCTGGCTTCTCTGAGCAACT
CAGGTATCAG-AAAGGGTATG---AAAAC---tgccgtgg-ttggatgctgggccccttcaaacct-catgttgaaat
ctgattccctatgttagaggtggagtctaacaggagatgtttgagttataggggcagatccctcatgaacaaataaat
gcccttcttcaagggtgatttctcactgttagttctca----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ttacag
ctgcctgttaaa-agagccattcttgtgcttcctctctcacc----------------atgcgatctctgcacacact
ggcttctgcc----tcccaccatgagtggaagcagcctgaggccctcaccagaagcaga---tgttcaattgtgaact
ttccggccaccagaattgtgagccaaataaa-cctcttttcttcacaaatcaaccagcctcagatat--tattatagt
aacactcaatggactaagaca---ACAGT------ATGCACACCCTTCCTACCT-TGTGGGACTTC-AGAAAGGA-CT
GGTGAGAGCAGAGATGTGAA
>Rhesus
CTGGAACAACACAAAGTGCAAGAGCCTGGCAGGGAAG-GGTCAGGGTCTCCCTCCTGACCTCACCGTGTTAGGCTTCA
AGCTCCTGCTCCATTAAATGGAGGGGTTAGACCTGATGATGCCCAATACCACCGCCTGCTCTCAAGTGTGAATGAGC-
---CCTAGGTGGGTCACCTGGCCCTGCTGTTGGCTGGCCTG--------GGCAGGTGACCTGGCTTCTCTGAGCAACT
CAGGTATCAG-AAGGGGTATG---AAAAC---tgccgtgg-ttggatgctgggccccttcaaacct-catgttgaaat
ctgattccctatgttagaggtggagtctaacaggagatgtttgagtcataggggcagatccctcatgaacaaataaat
gcccttcttcaagggtgatttctcactgttagttctca----------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ttacag
ctgcttgttaaa-agggccattcttgtgcttcctctctcacc----------------atgcgatctctgcacacact
ggcttctgcc----tcccaccatgagtggaagcagcctgaggccctcaccagaagcaga---tgttcaattgtgaact
ttccggccaccagaattgtgagccaaataaa-cctcttttcttcacaaatcaaccagcctcagatat--tgttatagc
aacactcaatggactaagaca---ACAGT------ATGCACACCCTTTCTACCT-TGTGGGACTTC-AGAAAGGA-TT
GGTGAGAGCAGAGATGTGAA
>Marmoset
CTGGAACAACAC-AAGAACAAGAGCCTGGCAGGGAAGATGTCGGGGTCTCCCTCCTGACCTCACCATGTTGGGCTTCA
AGCTTCTGATCTGCTAAACGGAGGGGTTAGACCTGATGATGCCCAATACCACTGCCTGCTCTCAAGTCTGAATGAGC-
---CTTAGATGGGTCACCTGGTCCTGCTGTTGGCTGGCCTGGGCCCTCGGGCAGGTGACATGGCTTCTCTGAGCAACT
CAGGTATCAG-AAGGGCTATA---AAAAT---tgccatgg-ttggatgctgggccccttcaaaact-gatgttgaaat
ctgatcccctatgttggagatggaatctaacgggagat------atcacaggggcagatccctcatgaacaaataaat
gctgttcttcaagggtgagtccccactgttggttcccaTTAGAGATACTTTTTTTTTTGTTTTTGGTTTTGAGATGAG
GTCTCACACCATCGCATGGGCTGAAGTATAATGGCACGATCCCGGCTTACTGCAATCTCCACCTCCGAGGTTCAAACG
GTTGTCCTGCCTTAGGCTCCTAAGTAGCTGGGATTACAGGTGCCCGCCACCACGCACAGCTAATTTTTGTATTTTTAG
TAGAGACGGGGTTTCACTGTGTTGGCCAGGCTGGTCTCGAATTCCTGACCTCATGATCCGCCCACTTCTGGCttagag
ctgcttgttaaa-agagccacttttgtacttcctctgtcacc----------------aggagatctctgcacacact
ggtttctgcc----tcctgctatgagtggaagcagcc-gaggccctcaccagaagcgga---tgttcaactgtgaact
ttccagccaccagagttgtgagccaaataagccctcttttcttcataaatcacccagcctctgatat--tgttacagc
aacacttcatggactaagaca---ACAGT------ATGCACACCCATCCTACCT-CGTGGGACTTC-AGAAAGGATTT
GGTGAGAGCAGAGACATGAA
>Tarsier
CTGG-------------------------CAGGGAGGAGGTTGGGGTCTTTCT-----CCTCACCATGCTGAGCTCCT
AGCACTCG-TCTGTCAAATGAAAGGGTTGGACTTGCTGATGCCCAGCACT-CGCCCTGCTGTCAGGTCCGGATGAGC-
---CCGAGAT-GGCCGCCCAA-CCTGCTG-TGGCTGGCTTATGCCCTT-GCTGGGCAACTCAGCTTCCCTGAGCAGCT
CAGGTGTCC--AAGGGGCACC---GGGAC---tgctacagtttggatgttg---tccctcaaaactacatgttggaac
gtggcccctccagtcgaaggcggggcccggtaggaggtatttgggtcat-gggttggatctctcttgaatggaccaat
gccctccctt---ggcacgtgctcactgttagttgcct----------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------ctagag
cc---------a-ggcacctcccaggg-----ctctcctgct----------------acaggatctccatgccagcc
cccctgcacc----ttctaccatgagc--aaaca----------------------agc---tgcttggtcgtgaacc
ttccagccttgagaactgcgagcc--gtaaa-cctctctcctttgtaaatggctcagtctcagg-----tgttctgtt
acagcagc----------aca---AATGG------ATGTGTA-CTTTCCTACCT-TGT-GGACTTC-AGAAAAGATTT
GGGGGAAGTAGAGATGTGAA
>Bushbaby
CTGAAGTAACACGAACAACAATGGCCTGGCAGAGAAGCAGCTGTGGTCACTCTCTTGATCTCACACGACGGGGCTGCA
AGCCCCTCGGCTGTTAAATGAAGGGACTACACCTGGTGATG-GTAATGCTGCCTCCTGCTCTCAAGTCTGAGTAAGC-
---CCACGAC-GGTCGCCAGGCCCTCCTGCCA--------------TCAGGCAGGTGATTCAACTTCTC---------
--GGTGTCA-AAGGGGATATG---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-------------------------AGAT------AC--ACAGCCATCCTGCCT-CAAGAGATTTT-ACAAAGGATTT
GGTGACAGCAGAGATGCAAA
>Mouse_lemur
CTGGGACACTGTGAAGAGCAATGGCCTGGCAGGGAGGAGGCTGGGGTCTCTCTCCTGCCCTCCCCTCGCTGGGCTGCA
AGCCCCTC-GCTGTCAAATGA--GGGCTGGACCTGGTAATGCCCAATACCTCCTCCTGCTCTCATGTCTGAACGAG--
---CCACGACGGGTCACTGGATCCTGCTGCCAGCTGACACGGACCCTTAGGCAGGTGATTCTGCTTCTC-GAGCAACT
T-GGTGTCC--AAGGGCTATG---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AGGAT------AC--ACATCCGTCCTACCT-CACGAGACCTT-ACAAAGGA-CT
GGTGACAGCAGAGATGTGAA
>Guinea_pig
CTAGAATAGTGCAAAGAGAAATGGCCGGG------------CAGCATCCTTCTCCTGACCTCACCTGACTGGGCTTCA
GGTTCCCAATCTGCCCAAGAAAGGGGCAGGAGCTGCTGATGCCTAGTATCACCTCCAGCTCTCAAATGTGAATGAGT-
---CCACATCAGCACAGCAGTCCCCACTTCTGGCTGA--------------TATGTGACTCAGTTTCTCTAGGCAGTA
GAGGTGTCA---AGGGGTACA---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AAGAT------AT--ATACCCTTTCTTCTTAAAAAGAACTTT-GAAAAGGATTT
AGTGATGGTAGAGATGTACA
>Tree_shrew
CTGGAGTAACATGAAGAGCAATGGCCTGGCAGAGAGGAGCTGGGGTCCCCCCCGCCAGCCTCTTCTCACCGGGCTTCA
GGCTCTTCCTCTGTTAGGTGGA-GGGCTAGACCTGGCAATGGTGACTAGCATCTCATATTCTCAAGTCCAAATGAGC-
---TCCCGA-GGGTCACAGGGGGCTGCCA-TGGCTGACTGT--------GGCAAATATTTTGGCTTCTCTGAGCAACT
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CAGATATCAACTCAGTGTGTG---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------AAGAG--AAAAAACCACACCGTTTCTATCT-CGAGGAGCTTTAAGAGAGGAAGT
GGTGAGAGCAGAAAAGTGAA
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Marker M121

>MSTB1
------------------------------------------------------------------------------
-------------------------------------tgctatagtttggatgtttgtcccctccaaacctcatgttg
aaatttgatccccagtgttggaggtggggcct-aatgggaggtgtttgggtcatgggggcggatccctcatgaataga
ttaatgccctccctcggggtggggatgag-tgagttctcactctattagttcccgcgagagctggttgttaaaaagag
cctggcacctccctcctctctc-tcttgcttcctctctc--gccatgtgatctctgcacacgccggctccccttcacc
ttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcaga
accgtgagccaaataaacctcttttcttta-----taaattacccagcctcaggtattcctttatagcaacacaaaat
ggactaagaca-------------------------------------------------------------------
------------------
>Human
GACACTGT-GTTGCTCAGATCCCCCTTCAATGAAGGATTT-TTCCCC-----GTCACCTACCAGTCCCTTTAGGGATT
-GCC--AATTGCAGAGAGCCACCT-A---CCCAC---tcctatggtttgcatatttgaccccaccaaatctcatgttg
aaatctgatccccattgttggaggtggggcct-ggtgggaggtgttggggtcatccaggtggatccctcatgaatgtt
ttggtgcagtcgtcc----tggtgatgagttgagttcttactctctttgttcctgtgatagctgattgttaaaaagag
cctggcaccttcc----cctcc-tgccttgcttcctctc--accatgtgat--ctgcacatgttggcttccttccccc
ttcctccatgcatggaagcagcttgaggccctccctagatgcagatgctggcaccatgcttcttgtacagcctgtaga
accatgagccaaatgaacctcttttcttta-----taaattacccagcctcaggtaatcctttatagcaatacaa-ac
cgactgagaca---CCCAT---GGTCACCACATCCTTCCAGGGCGACA----TCCAGTGACT-AATTAATG--TGATA
GTATACGGGTCTGGCTAT
>Chimp
GACACTGT-GTTGCTCAGATCCCCCTTCAATGAAGGATTT-TTCCCC-----GTCACCTACCAGTCCCTTTAGGGATT
-GCC--AATTGCAGAGAGCCACCT-A---CCCAC---ttctacgttttggatatttgaccccaccaaatctcatgttg
aaatctgatccccattgttggaggtggggcct-ggtgggaggtgttggagtcatccaggtggatccctcatgaatgtt
ttggtgcagtcgtcc----tggtgatgagttgagttcttactctctttgttcctgtgatagctgattgttaaaaagag
cctggcaccttcc----cctcc-tgccttgcttcctctc--accatgtgat--ctgcacatgtcagcttccttccccc
ttcctccatgcatggaagcagcttgaggccctccctagatgcagatgctggcaccatgcttcttgtacagcctgtaga
accatgagccaaatgaacctcttttcttta-----taaattacccagcctcaggtaatcctttatagcaatacaa-ac
cgactaagaca---CCCAC---GGTCACCACATCCTTCCAGGGCGACAGACATCCAGTGACT-AATTAATG--TGATA
GTATACGGGTCTGGCTAT
>Baboon
GACA--GT-GTTGCTCAGATCCCCCTTCAATGAAGGACTT-TTCCCCTAGTTATCACCTACCAGTCCCTTTGGGGATT
-GCC--GATTGCAGACAGCCACCT-A---CCCAC---tcctatggtttggatatttgaccccactgaatctcatgttg
aaatctgatccccattgttggaggtggggcct-ggtgggaggtgctggagtcatc--------------------gtc
ttggtgccgtcttcc----tcgtaatgagttgagttcttactctatttgttcctgtgatagctggttgttaaaaagag
cctggcaccttcc----cctcc-tgccttgcttcctctc--accatgtgat--ctgcacatgtcagcttccttccccc
ttcctccaagtgtggaagcagcttgaggccctccctagatgcacatgctggcaccatgcttcttgtacagcctgcaga
accatgagccaaatgaaccttttttcctta-----taaattacccagcctcaggtaatcctttatagcagtacaa-ac
tgactaagacg---CCCAC---GGTCAGCACATCCTTCCAGGGCGACAGACATCCAGTGACT-AATTAATG--TGGTA
GTATACAGGTCTGGCTAT
>Rhesus
GACA--GT-GTTGCTCAGATCCTCCTTCAATGAAGGACTT-TTCCCTTAGTTATCACCTACCAGTCCCTTTGGGGATT
-GCC--GATTGCAGACAGCCACCT-A---CCCAC---tcctgtggtttggatatttgaccccactgaatctcatgttg
aaatctgatccccattgttggaggtggggcct-ggtgggaggtgctggagtcatc--------------------gtc
ttggtgccgtcttcc----tcgtgatgagttgagttcttactctatttgttcctgtgatagctggttgttaaaaagag
cctggcaccttcc----cctcc-tgccttgcttcctctc--accatgtgat--ctgcacatgtcagcttccttccccc
ttcctccaagtgtggaagcagcttgaggccctccttagatgcacatgctggcaccatgcttcttgtacagcctgcaga
accatgagccaaataaaccttttttcttta-----taaattacccagcctcaggtaatcctttatagcagtacaa-ac
tgactaagatg---CCCAT---GGTCAGCACATCCTTCCAGGGCGACAGACATCCAGTGACT-AATTAATG--TGGTA
GTATACAGGTCTGGCTAT
>Marmoset
