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Supplementary figure 1

Hydrophobic interactions (a), hydrogen bonds (b) and n-electrons (c) involved in Deg5 trimer formation. The neighboring
Deg5 protomers are shown in light pink and light blue, respectively. Residues involved in trimer formation are shown in stick
mode. Two hydrophobic core regions are shadowed gray. Hydrogen bonds are presented as black dash lines.
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Supplementary figure 2

Interactions involved in Deg8 trimer and hexamer formation and proteolytic activity assays. (a)-(b) Hydrophobic interactions
(a) and hydrogen bonds (b) involved in Deg8 trimer formation. The neighboring Deg8 protomers are shown in magenta and
cyan, respectively. Residues forming hydrophobic interactions or hydrogen bonds are shown in stick mode. Two hydrophobic
core regions are shadowed gray. Hydrogen bonds are presented as black dash lines. (c) Hydrogen bonds involved in Deg8
hexamer formation. The neighboring Deg8 trimers are shown in green and magenta, respectively. Residues forming hydrogen
bonds are shown in stick mode and hydrogen bonds are presented as black dash lines. (d) Proteolytic activity assays of Degl
and Deg8. The reaction mixtures at different time points were subjected to SDS-PAGE (m: min, h: hour).