GACACCAT-GATGCTCAGATCCCCCTTCAATGAAGGACTT-TTCCCACAGCCATCATCTACCAGTCCCTTTGGGGATT
-GCC--AGTTGCAGAGAGCCACCT-A---CCCAC---tcctatggtttgtatatttgacccctccaaatctcatgttg
aaatctggtccccagtgttgggggtgaggcctaggtaggaggtgttggggtcatccaggtgcatccctgatgaatgtc
ttggtgcagtcctcc----tggttatgagt-gagttcttgctttctttgctcctgtgttagctggt----acaaagag
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cctggcaccttcc----cctccctgccttgcttcctctc--gccatgtgat--ctgctcatgtcagcttccttccccc
ttcctccatgtgtggaagcagcttgaggccctccctagaggcagatgctgtcgccatgcctcttgtagagcctgcaga
atggtgagccaaatgcacctcttttcttta-----ttaattactcagcctcaggtaatcctttgtagcaatacaa-ac
tgactaagatg---CCCAC---GGTCACCACATCCTTCCAGGGCATTGGACGTCCAGTGACTTAATTAATG--TGATA
GTATACAGGCCTGGCCAT
>Tarsier
GACACTAT-GTTGCTCAGAATCCCCTTTGAGGAAATACTTGTTACCCCAGCCTTGATCTATTGATCTCTTCAGGAATT
-ACT--TGTTGCAGAGAGTCACCTTA---CCCAC---tgcaatggtttggatatttgaccccttcgagtctcatgttg
gaatttaatccc-aatgttggaggtagggcct-gttaggagatatttgggtcatggaggtggatccctcatgaatggc
tagatgcagtccttg----ccatcatgagt-gagttcttgctctatgagttcttgggagagctggttgttaaaaagag
cc-------------------c-tgc-ttgcttcctcttttgccatgtgatttctgcacatactgactcctcttcccc
ttcagccatg-gtggaagcaagttgaggctctcaccatatgcaaatgctggcacaatgcttcttg----gcctgcaga
actgtgggccaaataaacctcttttttaaaaaaaataaatcactcaacctcaagtatttctttatagcaatacga-ac
agactaaggca---CCCAC---AGTCACTGCG-CCTTCCAGGGTAACCCACATCTAGTGACT-AACTGATG--TGATA
GTATATGTGCCTGGCCAT
>Bushbaby
----------CTGCTCAGATACCCTTTCAATGAAGGACTTACTGCACTGGCCTTTACCTGTGAGTCTCTTCAGGCATT
-ACC--ACTTGCAGAAAGTCATCTTA----------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------CCCAT---GATCATCACC-TCTTCCAGGACAACCCACCTCCAGTAGCT-GATTGATG--TGATA
ATATACAGGCTTGGCTGA
>Mouse_lemur
GACACCAT-GTTGCTCAGATCCCTCTTCAATGAGGGACTTGTTGCCTTGGCCTTCACCTCCCAGTCTCTTCAGGGATT
-ACC--AGTTGCAGAGAGCCTCCTTA----------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------CCCAC---GATCACCCCA-TCCTCCAGGACAACCCACCTCCAGTGGCT-GATTGATG--TGGTA
ATACACAGGCCTGGCCAT
>Mouse
-------------TTCAGATGCTC-------AAAGGACTCTTTGTTCCTCTCTTCACTGGCCTGGATTTTCAGGGATT
AACC--TTACTGTGTTAGCCACCTTA----------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------CCCAT---AGTTACCACATCCTTTCAGGACAACTTGCCACCAGTGACG-AACAGATGCTGGG-A
GAATAAAGGCCT---CAT
>Dog
GACACTGTTGTTGCTCAGATCCCCCTTCAGTAAAGGGCTTGATGCCTCAGCCTTTACTTGT----CTCTTTGAGGACT
-GCCTCATTTGCTGAGAGTCACCT-A----------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------GCCAC---ATTTACCACATCCTTCCAGGGCAACCCACATCCAGTGACT-GAT----G--AAATA
GTA-AAAGGCCCAGGCAT
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Marker M124

>MSTB1
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------tgctatagtttggatgtttgtcccctccaaacct
catgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatg
aatagattaatgccctccctcggggtggggatgagtgagttctcactctattagttccc-gcgaga---gctggttgt
taaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctcccc
ttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttct----tgtac
agcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcct----caggtattcctttatagca
acacaaaatggactaagaca----------------------------------------------
>Human
GACATTCTCCTACACAGGGCCATGACCCACTGAATGTCATGATGATAG--GACAGGGATG-----ACAC----AGGTT
ATTAGTTGGTCCAGAAG-GTTCCAA--CTAAGTCAGCTCCAGGAAGAC---AGGGGGAGATGGGAGTGGGGGCTT-T-
GGGGATTGAGGTAGAACTCCTCATTGTGGGTTG---GGAGC---tgctatagtttggatgcttgttccccccaaacct
catgttgacatttgatcc--aatgttggaggtggagcttagtgggaggcatttgggtcatggcagcagatccctcatg
a----attaatgtcctatct-ggaaccaag-tgagtgagttctcactctattagttccc-atgaga---gctggttgt
tagaaagagcctggcacctcc-tcctctgtctattacttcctctc-tgcc-tgtgatctctgcatactga--ctccct
ttcaccttttaacatgagtggaagcagcttggggccctcaccagaagcagatgttggctccatgcttct----tgcac
agcctgcagaaccatgtgccaaataaatctcttttctttataaattactcagcctgcctcaggtattcctttaaagca
atac-aaatga----actaa---GGAGC---AAGGGCCAGAGTCTGAACCAGAATTTGGGTTAGGT
>Chimp
GACATCCTCCTACACAGGGCCATGACCCACTGAATGTCATGATGATAG--GACAGGGATG-----ACAC----AGGTT
ATTAGATGGGCCAGAAG-TTTCCAA--CTAAGTCAGCTCCAGGAAGAC---AGGGGGAGATGGGAGTGGGGGCTT-T-
GGGGATTGAGGTAGAGCTCCTCATTGTGGGTTG---GGAGC---tgctatagtttggatgcttgttccccgcaaacct
catgttgacatttgatcc--aatgttggaggtggagcttagtgggaggcatttgggtcatggcagcagatccctcatg
a----attaatgtcctatct-ggaaccaag-tgagtgagttctcactctattagttccc-atgaga---gctggttgt
tagaaagagcctggcacctcc-tcctctgtctattatttcctctc-tgccatgtgatctctgcatactga--ctccct
ttcaccttttaacatgagtggaagcagcttggggccctcaccagaagcagatgttggctccatgcttct----tgcac
agcctgcagaaccatgtgccaaataaatctcttttctttataaattactcagcctgcctcaggtattcctttaaagca
atac-aaatga----actaa---GGAGC---AAAGGCCAGAGTCTGAACCAGAATTTGGGTTAGGT
>Orangutan
GACATCCTCCTACACAGGGCCATGACCCACTGAATGTCATGATGATAG--GACAGGGATG-----ACACAGTAAGGTT
ATTAGTTGGGCCAGAAG-GTTCCAA--CTAAGTCAGCTCCAGGAAGAC---AGGGGGAGATGGGAGAGGGGGCTT-T-
GGGGATTGAGGTAGAGCTCCTCATTGTGGGTTG---GGAGC---tgctatagtttggatgcttgttccccccaaacct
catgttgacatttgatcc--aatgtt-gaggtggagcttagtgggaggcatttgggtcatggcagcagatccctcatg
a----attaatgtcctatct-ggagccaag-tgagtgagttctcactctattagttcccaatgaga---gctggttgt
tagaaagagcctggcacctcc-ttctctgtctattgcttcctctc-tgccatatgatctctgcatactga--ctcccc
ttcaccttttaatgtgagtggaagcagcttggggccctcacccgaagcagatgttggctccatgcttct----tgcac
agcctgcagaaccatgtgccaaataaatctcttttctttataaattactcagcctgcctcagatattcctttaaagca
atat-aaacga----accaa---GGAGC---AAAAGCCAGAGTCTGAACCAGAATTTGGGTTAGGT
>Baboon
GATATCCTCCTACACAGGGCCATGGCCCACTGAATGTCATGACAATAG--GACAAGGATG-----ACACAGGAAGGTT
ATTAGTTGGGCCAGAAG-GTTCCAA--CGAAGTCAGCTCCAGGAGGAC---AGGGGGAGATGGGAGAGCGTGCTT-T-
GGGGATTGAGGTAGAGCTCCTCATTGTGAGTTG---GGAGC---tgctctagtttggatgcttgttgccctcaaacat
catgttgacatttgatcc--aatgttggaagtggagcttagggggaggcatttgggacatggcagctgatccctcatg
a----attaatgtcctatct-ggagctaag-tgagtgagttctcactctatcagctccc-atgaca---gctggttgt
tagaaagagcctggcacctcc-tcctctgtctcttgcttcttctc-tgccatgtggtctctgcgcactga--ctcccg
ttcaccttttaacatgagtagaagcagcttggggccctcaccagaagcagatgttggctccatgctcct----tgcat
agcctgcagaatcatgagccaaataaacctcttttctttatacattactcagcctgcctcaggttttcctttaaagca
atac-aaacga----actaa---GGAGC---AAAGGCCAGAGTCTGAACCAGAATTTGGGTTGGGT
>Rhesus
GACATCCTCCTACACAGGGCCATGGCCCACTGAATGTCATGACGATAG--GACAAGGATC-----ACACAGGAAGGTT
ATTAGTTGGGCCAGAAG-GTTCCAA--CAAAGTCAGCTCCAGGAGGAC---AGGGGGATGTGGGAGAGCGTGCTT-T-
GGGGATTGAGGTAGAGCTCCTCATTGTGAGTTG---GGAGC---tgctatagtttggatgcttgttcccctcaaacat
catgttgacatttgatcc--aatgttggaggtggagcttagtgggaggcatttgggtcatggcagcagatccctcatg
a----attaatgtcctatct-ggagccaag-tgagtgagttctcactctatcagttccc-atgaga---gctggttgt
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tagaaaaagcctggcacctcc-tcctctgtctcttgcttcctctc-tgccatgtggtctctgcgcactga--ctcccg
ttcaccttttaacatgagtagaagcagcttggggccctcaccagaagcagatgttggctccatgcttct----tgcac
agcctgcagaatcatgagccaaataaacctctttactttataaattactcagcctgcctcaggttttcctttaaagca
atac-aaatga----actaa---GGAGC---AAAGGCCAGAGTCTGAACCAGAATTTGGGTTGGGT
>Marmoset
GATGCCCTCCTACACAGGGCCATGACCCACTGAATGTCATGACCATAG--GACAGGGATG-----ACTCAGGAAGTTT
ATTAATTGGGCCAGAAG-GTTTCAATTCTAAGTCAGCTCCAGGAGGAC---AGGGGGAGATGGAAGAGGGGGGTG-T-
GGCGATTGAGGCAGAGCTCCTCATTGTGGGTTG---GGAGT---tgc--tagtttggatgctcactccccccaaacct
catgttgacatttgatcc--aatgttggaggtggagcttagtgggaggcatttgggtcatggtggccgatccctcatg
aatggattaatgtcctatct-ggagccaag-tgagtgaattctcactctgttagttccc-gtgaga---gctggttgt
tagaaggagcctggcactacc-tcctctgcctcttgcttcgtctc-tgccatgtgattgctgcatactga--cgcccc
ctcacctttcaacacaggtggaagcagcttggggctctcaccagaagcagatgttggctccatgcatct----tgcac
agcgtgcagaaccatgagccaaataaacctcttttctttataaattactcatcctttctcaggtattcctttacagca
atac-aaacag--------a---AGAGC---AAAGGCCAGAGTCTGAACCAGAAATTGGGTTAGGT
>Tarsier
GAAGTCCTC---CACAGGGTAGTGGCCCACTACATGTCACAGTAATGG--GGCAGGAATG-----TCACAGGAA---T
TTTAGTTGGGCCAGAAG-GTTCCAA--C----CCAGCTCCTGGA-GAC---TTGGAGAGATGGGAGAGATGGCTC-TC
AGGGACTGAGGCAGAACTCCATATGGTGGGTTG---CAAAC---tgctatagttcagaggtttg-tcttcccaaacct
catgtggaagttgatccc--agtgttggagatggggcctaaagggaggcatttgggtcatgg-agtgaattcctcata
agtagattaattacctccct-ggagaggggataagtgaatttgtactctcctagttccc-atgagaaatgcctgttgt
taaaaagaacctggcatcccc-tcctctatctcttgcttcctctcttgccatgtgatctctatgcactga--cttccc
cttatgttccaccaggagcagaaacattttgaggttctcttcagaagtagatgctggtgtcatgcttcttgtatgcat
agcctatagaactgtgagccagataaacctctttcctttataaa-aaccca-----gttcagctacttttttacagca
atgc-aaacaggctaagaca---GGAGT---AAAGGCCAGAGTTTGAACTGAAACTTGGAATATAT
>Bushbaby
GATGTCCTTCTACACAGGACTGTGACCCACTGAACATCGCAATAACAG--CACAAGAGTG-----TCATGGGAA---A
ATTAGCTGGGCGGGAAG-GTTCCAA--C----CCAACTCCTGGAGGGCGGTGTGGAGGGTTGGGAGATACGGCCTCT-
AGGGAGTGAGGCAGAGCTCCTCATTGTGGGTTC---------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------AGAAT---AAAGGCCAGGATCTGAACCAGAACTTGGGATATGT
>Mouse_lemur
GACATTCTCCTTCACAGGGCCATGACCCACTGAATGTCACAATAATGGCACACAGGAATG-----TCACAGGAC---A
ATTAATGGGGCCAGAAT-GTTTTAA--C----TCAACTCTTGGAGGAC---TTGAGGGGATGGGGGAGATGGCTTCT-
AGGGATTGAGGTTGAGTCC-------ATATTAA---------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------GGAGC---AAAGTCCTGGGTCTGAATCAGAACTTGGGGTACGT
>Tree_shrew
GAAGGCCTCCTACACAGGACTGTG-CCCACTCGGTGTCACAGTAACAG--GACAGGAATG-----TCACAGGAA---G
GCTGGTTAGGCCACCAG-GTTCCTA--C----CCAGCCGTTGGAGGAC----TGGGGAGGTGGGAGAGATGACACGT-
AGGGACTGAGGCAGAGCTCTTTGTGACGGGTTG---------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------GGAGC---AAAGGCCAGAGCCTGAGCAGGAGCCTGCGCTATGT
>Mouse
GGAAGTCTTCT-------------AGACAGGGAATGAGCTACCAAAAG--CGCAGGAGAAAGGAGTCACAAGAA---G
GCTAGTTGGGTCAAAGTTGCT---G--T----CAAGATTTTAGAGGCT---TCAGGGAGTTCAGAAAGATGGCTCCT-
AGGGACTGAGACAAAACTTCTCATTACAGGTCG---------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------GAAAC---AAAGGCAAGAGTCTGAGCAAGAGCCTGGAAAGTGT
>Dog
AAAGTCCTCCTGCAGAGACCTGTGACCCAGTGAATGCCACAAAA--TG--GT--------------------------
--CAATTGAGCCAGAAG-GTTCCGA--C----CCAACTCTGGGAGGAC---CCAGGGATATGGGAAAGATGCCTTAT-
GGGGATTAAAGTCAAGCTCTTCCTTACAAGGTA---------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------TGAGT---AGGGCCCAAAGTCTGAACTAGAACTTGGGATA---
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Marker M130

>MSTB1
------------------------------------------------------------------------------
-------------------------------------------------------------tgctatagtttgg-atg
tttg-------tcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatgggaggtgttt
gggtcatgggggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctatta
gttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctctcttgcttcctctctcgccatgtgat
ctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctgg
cgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggta
ttcctttatagcaacacaaaatggactaagaca---------------------------------------------
-----------------------------------------------------------------------------
>Human
AATTCT-GCAGTGAAAAATAAC---CACTAATGGCAAAGGAGAAGAAAGACTTCCAAGACAAAGTTAAGCTATTTGAG
GATAGACTC---AGGGATGTAGTTCAGATAAAAGCGCCATTTAAAAGATT---GATGG---tgctattgtttgg-ata
tggtttgcttggttcccccaagtctcttgttgaaatctgatgcccagtgttggaggtggggtctggtgggaggtgttt
gggtcatgggga-ggactcctcaagagtagtttggtatcattctcatgacaacgactgaat------tcttgctctta
gttcccgcacgaactgattgttgaaaagagcctggcacctcctcctttc---------tctcttgccttttctctctc
accatgtgatgcctgctttccttcatcttacgtcatgagtggaatcttcctgaggtcctgatcagaagcagatattga
caccatacttcttgtatagcctgcagaaccatgggccaaataaacctcttttctttataaatcactcagcctcaggta
ttcctttatagcaacac-aaatggactaagact---GATGG---AATTCCCAAGTGTGAGGAGAATGC-GTTATCTAA
AGACTGCAGGT----TTA-----AGTAAGCCACTACAGATGTTAAAAATTACACCAGAGTAAAGTATTTGGTATAGC
>Chimp
AATTCT-GCAGTGAAAAATAAC---CACTAATGGCAAAGGAGAAGAAAGACTTCCAAGACAAAGTTAAGCTATTTGAG
GATAGACTC---AGGGATGTAGTTCAGATAAAAGTGCCATTTAAAAGATT---GATGG---tgctattgtttgg-ata
tggtttgcttggttcccccaagtctcttgttgaaatctgatgcccagtgttggaggtggggtctggtgggaggtgttt
gggtcatgggga-ggactcctcaagagtggtttggtgtcattctcatgacaacgactgaat------tcttgctctta
gttcccacacgaactgattgttgaaaagagcctggcacctcctcctttc---------tctcttgccttttctctctc
accatgtgatgcctgctttccctcatcttacgtcatgagtggaatcttcctgaggtcctgatcagaagcagatactga
caccatacttcttgtatagcctgcagaaccatgggccaaataaacctcttttctttataaatcactcagcctcaggta
ttcctttatagcaacac-aaatggactaagact---GATGG---AATTCCCAAGTGTGAGGAGAATAC-GTTATCTAA
AGACTGCAGGT----TTA-----AGTAAGCCACTACAGATGTTAAAAATTACACCAGAGTAAAGTATTTGGTACAGC
>Orangutan
AATTCT-GCAGTGAAAAATAAC---CACTAATGGCAAAGGAGAAGAAAGACTTTGAAGACAAAGTTAAGCTATTTGAG
GATAGACTC---AGGGACGTAGTTCAGATAAAAGTGCCATTTAAAAGACT---GATGG---tgctattgtttgg-ata
tggtttgcttggttcccccaagtctcttgttgaaatctgatgcccagtgttggaggtggggcctggtgggaggtgttt
gggtcatgggga-ggacccctcaagagtggtttggtgtcattctcatgacaacgactgaat------tcttgctctta
gttcctgcacgaactgattgttgaaaagagcctggcacctcctcctttc---------t----tgccttttctctc--
accatgtgatgcctgctttccttcatcttacgtcatgagtggaatcttcctgaggtcctgaccagaagcagatactga
caccatacttcttgtatagcctgcagaaccatgggccaaataaacctcttttctttataaatcactcagcctcacgta
ttcctttatagcaacac-aaatggactaagact---GATGG---AATTTCCAAGTGTGAGGAGAATACAGTTATCTAA
AGACTGCAGGT----TTA-----AGTAAGCCACTACAGATGTTAAAAATTACACCAGAGTAAAATATTTGGTACAGC
>Baboon
AATTCT-GCAGTGAAAAATAAC---CACCAATGGCAAAGGAGAAGAAAGACTTCGAAGACAAAGTTAAGCTATTTGAG
GATAGACTC---AGGGATGTAGTTCAGATAAAAGTGCCATTTAAAAGATT---GATGG---tgctattgtctgggata
tgatttgtttggttcccccaagtctcttgttgaaatctgatgcccagtgttggaggtggggcctggtgtgaggtgttt
gggtcatgggga-ggaccccttaagagtggtttggtgtcattctcatgacaaggactcaat------tcttgctctta
gttcacactcgaactgattgttgaaaagagcctggcacctcctcctttt---------tctcttgccttttctctc--
accatgtgatgtctgctttccttcgtcttatgtcatgagtggaatcttcctgaggtcctgaccagaagcagatactga
caccatacttcttgcatagcctgcagaaccatgggccaaataaacctcttttctttatacatcactcagcctcaggta
ttcctttatagcaacac-aaatggactaagact---GATGG---AATTTCCAAGTGTGAGGAGAATACAGTTATCTAA
AGACTGCAGGT----TTA-----AGTAAGCCACTACAGATGTTAAAAATTACACCAGAGTAAAATATTTGGTACAGC
>Rhesus
ACTTCT-GCAGTGAAAAATAAC---CACCAGTGGCAAAGGAGAAGAAAGACTTCGAAGACAAAGTTAAGCTATTTGAG
GATAGACTC---AGGGATGTAGTTCAGATAAAAGTGCCATTTAAAAGATT---GATGG---tgctattgtctgggata
tgatttgtttggttcccccaagtctcttgttgaaatctgatgcccagtgttggaggtggggcctggtgtgaggtgttt
gggtcatgggga-ggacccctcaagagtggtttggtgtcattctcatgacaaggactcaat------tcttgctctta
gttcacactcgaactgattgttgaaaagagcctggcacctcctcctttt---------tctcttgccttttctctc--
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accatgtgatgcctgctttccttcgtcttacgtcatgagtggaatcttcctgaggtcctgaccagaagcagatactga
caccatacttcttgcatagcctgcagaaccatgggccaaataaaccttttttctttatacatcactcagcctcaggta
ttcctttatagcaacac-aaatggactaagact---GATGG---AATTTCCAAGTGTGAGGAGAATACAGTTATCTAA
AGACTGCAGGT----TTA-----AGTAAGCCACTACAGATGTTAAAAATTACACCTGAGTAAAATATTTGGTACAGC
>Marmoset
AATTCT-GCAGTGAAAAATAAC---CACTAATGCCAAAGGAGAATAAAGACTCTGAAGACAAAGTTAAGGTATTTGAG
GATAGACTC---AGGGATGTAGTTCAGATAAAAGTGCTATTTAAAAGACT---GACGG---tgctattgtttgg-ata
tgatttgtttgcttccaccaagtctcttcttgaaatctaatgcccaatgttgttgatggggcctggtgggaggtgttt
gggtcatgggga-ggatccctcatgagtggtttggtgtcattctcatgacaaggactgaat------tcttgctctca
gtccccactagatctgagtgtcgaaaagagcctggtacctcctcctctc-----cctctctcttgccttttctctctc
accatgtgatgcctgctttcctttgccttacctcatgagtactagattcctgaggtcctgaccagaagcagatgctga
caccaggcttcttgtatagcctgcagaaccatgggccaaataaacctcttttctttataaatcacttaacttcaggta
ttcctttgtagcaacag-aaatggcctaagact---GATGG---AATTTCTAAGTGTGAGGAGAATACAGTTATCTCA
AGACTACAGGT----TTA-----AGTAAGCCATTACAGATGTTAAAAATTATACCAGAGTAAAATATTTGGTACAGC
>Tarsier
AATTCT-GTGGTGAAAAATAAC---CATTAATGCCAAAGAAGAAGAAAGACCTGGAAGAGAAAGCTAAGCTGTTTGAG
GATAGACAC---AGGAATGCAGCTCAGATGAAAATGCAATTTAAAGGATT----------------------------
------------------------------------------------------aataaggtctggtgggaggtattt
tggtcatgggggcagacccctcattaaaggcttgatgccattcacacaggagtaagtgaat------tctcactctta
gttcctgcaagaactgg---------------taccgctttcccctctc---------tc------------------
accatgtgatgcctgctccccttcaccttctgccatgagtagaagcttcctgaggatctcatcagaaacagatgctgg
cgccacacttcttgtatggcctatggaactgtgagccaaacaaatatcttttctttataaattacctagcctcaggta
tttctttatagcaacac-aaacagaccaagaca---GATGA---AATTTCCAAGTGTGAGGAGAATACAGTTATTTAA
AGACTACAGAT----TTACTTCAAGTTCGCCACTGAAGATGCTAAAAATAAAACCATTGTAAAGTATTTGGTATAAC
>Bushbaby
AATTCTTGCAGTGAAAAATACC---CACTAATGACAAAGGAGAAGAAAACCCAGAAAGATAAAGTTCAGCTATCTGAG
GCTAGACAT---GGAGAATTAGTTCAGATGAAA-TGCAATTTAAAGGATT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------GATGG---AATTTCCAAGTATGAAGAGAACACAGTTATCTAA
AGACTGCAGGTGTAGTCAC----TTTAAGTCACTGTAGATGTTAAAAATAGGACCATAGTAAAATATTTGGCACAAC
>Mouse_lemur
AATTCT-GCAGTGAAAAATAAT---CACTAATGCCAAAGGAGAAGAAAGACCTGAAAGCCAAAGTTCAGCTATCTGAG
GATAGACAC---AGGGATGTAGTTCAGATGAAAATGCAATTTAAAGGATT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------GATGG---AATTTCTAAGTGTGA---GAATACGGTTACTTAA
AGAAAGCAGGT----TTAT----TGTAAGCCACTGTAGAGGTTAAAA-TAAGACCATAGTCAAATATTTGGCACAAT
>Tree_shrew
AATACT-GAAGTGGAAAATAACGAACACCAATGCCAAAAAGAAAG---GACCCAGAAGACAAAGCTAAGCTATTTGAA
GATAGACAC---AATGATGCAGTTCAGATGAAAATGCAATTCAAAGGATT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------GAAGG---AATATATAAATGTGGAAAAAAAA--GTTATCTAA
AGAGTACGGGT----TTAT----TTTAAGTCACTGTCAATTTTAAAAATAAGATCATAGTGAAGTATTTGGCACAAC
>Dog
AATTCT-GCAGTGAGTAATA----ACATTGATGCCAGGAGAAAAAAAACATAGACAAGAGTAAGCTAAGCTATA-GAA
CAAAGCTACTTGAAGGATGCAGTTCAGATGAAAATACAATGTAAAGGATT----------------------------
------------------------------------------------------------------------------
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------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------GATGG---AATTTCTAATTCAGAGGAGAAGAAAGTTATCCAA
AGATAGCAGGT----TTACTTTGAATAAGCCATAGTAAAATTAAAAAATAAGACCACAGTAAAATATTTTACATGAC
>Horse
AATTCT-GTAGTGAATAATAACAAACACTAATGCCAAAAGAGAAGAAAGACCTGGAAGACAAAGCTAAGATATTTAAA
GACAGACAT---AGGGATACAGTTCAGATCAATGTGCAATTTAAAGGATT----------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------GATGG---AATTTCTAAGTGTGAGGAGAATAAAGTTATCTAA
AGATAGAAGGT----TTACTTTAAATAAGCCACCAAAGATTTAAAAAATAAGACTATAGTAAAATATTTTGCATGAC
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Marker M131

>MSTB1
------------------------------------------------------------------------------
--tgctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaat
gggaggtgtttgggtcat-gggggcggatccctcatgaatagattaatg----------ccctccctcggggtgggga
t--gag-tgagttctcactctattagttcccgcgagagctggttgttaaaaagagcctggcacctccctcctctctct
cttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttccgcca-tgagtggaagcagcctg
aggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctctttt
ctttataaattacccagcctcaggtattcctttatagcaacacaaaatg------gactaagaca-------------
----------------------------------------------------------------------
>Human
AAG----AGG-TTTCCTTGAGGAAGAGGCACAGGAAAGATGA-AAATTTACATTCCTGCTGCTCTGATA---CTCAC-
--tgctctggtttggatgcttttcccccaaa-acctcatgttgaaatttgatcacaatgttggaggtgaggcctaatg
ggaaatgttttaggtcac-aggtgcagatccatcatgaatacactaatgcagggagaagggctgact-ggggcgaggg
tgtgag-tgagctctcactctattagttcctgtgagatctggttgttaaaaagagcctggcatctc----ccttcctc
t-----------gttgccatttgatctctacacactca-gctcccctttgccttccacca-tgagtggaagcatcctg
aggccctcaccagatgc---------ccaatgttgaaccttccagcaagctgaatcatgagctaaataaacctctttt
ctttataaattatccagcatcagatattcctttatagcaatagtaaatg------gactaagaca---CTGAA-----
-----ACAATAGCAAAACACATACTTTCAGCCCCACAGTGCCTCT-AAAAAGGTCTTCCCATATGTTACT
>Chimp
AAG----AGGCTTTCCTTGAAGAAGAGGCACAGGAAAGATGA-AAATTTACATTCCTGCTGCTCTGATA---CTCAC-
--tgatctggtttggatgcttttcccccaaa-acctcatgttgaaatttgatcataatgttggaggtgaggcctaatg
ggaaatgttttaggtcac-aggtgcagatccatcatgaatacactaatgcagggagaagggctgact-ggggcgaggg
tgtgag-tgagctctcactctattagttcctgtgagatctcgttgttaaaaagagcctggcatctc----ccttcctc
t-----------gttgccatttgatctctacacactca-gcacccctatgccttccacca-tgagtggaagcatcctg
aggccctcaccagatgc---------ccaatgttgaaccttccagcaagctgaatcatgagctaaataaacctctttt
ctttataaattatccagcatcagatattcctttatagcaatagtaaatg------gactaagaca---CTGAA-----
-----ACAATAGCAAAACACATACTTTTAGCCCCACAGTGCCTCT-AAAAAGGTCTTCCCATATGTTACT
>Orangutan
AAG----AGGCTTTCCTTGAAGAAAAGGCACAGGGAAGATGA-AAATTTATATTCCTGCTGCTCTGATA---CTCAC-
--tgctctggtttggatgtttttcccccaaa-acctcatgttgaaatttgatcacaatgttggaggtgaggcctaatg
ggaaatgttttaggtcac-aggtgcagatccatcatgaatacactaatgcagggagaagggctgactaggggcgaggg
tgtgag-tgagttctcactctattagttcctgtgagatctggttgttaaaaagggcctggcatctc----ccttcctc
t-----------gttgccatttggtctctacacactca-gctcccctttgccttccacca-tgagtggaagcatcctg
aggccctcaccagatgc---------ccaatgtggaaccttccagcaagctgaatcatgagctaaataaatctctttt
ctttataaattatccagcatcagatattcctttatagcaatagtaaatg------gactaagaca---CTGAA-----
-----ACAATAGCAAAACACACATTTTTAGCCCCACAGTGCCTCT-AAAAAGGTCTTCCCATATGTTACT
>Baboon
AAG----ACACTTTCCTTGAAG---AGGCATGGGGAAGATGA-AAATTTACATTCCTGATGCTCTGATA---CTCAC-
--tgctctggtttggatgtttttcccccaaa-acctcatgttgaaatttgatcacaatgttggaggtgaggcttaatg
ggaaatgttttaggtcac-gggcgcagatccatcatgaaaacactaatgcagggagaaaggctgactgggggcgacgg
tgtgag-tgagttctcactctattagttcccgtgagagttggttgttaaaaagaacctgatatctc----ccttcctc
t-----------gttgccatttgatctctacacactca-gctccccttggccttccacca-taagtggaagcatcctg
aggccctcaccagatgc---------ccagtgtcgaatcttccagcgagctcaatcatgagctaaataaacctcttct
ctttataaattatccagcatcagatattcctttatagcaatagtaaatg------aactaagaca---CTGAA-----
-----ACAATAGCAAAACACGTACTTTTAGCCTCACAGTGCCTCTAAAAAAGGTCTTCCCATATGTTACT
>Rhesus
AAG----ACACTTTCCTTGAAGAAGAGGCATGGGGAAGATGA-AAATTTACATTCCTGATGCTCTGATA---CTCAC-
--tgctctggtttggatgtttttcccccaaa-cactcatgttgaaatttgatcacaatgttggaggtgaggcttaatg
ggaaatgttttaggtcac-gggtgcagatccatcatgaaaacactaatgcagggaaaaaggctgactgggggcgacgg
tgtgag-tgagttctcactctattagttcccgtgagagttgattgttaaaaagaacctggtatctc----ccttcctc
t-----------attgccatttgatctctacacactca-gctccccttggccttccacca-tgagtggaagcatcctg
aggccctcaccagatgc---------ccagtgtcgaaccttccagcgagctgaatcataagctaaataaacctc--ct
ctttataaattatccagcatcagatattcctttatagcaatagtaaatg------aactaagaca---CTGAA-----
-----ACAATAGCAAAACACGTACTTTTAGCCCCACAGTGCCTCTAAAAAAGGTCTTCCCATATGTTACT
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>Marmoset
AAG----AGGCTTTCCTTGAAGAAGAGGCAGGGGGAAGATGA---------ATTCCTGCTGCTCTGATA---CTCAC-
--tgctctagtctggatg-ttttcccccaaa-acctcatgttgaaatttgatcacagtgttggaggtgaggcctaatg
ggatgtgttttaggtcatggggtgcagatccagcatgaatacattaatgcagggagaaggactgactaggggcaaggg
tgtgag-tgagttctcactctattagttcccatgagagctggttgttaaaaagagcctggcatctc----ccttcctc
t-----------gttgtcatttgatttctacacactca-gctcccctttgccttctgcca-tgggtggaagcatcctg
aggccctcaccagatgc---------ccagtgttgaacctaccagcaagctgaatcataagctaaataaacctctttt
ccttataaattatccagcatcaggtattcctttataataatagtaaatg------cactaagaca---CTGAC-----
-----ATAATAGCAAAACACGTACTTTTAGCCCCACAGTCCCTCT-AGAAAGGTCTTCCCATATGTTATT
>Tarsier
AAG----AGACTTTAGTTGAAGAAGAG----------GATGA-AAAGTTCCATTCCTGATGCTCTGAGA---TCTGC-
--tgctatggtttggatgtttgtccctccaa-atctcaagttgaaatttgatcccaatgttagagatgggggcctagt
ggaaggagtttaggtcat-gagggtggatccctcatgactacactaatgccgg---------------ggtgggaggt
agggagctgagttcttgctcta-tagttctcat---------tgtttaaaaagagcctccttcctctctttcttcctt
t-----------ctcaccacagaatctctgtatgcact-gtttccctttcactttccccagtgagtggaagcagcctg
aggccttcaccagatac---------ctaatgttgagccttcctgccagcagaattgtgagctaaataaacctctttt
ctttatgaattacccagcctcaggtatttctttatagc-----taaatggactaagactaagaca---CTCAC-----
-----ACAATAGCAAAACAGGTACTTTCAGCCCCACGGTGCCTCT-AAAAAGGTCTGGCTTTATGTTCTT
>Bushbaby
AAG----AGGCTTTCCTTAAA--AGAGGCACAAGGAGGATGC-AAAGTTCCTCCCCTGCTGCTTTGACA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------CTCAC-----
-----AGAGTGGCAAAATCAATACTATTAGCCTCACAAGGTCTCT-AAAAAGGTCTAACCTTGTATTCTG
>Mouse_lemur
AAG----AGGCTTTCCTTG------------AAGGGGGATGA-AAAGTTCCTCCCCTGCTGCTCTGATA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------CTGAC-----
-----ACAATGGCAAAACTCATACTGTTAGCCACGCAAGGCCTCT-AGAAAGGTCTAAGCTTGTGTTCT-
>Mouse
------------------GAAGAAGGGGGATGCAGAAGATGA-AAAATCCCAGCCCTG-TCATTTTAAA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------TGCAC-----
-----ACAGCAGCAAAATTGATATTTTGAATGTCATGGTGCCTCT-AAAATGGTCTAGCCTTCTGTTCCT
>Dog
------------------------------------ACATTC-AAACTCTGCTGCTCTGTAGCAGCAGA---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------CTCAC-----
------CAATAGCAAAACTGGTACTTTTATCCTTACAATGTCTCC-AGAAAGATCTGGCCTGCTGTTCCT
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>Horse
AGTCAGAAGGCTTTCAGCAAAGAAGAGGTGTAGGGAGGCTGAAAATGTTCCACCCCTGCTGTTCCGGTG---------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------------------------------------CAGCA---AA
CACACACGACAGCAAACCTGGTATTTTTATCCCCACAATGTCTCTAAAAAGATCTGG-CTT-ATGTTCTC
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Marker M132

>MSTB1
------------------------------------------------------------------------------
------------------------------------tgctatagtttgga-------tgtttgtcccctccaaacctc
atgttgaaatttgatcccc-agtgttgga---ggtggggcctaatgggaggtgtttgggtcatgggggcggatccctc
atgaatagattaa---tgccctccctcggggtggggatgagtgagttctcactctattagttcccgcgagagctggtt
gttaaaaagagcctggcacctccctcctctct----ctcttgcttcctctctcgccatgtgatctctgcacacgccgg
ctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgt
acagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttatagcaac
acaaaatggactaagaca------------------------------------------------------------
-------------------------------------------------------
>Human
CTTACATCCTTTTAGTGTTGTGACGGGTGCTGATAGAATTGGTTTAGCTCTTTCATCACCG-TTTAAAGAATATCAAG
GAAAGAATCTACATAACCCAGCTTG---GGTCT---tgctatggttcagacatagtttgtttggccccaacaagtctt
atgttgaaatctgatcccccagtgttgga-g--g-gggacctggtgggaggtgtttgggttatgagaagggatctttc
atgaatgggttggtgttgtcctcc-------taggagtgagtgagttctcactc----aattcccacaggaactggtt
attggaaagagcctg--acctcctcctgtctc----ctccttcctctctcatcgctctgacat-------------ca
cttcccttccctttctgccataagtggaagcagtcttaggccttcatcagaaacagatgctggtgccatgcttcttgt
atagtctgcagaactgtgagccaagtaaatctcttttctttattaattactcaacattaggcattcctttatggcaac
acaa-atggactaaaaca--------------------GGTTC---TGTGTCCATTC-----TTTAGGTCAAACACAC
TGGGGAGGGGGT-GGTATGAGGTTCTGAGATTACCCAATGTGGGTTATGT--TTT
>Chimp
CTTACATCCTTTCAGTGTTGTGACGGGTGCTGATAGAATTGGTTTAGCTCTTTCATCACCG-TTTAAAGAATATCAAG
GAAAGAATCTACATAACCCAGCTTG---GGTCT---tgatatggttcagacatagtttgtttggccccaacaagtctt
atgttgaaatctgatcccccagtgttgga-g--g-gggacctggtgggaggtgtttgggttatgagaagggatctttc
atgaatgggttggtgttgtcctcc-------taggagtgagtgagttctcactc----aattcccacaagaactggtt
attggaaagagcctg--acctcctcctgtctc----ctccttcctctctcatcgctctgacat-------------ca
cttcccttccctttctgccataagtggaagcagtcttaggccttcatcagaaacagatgctggtgccatgcttcttgt
atagtctgcagaactgtgagccaagtaaatctcttttctttattaattactcaacattaggcattcctttatggcaac
acaa-atggactaaaaca--------------------GGTTC---TGTGTCCATTC-----TTTAGGTCAAACACAC
TGGGGAGGGGGT-GGTATGAGGTTCTGAGATTACCCGATGTGGGTTATGT--TTT
>Orangutan
CTTACATCCTTTTAGTGTTGTGACGGATGCTGATAGAATTGGTTTAGCTCTTTCAGCACCG-TTTAAAGAATATCAAG
GAAAGAATCTACATAACCCAGCTTC---GGTCT---tgctatggtttaaacatagtttgtttggccccaacaagtctt
atgttgaaatctgatcccccagtgttggagg--g-gggacctggtgggaggtgtttgggttatgagaagggatccttc
gtgaatgggttggtgttgtcctcc-------taggagtgagtgagttctcactc----aattcttgcaagaactggtt
attggaaagagcctg--acctcctcctgtctc----ctccttcctctctcatcactctgacat-------------ca
cttcccttccctttctgccataagtggaagcagtctcaggccttcatcagaaacagatgctggtgccatgcttcttgt
atagtctgtagaactgtgagcaaagtaaatctcttttctttattaattactcaacattagacattcctttatagcaac
acaa-atggactaaaaca--------------------GGTCC---TGTGTCCATTC-----TTTAGGTCAAACACAC
TGGGGAGGGGGT-GGTATGAGGTTCTGAGATTACCCAATGTTGGTTATGT--TTT
>Baboon
CTTACATCCTTTTAGTGTTGTGACGGGTGCTGATAGGATTGGTTTAGCTCTTTCAACACCA-TTTAAAGAATATCAAG
GAAATAATCTACTTAACCCAGCTTG---GGTCT---tgttatggtttagacatagtttgtttggccccaacaagtctt
atgttgaaatctgatcccccagcattgga-gtcg-gggaccaggagggaggtgtttgggttgtgagaagggatccctc
atgaatgggtttgtgttgtcctcc-------taggagtgagtgagttctcactc----aattcccgcaagaactggtt
attgaaaagagcctg--acctcctcccctctctcttctccttcctctctcatcactctgacat-------------ca
tttcccttccctttctgccgtaagtggaagcagtcttaggccttcatcaaaaacagatgctggtgccatgcttcttgt
atagtctgcagaactgtgagccaagtaaatctcttttctttattaattactcaacattaggcattcctttatagcaac
acaa-atggactaaaacg--------------------GGTCC---TGTGTCCATTC-----TTTAGGTCAAACACAC
TGAGGAGGGGGT-GGTATGAGGTTCTGAGATTACCCAATATGGGTTATGTTCTTT
>Rhesus
CTTACATCCTTTTAGTGTTGTGACGGGTGCTGATAGGATTGGTTTAGCTCTTTCAACACCA-TTTAAAGAATATCAAG
GAAATAATCTACATAACCCAGCTTG---GGTCT---tgttatggtttagacatagtttgtttggccccaacaagtctt
atgttgaaatctgatcccccagcattgga-gtcg-gggaccaggagggaggtgtttgggttgtgagaagggatccctc
atgaatgagtttgtgttgtcctcc-------taggagtgagtgagttgtcactc----aattcccgtaagaactggtt
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attgaaaagagcctg--acctcctcccctctctcttctccttcctctctcatcactctgacat-------------ca
cttcccttccctttctgccataagtggaagcagtcttaggccttcatcaaaaacagatgctggtgccatgcttcttgt
atagtctgcagaactgtgagccaagtaaatctcttttctttattaataactcaacattaggcattcctttatagcaac
acaa-atggactaaaacg--------------------GGTCC---TGTGTCCATTC-----TTTAGGTCAAACACAC
TGAGGAGGGGGT-GGTATGAGGTTCTGAGATTACCCAATATGGGTTATGTTCTTT
>Tarsier
CTTACATTCTTTTAGTG-TGTGGTTGGTGCCGAGAGGGTTGATTTAACTTTCACAGCACCA-GTTAAGGAATACCAAG
GAAGGAAACTACATGGTTCAGCTTG---ATTCC---cggtgtggtttggatatggtttgtctgaccctgccaagtctc
atgttgaaatctgatt-tccatttttgga-g--gtggggcctagtgggaagtgtttgggttttgagggcagattcctc
acaattgactttttgccattctct-------tgagagtgag----ttcacactc--ttagttcccatgagaattggtt
gttgaaaagagcttg--acacttcctcacctt---tctttctcttacttcctttctaggacatttattgtctgctttc
cttcaccttctgccttgagct-----gaagttccctgaggccttcatcga----agatactggtgccatgtttcttat
acagcctgcagaaccctaagacaaataattatcttttctttataaattaccaagtctcaggtatttctttatagaaac
acaa-atggactaagacaATGTCCAAATGGACTAA---GGTAC---CGTGTCCATCC-----TTTAGATCAAACATTC
TAGGTAGGTGGA-G------------GAGGTTTCCCAATGTGAGTTACATTTGTA
>Bushbaby
CTTAGATTCTTTTAATGTTGTGACTGGTGCTGACAGGGTTGGTTTATCTTTCATGGTACCA-GTTAAAAAACATCAGG
GAAGGAATCTACGTGGCCTAGCTT------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------GGTCC---TCTGCCCATCCTTTCTTTTAGATCAAACACAC
TAGGCA--GAGT-GGTATGAAGATCTGAGTTTGCTGAATGTGGGTTATGTTCCTA
>Mouse_lemur
CTTACATTCTGTTAGTGTTGTGACTGGTGCTGATAAGGTTGGTTTATCTTTCATGGCACCA-GTTAAAAAATATCAGG
CAAGTGATCTCCATGGCCCAGCTTG-----------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------GGTCC---TCTGTCCATCC-----TTTAGATCAAACACAC
TGGGCAGGGGGT-GGTATGAGGTTCTGAGATTGCCAAATGTGGATCATATTCTTA
>Tree_shrew
-TTGC------TTAGTGCTGTGGCTGGTACTGA-AGGGTTGTTTTATCTTTCACGTTAGC-----AAAGAATATGAGG
GAAGAACTTGATATGGTCCAGCTT------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------GGTAT---CCATTC----------TTTAGATCAAACATGC
TGGACAGGGAGT-TGTATGAAGTTCTGAGATTACCTAACATGGGTCACGTTCTTA
>Dog
TTTACAGTCTGTTACTGCTGTGACCAGTGCTGAAAGGATTGCTTTCTTTTTCACAGCCCCAGTTTGAAGACTATCTGG
GAAGGAATCTACGT-TCCCAGCTTAG----------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------------AGTGT---TC--------------TTTAGATCAGACACAC
TGGGGAGAGGGA-GTTGTGAGTTTCTGAGATTGCTCA---------ATGTTCT--
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Marker M133

>MSTB1
------------------------------------------------------------------------------
-----------------------------------------------tgctatagtttggatgtttgtcccctccaaa
cctcatgttgaaatttgatccccagtgttggagg------------tggggcctaatgggaggtgtttgggtcatggg
ggcggatccctcatgaatagattaatgccctccctcggggtggggatgagtgagttctcactctattag-ttcccg-c
gag----------agctggttgttaaaaaga-gcctggcacctccctcctctctctcttgcttcctct-ctcgccatg
tgatctctgcacacgccggctccccttcaccttccgccatgagtggaagcagcctgaggccctcaccagaagcagatg
ctggcgccatg---cttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaattacccagcc
tcaggta-ttcctttatag----------------caacacaaaatggactaagaca---------------------
---------------------------------------------------------
>Human
ATTTTTTATT-----TCTATAATTCTTGGAATTTTTATATAATA----TGTATAAAATATTTGTATACAGATAATAAT
TTTAATACAATAC-AAA--ATATGTAATTATTCAAT---GGATG---tgatatagtttggagatttttcccctccaag
cttcatgtt-gaatatgattcctcatgttggagg------------tgggatgtagtgggaggtgtttcgatcacgga
ggcagatccctcattaatggcttggtgcca---tcc----tggtaatgagtaagttcttgctctgttaggttcctg-a
gagttcctgcaagaactgg----tgaaaaaa-gcgtggaacctttctcccctctctgttgctccctcttcttgctatg
tg--------acatgggggctccccactgccttccaccatgtgtggaagtagcctgagtccctcaccagaagcagatg
ctggtaccatgtggtaccatgtacagcctgcagaaccgtgagccaaataaac--ctctttat---aaatcacagagtc
ttaggta-ttcctttatag------------caatgcaatgcaaatgaatgaataca---GGATC---ACTCATAGTG
TTCTGACTGATCTTGTTTCTTTGCTTCTCTGAATCTTGCAGCTTATCACCACCAACT
>Chimp
ATTTTTTATT-----TCTATAATTCTTGGAATTTTTATATAATA----TGTATAAAATATTTGTATACAGATAATAAT
TTTAATACAATAC-AAA--ATATGTAATTATTCAAT---GGATG---tgatatagtttggagatttttcccctccaag
cttcatgtt-gaatatgattcctcatgttggagg------------tgggacgtagtgggaggtgtttcgatcacgga
ggcagatccctcattaatggcttggtgccatcctcc----tggtaatgagtaagttcttgctctgttaggttcctg-a
gagttcctgcaagaactgg----tgaaaaaa-gcgtggaacctttctcccctctctgttgctccctcttcttgctatg
tg--------acatgggggctccccactgccttccaccatgtgtggaagtagcctgagtacctcaccagaagcagatg
ctggtaccatgtggtaccatgtacagcctgcagaaccgtgagccaaataaac--ctctttat---aaatcacagagtc
ttaggta-ttcctttatag------------caatgcaatgcaaatgaatgaataca---GGATC---ACTCATAGTG
TTCTGACTGATCTTGTTTCTTTGCTTCTCTGAATCTTGCAGCTTATCACCACCAACT
>Orangutan
ATTTTTTATT-----TCTATAATTCTTGGAATTTTTATACAATA----TGTATAAAATATT--TATACAGATAATAAT
TTTAATACAATAC-AAA--ATATGTAATTATTCAAT---GGATG---tgatatagtttggagattcttcccctccaag
cttcgtgtt-gaatatgattccttgtgttggagg------------tgggacctagtgggaggtgtttcgatcacgga
ggcagatccctcattaatggcttggtgccatcctcc----tggtaacgagtaagttcttgctctgttaggttcctg-a
gagttcctgcaagaactgg----tggaaaaacgcgtggaacctttgtcccctctctcttgctccctcttcttgctatg
tg--------acattggggctccccactgccttccaccatgtgtggaagtggcctgagtccctcaccagaagcagatg
ctggtaccatgtggtaccatgtacagcctgctgaaccgtgagccaaataaac--ctctttat---aaatcacagagtc
ttaggta-ttcctttatag------------caatgcaatgcaaatgaatgaataca---GG-TC---ACTCATGGTG
TTCTGACTGAGCTTGTTTCTTTGCTTCTCTGAATCTTGCAGCTTATCACCACCAACT
>Baboon
------------------------------------------------------------------------------
----------------------------------------------------------------ttttcccctccaag
cttcatgtt-ggatatgattccttgtgttggagg------------tgggacctagtgggaggtgttttggtcatgga
ggcggatccctcattaatggcttggtgccatcctcc----tggtaatgagtaagttcttgctctgttaggttcctg-a
gagttcctgcaagaactgg----tgaaaaaa-gcctgggacctttctcccctctctcttgctccctcttcttgctatg
tg--------acatggagggtccccactgccttccaccatgtgtggaagtagcctgagtccctcaccagaagcagatg
ctggtaccatgtg---tcatgtacagcctgcagaaccatgagccaagtaaac--ctctttat---aaatcacagagtc
ttaggta-ttcctttatag------------caacgcaatgcaaatgaatgaataca---GGATC---ACTCCTGGTG
TTCTGACTGAGCTTGTTTCTTTGCTTCTTTGAATCTTGCAGCTTATCACCACCAACT
>Rhesus
CTTTTTTATT-----TCTATAATTCTTGGAATTTTTATACAGTA----TGTATAAAATATTTGTATACAG---ATAAT
TTTAATACAATGC-AAA--ATATGTAATTATTCAAT---GGATG---tgatatagtttggagatttttcccctccaag
cttcatgtt-ggatatgattccttgtgttggagg------------tgggacctagtgggaggtgttttggtcatgga
ggcggatccctcattaatggcttggtgccatcctcc----tggtaatgagtaagttcttgctctgttaggttcctg-a
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gagttcctgcaagaactgg----tgaaaaaa-gcctgggacctttctcccctctctcttgttccctcttcttgctatg
tg--------acatggagggtccccactgccttccaccatgtgtggaagtagtctgagtccctcaccagaagcagatg
ctggtaccatgtg---tcatgtacagcctgcagaaacatgagccaagtaaac--ctctttat---aaatcacagagtc
ttaggta-ttcctttatag------------caacgcaatgcaaatgaatgaataca---GGATC---ACTCCTGATG
TTCTGACTGAGCTTGTTTCTTTGCTTCTTTGAATCTTGCAGCTTATCACCACCAACT
>Marmoset
TGCTTTTATT-----TATATAATTCTTGGAATTTTTATACAATA----TGTATAAAATATTTGTATACAG---ATAAT
TTTAATACAACACAAAA--ATATATAATTATTCAAT---GGATC---tgatatagtttggatattggtcttctccaag
cttcatgtt-gaatatgattccctgtgttggagg------------ttggacctagtgggaggtgttttggtcatgga
agtggatccctaattaatggattggtgccattctcc----tggtaatgagtaagttcttgctctgttagattccta-a
gagttcctgcaacaactga----ttaaaaga-gcctggaaccttt-tcccctctcttttgctccctcttcttgctatg
tg--------acatgggggctccccgctgccttccgccatgagtggaagtagcctgagtctctcaccagaagcagatg
ctggtaccatgct---tcatgtacaacctgcagaaccatgagccaaatcaac--ctctttat---aaatcacagagcc
ttaggta-ttcctttatag------------caatgcaatgcaaatgaacaaataca---GGATC---ACTTATTGTG
TTCTGATTGAGCTTGTTTCTTTGTTTCTCTGAATCTTGCAGCTTAGCACCACCACCT
>Tarsier
CATGTTTACTAATACTGTATAATTATTTGTATTTATATACAATGTATTTAGATAAAATATTTACAAATAA-TAATAAC
TTTAATACAATACAAAAATATATGTAATTGTTTGCA---GGTTC---tgatatagtttgaatatttgtttcctccaaa
tctcatgttaaaatttgtttcccattgttgaataggattatgatactagggcatagtgggagatgtttgggtcatggg
ggcagatctctcatgaatggcttggtgccatcctca----tggtaatgagtgaatt----ctctactaaatactgata
gtgtttctgtaagaaccggttgttgaaaaga-gcctggcaccttcctcttccctctc---atttcctgtcttgccatg
tgatctcttcacacactcactctttttcatcttctaccatgagggaaaacagcctgaggccctcaccagatgaagatg
ctggtgccatgct---tcttgtacagcctgcagaatcatgagccaaataaacttttctttat---atgttacccagcc
tcgggtattttctttataagttatccagcctcagttacccactagtggactaagaca---GGGTC---ATTCAT--TC
ATCTGCTTG----TGCTTTTTTGTTTCTGTGAATCTTGCAACTTAGCACCACTACCT
>Bushbaby
TATTTTTATT-----AATATAA----------TTGTATATACTATATTTGTATAAAACATTTGTATACAAATAATAAT
TTTAATGCAGTACAGGA--GTATGTAATTGTTCATT------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------GGGTC---ATTCAT--CT
CT----CTGTGCTTATTTCTTTGTTTCTCTGACCTACACAGCTTAGTGCCATTACCT
>Mouse_lemur
TG-TTTTATT-----AATATAA----------TTGTATATAATATATGTGTTTAAAATATTTGTATACAAATAATAAT
TTTAATATAGTACAACA--GTATGTAACTGTTCATC------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------GGGTC---ACTCAT--CT
ACATGACTATGCTTGTTTCTTTGTTTCTCTGAACCATGCAGCTTAGCACTACTACCT
>Horse
TATTTTAATA-----AATGTTATTGCTTGTATTTGTGTACAATATATTCGTATATAATATTTGCATACA---AATAAC
TTGTATATAATACAAAA--ATATGTAATTGTTAGTT------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------GGGTC---ATTCATCTA-
-TCTGACTGTGCTTGTTTCTTTGTTTTTCTGAAACTTGCAGCTTAGCACCACTACCT
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Marker M135

>MSTB1
------------------------------------------------------------------------------
--------------------------------tgctatagtttggatgtttg-tcccctccaaacctcatgttgaaat
ttgatccccagtgttggaggtggggcctaatgggaggtgtttgggtcatgggggcggatccctcatgaatagattaat
gccctccctcggggtggggatgagtgagttctcactctattag-ttcccgcgag---agctggttg-ttaaaaagagc
ctggcacctccctcctctctctcttgcttcctctctcgccatgtgatctctgcacacgccggctccccttcaccttcc
gccatgagtggaagcagcctgaggccctcaccagaagcagatgctggcgccatgcttcttgtacagcctgcagaaccg
tgagccaaataaacctcttttctttataaattacccagcctcaggtattcctttata-gcaacacaaaatggactaag
aca---------------------------------------------------------------------------
------------------------------------------------------------------------------
----
>Human
TAAATAT---TCTGTTGGGGTAGGAG--TCAGCTATGGATGCTGAGCTGGAAGAACAAGGTCACTCTCAGAGCCTGGA
TGAGACAAAACGTGGTCCTCA---GTTGA---tgccacagtttagatatttgagc-cttccaaaactcatgttaaaat
ttgatccccagtgttggaagtggggcat---------------ggtcatgggggcagattcctcatcaatcgcttggt
gccttcctcgaggtaa----tgagtgagttcttgctctattacttctgcaacag-----atggttgcttaaa-agagc
ctggca-ctccctcctgtctctcgtgcttc--ttcttgccatgcga--tctgcacataccagctctcattcatgttcc
accatgagtagaagcttcctggggccctcatcacaagcagatattgatgccttgctttcagtacagcctgcaaa-cca
tgagacaaataaacctcttttctttataaattactcagtctcaagtattcctttatatcaatacaaaaataggctaag
aca---GCTGG---AAGGGAAGACCCTGTCAGACTGCCCCTCTCATTCTCTAACTTCATAGACCTCTCCTATCCTATG
ATAGCCCTAAAACGGAAATAGAAGTAGCTCTGAGAGACAATTCTAGAAGCACTGAAGGGGAAGCTTCAGTGACTTGGC
GGCT
>Chimp
TAAATAT---TCTGTTGGGGTAGGAG--TCAGCTATGGATGCTGAGCTGGAAGAACAAGGTCACTCTCAGAGCCTGGA
TGAGACAAAAGGTGGTCCTCA---GTTGA---tgccacagtttagatatttgagc-cttccaaaactcatgttaaaat
ttgatccccagtgttggaagtggggcgt---------------ggtcatgggggcagattcctcatcaatcgcttggt
gccttcctcgaggtaa----tgagtgagttcttgctctattacttctgcaacag-----atggttgcttaaa-agagc
ctggca-ctccctcctgtctctcgtgcttc--ttcttgccatgcga--tctgcacataccagctctcattcatgttcc
accatgagtagaagcttcctggggccctcatcacaagcagatattgatgccttgctttctgtacagcctgcaaaacca
tgagacaaataaacctcttttctttataaattactcagtctcaagtattcctttatatcaatacaaaaataggctaag
aca---GCTGG---AAGGCAAGACCCTGTCAGACTGCCCCTCTCATTCTCTAACTTCATAGTCCTCTCCTATCCTATG
ATAGCCCTAAAACGGAAATAGAAGTAGCTCTGAGAGACAATTCTAGAAGCACTGAAGGGGAAGCTTCAGTGACTTTGT
GGCT
>Orangutan
TAAATAT---TCTGTTGGGGTAGGAG--TCAGCTATGGATGCTGAGCTGGAAGAACAAGGTCACTCTCAGAGCCTGGA
TGAGACAAAAGGTGGTCCTCA---GTTGA---tgccatagtttagatatttgagc-cctccaaatctcatgttaaaat
ttgatccccagtgttggaagtggggcgt---------------ggtcatgggggcagattcctcatcaatcgcttggt
gccttccccgaggtaa----tgagtgagttcttgctctattacttctgcaacag-----atggttgcttaaa-agagc
ctggca-ctccctcctctctctcctgcttc--ttcttgccatgcga--tctgtacacaccagttctcattcatgttcc
accatgagtagaagcttcctggggccctcatcacaagcagatattgatgctttgctttctgtacagcctgcaaaacca
tgagacaaataaa---cttttctttataaattacttagcctcaagtattcctttatatcaatacaaaaataggctaag
aca---GCTGG---AAGGCAAGACCCTGTCAGACTGCCCCTCTCATTCTCTAACTTCATAGTCCTCTCCTATCCTATG
ATAGCCCTAAAATGGAAATAGACACAGCTCTGAGAGACAATTCTAGAAGCACTGAAGGGGAAGCTTCAGTGACTTTGT
GGCT
>Baboon
TAAATAT---TCTGTTGGGGTAGGAG--TCAGTTATGGATGCTGAGCTGGGAGAACAAGGTCACTTTCAGAGCCTGGA
TGAAACAAAAAGTGGTCCTCA---TTTGA---tgccatagtttagatatttgacctcatccaaatctcatgttgaaat
ttgatccccagtgttggaagtggggcat---------------ggtcatgggggcagattcctcatcaattgcttggt
gccttcctcgaggtaa----tgagtgagttattgctctattacttctgcaacag-----atggttgcttaaa-agagc
ctggca-ctcccccctctctctcatgcttc--ttcttgccatgcga--tctgcatatgccagctctcattcatgttcc
accatgagtagaagcttcctggggccctcatcacaagcatatattgatgccttgctttctgtacagcctgcaaaacca
cgagacaaataaacctcttttctttataaattactcggcctcaagtattcctttatattaatacaaaaatagactaag
tca---GTTGG---AAGGGGAGACCCTGTCAGACTGCCCCTCTCATTCTCTAACTTCACAGTCCTCTCCTATCCTATG
ATAGCCCTAAAACGGAAATAGAAGCAGCTCTGAGAGACAATTCTAG-AGCACTGAAGAGGAAGCTTTAGTGACTTTGT
GTCT
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>Rhesus
TAAATAT---TCTGTTGGGGTAGGAG--TCAGTTATGGATGCTGAGCTGGGAGAACAAGGTCACTTTCAGAGCCTAGA
TGAAACAAAAAGTGGTCCTCA---GTTGA---tgccatagtttagatatttgacctcatccaaatctcatgttgaaat
ttgatccccagtgttggaagtggggcgt---------------ggtcatgggggcagattcctcatcaatcgcttggt
gccttcctctaggtaa----tgagtgagttcttgctctattacttctgcaacag-----atggttgcttaaa-agagc
ctggca-ctcccccctctctctcatgcttc--ttcttgccatgtga--tctgcacacgccagctctcgttcatgttcc
accatgagtagaagcttcctggggccctcatcacaagcatatattgatgccttgctttctgtacagcctgcaaaacca
caagacaaataaacctcttttctttataaattactcggcctcaagtattcctttatatcaatacaaaaatagactaag
tca---GTTGG---AAGGGGAGACCCTGTCAGACTGCCCCTCTCATTCTCTAACTTCATAGTCCTCTCCTATCCTATG
ATAGCCCTAAAACGGAAATAGAAGCAGCTCTGAGAGACAATTCTAG-AGCACTGAAGAGGAAGCTTTAGTGACTTTGT
GTCT
>Marmoset
TAAATAT---TCTATTGGTGTAGGAG--TCAGCTATGGATGCTGAGCTAGGAAAACAAGGTCACTCTCAGAGCCTGGA
TGGGACAGAAGGTGGTACTCA---GTTGA---tgtcatagtttagatatttgacc-cctctaattttcatgttgaaat
ttgattcccagtgt------tggggtgt---------------ggtcatggatgcagagtcctcatcaatcgcttggt
gccttcctcaaggtaa----tgagtgagtttttgctctattagttctgcaagagaactaatagagccttaaa-agagc
ctggca-ctccctcctctctcttgtgcttc--cacttgccatgtga--tctacacacaccagctctcattcatcttcc
accatgagtagaagcttcctgaggccttcagcacaagcagatattgatgccatgcttttcgtacaaccttcagaacca
tgagccaaataaac--cttttctttacaaattacttagcctcaagtattcctttatatgagtacaaaaacaggctaaa
gca---ATTGG---AAGGGGAGA-CCTGTCAGACTGCCTCTCTCATTCTCTAACTTCATAGTCCTCTC---TTCTATG
ATAGCCCTAAAACAGAAACAGAAGCAGCTCTGAGAGACAATTCTAGAAGCACTGAAG---------------------
----
>Tarsier
TAAATATTGGTCTGTTGGGCTGAGAG--TCAGCTATAGATGCTGAGCTGGAAGAACAAGGCTCTTCTTAGAGCCTGGG
TGGGGAAGAAGGTGGTACTCA---GTGG----tgctatagtttggatatttga-c-cctccaaacattatgctacaat
ttgatcccc-ttgttggaggtgggacctaatgggaggtgcttgggtcatgggggtggattcatcatgatctacttggt
gcattccttaaggtca----tgagtgagttctagctctattaattccatgagag-----ctgtttgtttaaa-agagt
ctggtaccttcctcctctctcttttgcttcctctcttgctatgtga--tctgcacatgccagctcctgttcatctact
gtcttgagtggaagcagccagaagcccttattagatagaaatgttggcactgtgcttcttgtacagcctgcagagctg
tgagtcaaataagtctcctttctttataaattattcagcctcgggtatttccttataggaaca-aaaaatagactaag
aaa---TTTGG---AGTAGGAGACCCTGTCAGACTGCCCCTCTCATTTTCCAACTCCGTAGTCCTCTCCTATCCTATG
ACAGCCCTCAGATAGAAATAGAGGCATCGTTGAGAGACAATTCTAGAACCGCTAAAGAGGAAGCTTTGATGAGTTTGC
GGCT
>Bushbaby
TAAATATTGGTCTGTTGAGCTGGAAA--TCAGCTGTGGATGCTGAGCTGGGAGAATAACCATGCTCTAAGTTGTTGAG
TGGTGCAGAAGGTCATCCTCA---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------GATGG---GGAGTGAAACCCTGTCAGACTATCATTGTCATTTTCCATCATTATAGTTTTCTCCCATCCTATG
GTAGCCCTAAAGTAGAAATAGGATCATCTCTGAGAGATAATTCTA--------GAAGAGGAAGTTTCAGTTATTTTGA
GGAA
>Mouse_lemur
TAAATATTGGTCTGTTGAGCTGGAAG--TCAGCTATGGATGCTGAGCTGGGAGAACAAGGACCCTATCAGAGGCTGAG
TGGGTCATAAGGTGGTCCTCA---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------GT--G---AGAGGAAAACCCTGCTAGACTACCCTTGTCATTCTCTAACTCCATAGTCCTCTCCCATCCTATG
ATAGCTCTAAAATAGACATAAAAACAACTATGAGAGACAATTCTAAAACCCCTGAAGGGAAAGCTTCAATTATTTGGA
GGTT
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>Dog
TAAATATGGGCCTGTTGGGTGACATGGTACAGCTATGGATACTAACCTGGGAGAAAAGTGTCCCTCTAGGAGATTGGA
TGGGTCAGAAAATGGTCCTCA---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------GTTGG---AGACAGAGATCCTGTTAGACTGCCCCTCTTATTTTCCAGCTCCATAGTTCTTTCCCAACCTATG
ACAGTTCTAAACCAGAAGTGGAAACAGTTTTGAGAGGCAATCCCAGAACCCTAAAAGGAAAA--TTC-----TTTTCC
ACTT
>Horse
TGAGTATGGGCCTGTTGAGCTAAAGGGTGCAGCTATGGATGCTAACCTGGGAGAACAAGGTTGCTCTAGGAGATTGGG
TAGGGCAGAAAGTGGTCCTCA---------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------GTTGG---AGATAGAGACCCCGTTAGACTGCCCCTCTCATTCTCCAACTCCATAGTCCTTTCTCATCCTATG
ACAGCCCTAAAACAGAAATGGAAACAGCTCTGAGAGACAATTCTAGAACCCCTAAAGGGGAAGCTTCAGCGATTTTCC
AGTT
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Marker M137

>MSTB1
------------------------------------------------------------------------------
-----------------------------------------------------------------------------t
gctatagtttggatgtttgtcccctccaaacctcatgttgaaatttgatccccagtgttggaggtggggcctaatggg
aggtgtttgggtcatgggggcggatccctcatgaat-----agattaatgccctccctcggggtggggatgagtgagt
tctcactctattagttcccgcgagagctggttgtt-aaaaagagcctggcacctccctcctctctctcttgcttcctc
tctcgccatgtgatctctgcacacgccggct-ccccttcaccttccgccatgagtggaagcagcctgaggccctcacc
agaagcagatgctggcgccatgcttcttgtacagcctgcagaaccgtgagccaaataaacctcttttctttataaatt
acccagcctcaggtattcctttatagcaacacaaaatggactaagaca------------------------------
------------------------------------------------------------------------------
----------------------------------------------------------
>Human
ACAGAGTCCATCACTTGCCCTCTCTGAGTCTTAAACATCTTCCTGGAATGACCTAGAAACAAGAGGACTTTATGTTTT
GAGATGATACTACCCACATGCTAGATACTTCTCCCATGATTTTTGTAAAGAAA-AATCTGCCAATA---CCCCT---t
ggtatagtttggatatttgtcccttccaaatctcatg-------ttgatccccaatgttggaggtggagcctggttgg
aaggtgttaggtcatggggatggattcctcatgaac-----atcttcatgttgccctct----ggataatgagtgact
tcttgctctgttagttcctgtgagatctaattgtt-aaaaagagtctggcacctctgtcctctctctcttgctctctc
tctttccatgtgacat--------gctggct-ccccttctctttctgccatgattggaagcttcctggggccctcatc
agatgtaaatgcttacaccatgcttcttgtacagtttgcagaaccatgagccaaataaacttttctt-tttagaaatt
acccagcccgaggcattcctatatagcaacacaa-atggactaaaaca---CACCT----GGAAAAGATATTTGCAAA
TGAGAATGA-TTAAAAGCCATTTGGACAG---AAAAAAAGATGGAAGAAAGAGGAACACA----AATGTCCTCTATAA
GGTTGCTACTACGGGTGACAAATACATTTGAGGATGCCTAGCTCAATGCACTGCCTCC
>Chimp
ACAGAGTCCATCACTTGCCCTCTCCGAGTCTTAAACATCTTCCTGGAATGACCTAGAAACAAGAGGACTTTATGTTTT
GAGATGATACTGCCCATATGCTAGATACTTCTCCCATGATTTTTGTAAAGAAA-AATCTGCCAATA---CCCCT---t
agtatagtttggatatttgtcccttccaaatctcatg-------ttgatccccaatgttggaggtggagcctggttgg
gaggtgttaggtcatggggatggattcctcatgaac-----atcttcatgttgtcctct----ggataatgagtgact
tcttgctctgttagttcctgtgagatctaattgtt-aaaaagagtctggcacctctgtcctctctctcttgctccctc
tctttccacgtgacat--------gctggct-ccccttctctttctgccatgattggaagtttcctggggccctcatc
agatgtaaatgcttacaccatgcttcttgtacagtttgcagaaccatgagccaaataaacttttctt-tttagaaatt
acccagcccgaggcattcctatatagcaacacaa-atggactaaaaca---CACCT----GGAAAAGATATTTGCAAA
TGAGAATGA-TTAAAAGCCATTTGGACAG---AAAAAAAGATGGAAGAAAGAGGAACACA----AGTGTCCTCTATAA
GGTTGCTACTACGGGTGACAAATGCATTTGAGGATGCCTAGCTCAATGCACTGCCTCC
>Orangutan
ACAGAGTCCATCACTTGCCCTCTCTGAGTCTTAAACATCTTCCTGGAATGACCTAGAAACAAGAGGACTTTATGTTTT
GAGATGATACTACCCATATGCTAGATACTTCTCCCATGATTTTTGTAAAGAAA-AGTCTGCCAGTA---CCCCT---t
ggtatagtttggatatttgtcccttccaaatttcatgttgaaatttgatccccaatgttggaggtggagcctggttgg
gaggtgttaggtcatggggatggattcctcatgaac-----atcttcatgttgtcctct----ggataatgagtgact
tcttgctctattagttcctgtgagatctaattgtt-aaaaagggtctggcacctctgtcctctctctcttgctccctc
tctttccatgtgacat--------ggtggct-ccccttctctttctgccacgattggaagcttcctggggccctcatc
agatgtaaatgcttataccatgcttcttgtacagtttgcagaaccatcagccaaataaa-----ctt-tttagaaatt
acccagcccgaggcattcctatatagcaacacaa-atggactaaaaca---CACCT----GGAAAAGATATTTGCAAA
TGAGAATGA-TTAAAAGCCATTTAGACAG---AAAAAAAGACGGAAGAAAGAGGAACACA----AGTGTCCTCTATAA
GGTTGCTACTACCGGTGACAAATGCATTTGAGGATGCCTAGCTCAATGCACTGCCTCC
>Baboon
ACAGAGTCCATCACTTGCCCTCTCTGAGTCTTAAACATCTTCCTGGAATGACCTAGAAACAAGGGGACTTTATGTTTT
GAGATGATACTATCCATATGCTAGATACTTCTCCCATGATTTTTATATGGAAA-AATCTGCCAATA---CCCCT---t
ggtgtagtttggatatttgtctcttccaaatctcatgttgaaatttgatccgcaatgttggaggtggaacctggttgg
gaggtgttaggtcatggggatggtttcctcatgaacaagttatcttgatgttgtcctct----ggataatgagtgact
tcttgctctattagttcctgtgagatctaattgttaaaaaagagtctggcacctctgtcctctctctcttgctccctc
tcttgccatgtgacat--------gctggct-ccccttctctttctgccatgattggaagcttcctggggccctcctc
agatgtaaatgcttataccatgcttcttgtacagtttgcagaccgatgagccaaacaaacttttctt-tttagaaatt
acccagcctgaggcattcctatacagcaacacaa-atggaccaaaaca---CATCT----GGAAAAGATATTTGCGAA
TGAGAATGA-TTAAAAGCCATTTGGACAG----AAAAAAGATGGAAGAAAGAGGAACACA----AGTGTCCTCTATAC
AGTTGCTACTACCGGTGACAAATGCATTTGAGGATGCCTAGCTCAATGTACTGCCTCC
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>Rhesus
ACAGAGTCCATCACTTGCCCTCTCTGAGTCTTAAACATCTTCCTGGAATGACCTAGAAACAAGGGGACTTTATGTTTT
GAGATGATACTATCCATATGCTAGATACTTCTCCCATGATTTTTATATGGAAA-AATCTGCCAATA---CCCCT---t
ggtgtagtttggatatttgtcccttccaaatctcatgttgaaatttgatccccaatgttggaggtggaacctggttgg
gaggtgttaggtcatggggatggtttcctcatgaacaagttatcttgatgttgtcctct----ggataatgagtgact
tcttgctctattagttcctgtgagatctaattgtt-aaaaagagtctggcacgtctgtcctctctctcttgctccctc
tcttgccatgtgacat--------gctggct-ccccttctctttctgccatgattggaagcttcctggggccctcctc
agatgtaaatgcttataccatgcttcttgtacagtttgcagaccgatgagccaaacaaacttttctt-tttagaaatt
acccagcctgaggcattcctatacagcaacacaa-atggaccaaaaca---CATCT----GGAAAAGATATTTGCGAA
TGAGAATGA-TTAAAAGCCATTTGGACAG----AAAAAAGATGGAAGAAAGAGGAACACA----AGTGTCCTCTATAC
AGTTGCTGCTACCGGTGACAAATGCATTTGAGGATGCCTAGCTCAATGTACTGCCTCC
>Marmoset
TCAGAGTCCATCATTTGCTCTCTCTGAGTCTTAAACATCTTCCTGGAATGACCTAGAAAGAAGGGGACTTTATGTTTT
GAGATGATACTACCCATATGCTAGATACTTCTCCCGTGA-TTTTGTAAAGAAA-AATCTGCCAATA---CCCCT---t
ggtatagtttggatatttgtcccttccaaatctcgtgttgaaatttcatctccaaggtcggaggtgggacctggttgg
gaggtgttaggtcatgggggtggattcctcatgaac-----atcttgatgttgtctttt----aggtaatgagtgact
tcttgctctattagttgctgtgagatctaattgtt-caaaagagtctggcatctctctcatctgtctcttgatccttc
tcttgccatgtgacat--------gctggct-ccccttctctttctgtcatgattgaaaggttcttgaggccctcatc
agatataaatgcttacaccgtgcttcttgtacagcttgcagaaccatgagccaagtaaacctttcttctttagaaatt
acccagcttcaggcactcctatataacaacaaaa-attg------aca---CACCT----GGAAAAG-TATTTGCAAA
TGAGAGTAA-TTAAAAGCCATTTGAACAG---AAAAAAAGATGGAAGAAAGA--AACATG----CGTTTCCTCCATAT
GGTTGCTA----------------CATTTGAGGATGCCTAGCTCAATGCACTGCCTTC
>Tarsier
TCAGCATCAACCACTTCCTGTCTCTGGATCTTAATCATCATCCTGGAATGACCTAGAAACAAGGGGTCCTCACGTTTT
GTGATGATAC---CCATATCCTAGATACTTCTCCCATGA-TTTTGAAAAAGAA-AATCTGCCAGTA---CACCT---t
gacatagttaggatatttgtcccctctaaatctcatgttgaaatttgactccctaagttgtaggagaggcctaa-tgg
gaagttttaggttgtagaggcagatccctcatgaat-----ggcttgg---------------ggataatgagtgagt
tcttactctattagttcctgcaagaactgattttt---aaagagtctggcacctccttcttctctctc--gtcccttc
tctcaccgtgagacgt--------tatagctgccctttctctt------------------------aggtcctcaac
ataaatagatg---gtgccatacttcttgtatagcctgcagaattgtgagccaaataaacctcttttctttataaatt
acccaacctcaagtgttccttgatagcaacacaa-atggtctaaaaca---CACCT----AGAAAAGACATTTTCATG
TTAGGGTGA---ATAAGTCATTTGGGAAG----AAAAGGGATGGAAGAAAAAGGAACACA----AGTGTCCTTTGTAC
AGTTGATATTACGTATGGCAAATGAATTTGAGGACACCTATCTCAA-------CCTAC
>Bushbaby
-TAGAGTAAATCACTTTCCCTTTCTTGGTGTTAATCATCTTCATGGAATGACTTAG-AATAAGGAGACTTCATATTTT
GATATGATGCGACCCATATGCTAGAGACTTCTCTTATGA-TTTTG---AAAAA-AATCTACCAA--------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CACAT---CAGAAAAGATATTTACATA
TGAGAAAGA-TTAAAAGCCATTTAGGTAG-----AAAAGAATGAAAGA-----GGACACA----AGCGT-CTCTACAC
AGCTGCCCCTGCTTATGACAAGTGCATTTGAGTGCGCCTAGACTAACATACTGCCTCC
>Mouse_lemur
-TGGAGTCAATTACTTTCCCTTTCTGGGTCTTAATCATCTTTCTGGAATGACTTAG-AATAAGGGGACTTCATGTGTT
GATATGATACCACCCATATGCTAGATACTTC---TATGA-TTTTGAAAAAAAA-AATCTGCCAATA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CAC-C----AGAAAAGACATTTGCATA
TGGGAAAGC-TTAAAAGCCATTTGGACAG---GAAAAAGGATGGAAGAAAGAGGAACACA----AGTGTCCTCTGTAC
AGCTGCTGCTACCTGTGACACGTGCATTTGAGTGCACCTAGGGCAATGTACTGCCTCC

303



>Tree_shrew
TTAG--TCTATCACTCTCCCTCTCTGGGTATTAATCATCTTCCTGGAATACCCTAG-AGCAAAGGGACTCCATGTTTT
TAGATGATAGAACTGATATGCTAGAGACTTCTCCCAGGATT-------AAAAC-AATTTACCAGTA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CATCT----AGAAAAGATATTTGCACA
TGAGAATGAACTAAAGGCCATTTGGGCAG---AAAACTCGATGGCAGAAAGAGAAACACA-----GCGTCCCCTATTC
AGCTG----------TGACAAATTAATTTGTGGATAGCTGGCCCAGTGGGCTGCCTCC
>Dog
TGAGACTCAATCATATTCCTTCTCTGTGTCTCAATTATGTTCCTAGAATGACCTAG-ATGAGG-GAACTTCATATTTC
AAGATGATGCTACCCA-----TAGATACTTCTCTCAGGATTTTGA----AAAATAATCTGCCAATA------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
-----------------------------------------------------CCT------AAATGGTATTTGCACA
TGAGAACAA-TTAAAAGCCATCTGGGCAGAAAAAAAAAGGATGGAAGGAAGAGAAACACA---AAATATCCTTTATGC
AG----------CTATGACAAATACACTTGAGGCCTCCTAGCCCAGTGCTCTGCCTCC
>Horse
GAAGAGTCAATCATTTTCCTTCTCTGTGTC----TTATCTTCC-AAAATTACCTAA-AAGGAG-GGACTTCATGGTTT
GAGGTGATGCTACCCATATGCTAGATACTTCTTTCATGATTTTGA----AAAA-AATCTGCCATTTA-----------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------------------------CATAC--TCATAAATGATATTTGCATA
TGAGAATGA-TTAAAAGCCACAGAAGCAG---AAAAAAGGGTGGAAGGAAGAGGAATACAAACAAATGTCCTCTCTAC
AACTGCCACTGTCTATGACAAATACACTTGAGGCCACCTAGCCCAGAGCACTGCCTCC
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Marker M138

>MSTB2
------------------------------------------------------------------------------
-----------------------------tgctatggtttggatatggtttgtttgtc--cccaccaaaactcatgtt
gaaatttgatccccaatgtggcagtgttgggaggtggggccta--gtgggaggtgtttgggtcatgggggcagatccc
tcatgaatggcttggtgctgttctcatggtagtgagtgagtgagttctcactctcanragactggattagttctcgta
ggaatggattagttcccatgagagtgggttgttataaagccaggatgcccctcaggttttg-cctctttgcacgtgtc
cacttcccctttgaccttctctgccatgttatgatgcagcatgaaagccctcaccagaagccagggccatgcccttga
acttcc-------cagcctgcagaaccatgagctaaataaacctcttttctttataaattacccagtctcaggtattc
tgttatagcaacacaaaatggactaagaca------------------------------------------------
------------------------------------------------------------------------
>Human
GTTGATATTCCAGAGAAGTTCTCTGAGATGTCAGAATCT---TCAACAATCAATTATTCATTTAACAAAACATAACTT
AA----AAAAA---TTAA---GGTTA---tgctatggtttggatatggtgtgtttgtc--cccaccaaatttcatgtt
gaaatttcgtacccagtgtggtggtgttgagaagcagggataa--gtgggaggtgttagggtaatgggagtgaatccc
acatgaatggtttggtgccattctcttggtagtaact----gagtttttgctctcacaagatggggttggttcttatg
ggaatgaaatagttcttttgagagtgggttgttataaagccaggaaacatccgggtttgggtcctcttcacatgtgcc
tgcttctcctttgaccttttctgccatgttttga-gcagcaaaaaggctctcaccagaagccaagcagacatgggtgc
catgcctcttgtacagcctacagaactgtgagctaaataaacctcttt-----attagttacccagcctcaactattc
ctttataacaatataaaatggactaaggca---ACTTG-------TATTAATGTGATTAAACTATG-----------C
CAAATTATACTATTTTATAAGTCTTGTAAACCCTGAATGCATGAGTTTACACAAATGCATTTTGAAAGAACT
>Chimp
GTTGATATTCCAGAGAAGTTCTCTGAGATGTCAGAATCT---TCAACAATCAATTATTCATTTAACAAAACATAACTT
AA----AAAAA---TTAA---GGTTA---tgctatggtttggatatggtgtgtttgtc--cccaccaaatttcatgtt
gaaatttcatacccagtgtggtggtgttgagaagcagggataa--gtgggaggtgttagggtaatgggagtgaatccc
acatgaatggtttggtgccattctcttggtagtaact----gagtttttgctctcacaagatggggttggttcttatg
ggaatgaaatagttcttttgagagtgggttgttataaagccaggaaacatctgggtttgggtcctcttcacatgtgcc
tgcttctcctttgaccttttctgccatgttttga-gcagcaaaaaggctctcaccagaagccaagcagacatgggtgc
catgcctcttgtacagcctacagaactgtgagctaaataaacctcttt-----attagttacccagcctcaactattc
ctttataacaatataaaatggaccaaggca---ACTTG-------TATTAATGTGATTAAACTATG-----------C
CAAATTATACTATTTTATAAGTCTTGTAAACCCTGAATGCATGAGTTTACACAAATGCATTTTGAAAGAACT
>Orangutan
GTTGATATTCCAGAGAAGTTCTCTGAGATGTCAGAATCT---TCAACAATCAATTATTCATTTAGCAAAACATAATTT
TT----AAAAA---TTAA---GGTTA---tgctatggtttggatatggtgtgtttgtc--cccaccaaatttcacgtt
gaaatttggtacccagtgtggtggtgttgagaagcagggataaaagtgggaggtggtagggtaatgggggtgaatccc
acatgaatggtttggtgccattctcttggtagtaact----gagtttttgctctcacaagacggggttggttcttatg
ggaatgaaatagttcttttgagagtgggttgttataaagccaggaaacatccgggtttgggtcctcttcacatgtgcc
tgcttctcctttgaccttttctgccatgttttga-acagcataaaggctctaaccagaagccaagcagacatgggtgc
catgcctcttgtacagcctacagaactgtgagctaaataaacctcttt-----attagttacccagcctcaagtattc
cttcataacaatataaaatggaccaaggca---ACTTG-------TATTAATGTGATTAAATAATG-----------C
CAAATTATACTATTTTATAAGTCTTGTAAACCCTGAATGCATGAGTTTACACAAATGCATTTTGAAAGAACT
>Baboon
GTTGATATTCCAGAGAAGTTCTCTGAGATGTCAGCATCT---TCAGCAATCAATTATTCATTTAGCAAAACAT---TA
AA----AAAAA---TTAA---GGTTA---tgctatggtttggatatggtgtgtttgtc--cccaccaaatttaatgtt
gaaatttggtacccagtgtggtggtgttgagaagcagggataa--gtgggaggtgttagggtaatggaggtgaatccc
acatgaatggtttggtgccattctcttggtagtaact----gagtttttgctctcacaagacagggttggttcttacg
ggaatgaaatagttctttcgagagtgggttgttataaagccaggaaacatctgtgtttgggtcctcttcacatgtgcc
tgcttctcctttgaccttttgtgccatgttttga-acagcataaaggctctcaccagaagccaagcagacatg-----
-----------tacagcctacagaactgtgggctaaataaacctcttt-----attagttacccaggctcaagtattc
ctttaaaacagtataaaatggaccaaggca---ACTTC-------TATTAATGTGATTAAATTATG-----------C
CAAATTATACTATTTTATAAGTCTTGTAAACCCTGAATGCATGATTTTACACAAATGCATTTTGAAAGAACT
>Rhesus
GTTGATATTCCAGAGAAGTTCTCTGAGATGTCAGCATCT---TCAGCAATCAATTATTCATTTAGCAAAACATCATTA
AA----AAAAA---TTAA---GGTTA---tgctatggtttggatatggtgtgtttgtc--cccaccaaatttaatgtt
gaaatttggtacccagtgtggtggtgttgagaagcagggataa--gtgggaggtgttagggtaatggaggtgaatccc
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acatgaatggtttggtgccattctcttggtagtaact----gagtttttgctctcacaagacggggttggttcttaca
ggaatgaaatagttctttcgagagtgggttgttataaagccaggaaacatctgggtttgggtcctcttcacatgtgcc
tgcttctcctttgaccttttctgccatgttttga-acagcataaaggctctcaccagaagccaagcagacatgggtgc
catgcttcttgtacagcctacagaactgtgggctaaataaacctcttt-----attagttacccagcctcaagtattc
ctttaaaacagtataaaatggaccaaggca---ACTTC-------TATTAATGTGATTAAATTATGATTAAATTATGC
CAAATTATACTATTTTATAAGTCTTGTAAACCCTGGATGCATGATTTTACACAAATGCATTTTGAAAGAACT
>Marmoset
GTTGATATTCCAGAGAAGTTCTCTGAGATGTCAGAATCT---TCAGCAATCAAT-ATTCATTTAACAAAACATCATTT
A-----AAAAA---TTAA---TGTTA---tgctatggt-------------atttgtc--cccagcaaatttcatctt
gaagtttgacccccagtgtggtgctgttaaaaagcagtgataa--gtgggaggtattagggtagtgtaggtgaatccc
atgtaaatggtttggtgccattctcttggtagtaacc----gagtttttgctctcacaagacaagattggttcttatg
ggaaaggactagttcccttgagagtgagtcgttataaagccaggacacttttgggtttgggtcctcttcacatgtgcc
tgcttctcctttgaccttttctgccatgttttat-acagcataaaggctcttaccagaagccaagcagatgtgggcac
catgctttttgtacaacctatagaactgagagctaaataaacctcttt-----atttgttacccagccccaagtattc
ctttataacaacataaaatggaccaagaca---ATGTG-------TAATAATGTGATTAAATTATA-----------C
CAAATTATACTATTCTATAAATCTTGTAAACCCTGAATGCATGATTTTACACAAATGCATTTTGAAAGAACT
>Tarsier
GTTGATATTCCAGAGAAGTTATCTGAGATGTCAGAATCT---CCAGCAATGAATTATTTACTTAGAAAATTTTCATTT
------AAAAACTCTTAA---GCTTG---tgctacggtttggatatagtttgtttgccactccctccaataccatgtt
gaaacttgatccgcaatgtggtaatgttg-gaggtgagaccta--gtgggaggtgtttgggtcatgggggagaatacc
ttgtgaatgacttggtgcccttctcttgatagt--------gagttcttgctcttgcgagatcacactggttcttgtg
ggaaaacactagtt----------------------------ggatgactttgggtttagtccctctttacatgtact
cacttcccctttgaccttctctgccatgttttgacactgcaaaaaagtcctcaccagaagccaagtagatgagggcat
cattcttcctgtacagtctgtagaactgtgagctaaataaacctcttttctttataaattacccagcctcaggtattt
ctttataacaacacaaaatgggctacgaca---GCTTG-------TGATGATGTGATTAAATCTTG-----------T
CAAATTATACTACTTTATGAGTCCTATAAACTCCAAATGCATGGTTTTATAAAAATGCATTATAAAAGAACT
>Bushbaby
GTTGATATTGCAGAGAGGTGCTCCAAGATGTCGGAATGTCCAGGAATAAGAGAGTATTTATTTAGAG-----------
------AACTACGTTTTA------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------GCTTA-------TGATGACATGATTAAATCATG-----------C
CAAATTATACCAGTTTATAAGCACTTCAAACTCCAAATGCATGA-TTTACATAAATACATTTTGAAAGAACC
>Mouse_lemur
GTTGA-----------GGTTCTCCAAGATGTCAGAATCACTGGAAATAAGAGAGTATTTATTTACTAAAACATCATGA
AAAGAGAAATATTTTTTA------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
--------------------------------GGCTTA---CTTGTGATGGTGTGATTAAATCACG-----------C
CAAATTATACTAGTTTATGAGCCCTGTAAACTCCAAATGTATTATTTTACATAAATGCATTCTGAAAGAACT
>Tree_shrew
GGTGGTATTCCAAAGATGGTCTCTAAGATGTCAGAATCT---CCAGCCATAGAGTATTTATTTAGCAAAACATTGTCA
GAAGACAGATATT-TTAA------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------GCTTG-------GAATAATGTGGTTAAATCATG-----------C
CAAATCATACTACTTTATGAGTCTTGTAAACTCCAAATGCATGATATTGTACAAGTGCATTTTGAAAGAACT
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>Horse
GTTGATATTCCAGACAGGTTCTCTAAGATGTCAGAATCT---CCAGCAATGGATTATTTATTTAGTAAAACATTGTCA
AAAGAGAAATATATTTAA------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
------------------------------------------------------------------------------
---------------------------------ACTTA-------TGATGACGTGATTAAATCATG-----------C
TAAATTATACAACTTTATGATTCATGTAAACTTCAAATGCATGATTTTACACAAACGCATTTTGAAAGAGCT
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