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Extended Experimental Methods 

 Construction of Block 6 repeats with variable number of consensus or mutant repeats.  

The number of repeats and their sequence were manipulated by combining overlapping and 

terminating oligonucleotides in different ratios. 1 and 3 represent "termination" oligonucleotide pairs, 

which have appropriate overhangs to facilitate cloning into the minigene. 2 represents the 38 bp 

repeat or its mutants as staggered upper and lower strands. Varying the ratios of the pre-annealed 1 

and 3 pairs with the annealed upper and lower number 2 strands produced a ladder of products of 

variable sizes. Products were then gel purified and cloned (supplemental figure S2) 

 

Block 6 consensus repeats 

Termination oligonucleotides 1  

Top strand   

5’-

GCATGGCTTAAGACAGTCTTTACTGTGTCAGCTTGCAAACCTGGGTGGGGATTGGTGGAATTGGTTTTCATGTGTG

GGGTAGGTGGG-3’ 

Bottom strand  

5’- AAAACCAATTCCACCAATCCCCACCCAGGTTTGCAAGCTGACACAGTAAAGACTGTCTTAAGCCATGC -3’ 

 

Consensus overlapping oligonucleotides  

Top strand 5’- GATCTGTGGGATTGGTTTTCATGTGTGGGGTAGGTGGG-3’ 

Bottom strand 5’- AAAACCAATCCCACAGATCCCCACCTACCCCACACATG-3’ 

 

Termination oligonucleotides 3  

Top strand  5’- GATCTGTGGGATTGGTTTTTGTACATATGAG-3’ 

Bottom strand  5’- CTCATATGTACAAAAACCAATCCCACAGATCCCCACCTACCCCACACATG -3’ 

 

 

G28  A mutant 

Termination oligonucleotides 1  

Top strand  5'-CATCATGCAGCATTAATTAACATGTGTGGGGTAGaTGGG-3' 

Bottom  5'- TTAATTAATGCTGCATGATG -3' 

 

 



Consensus overlapping oligonucleotides  

Top strand  5'-GATCTGTGGGATTGGTTTTCATGTGTGGGGTAGaTGGG-3' 

Bottom strand  5'- AAAACCAATCCCACAGATCCCCAtCTACCCCACACATG -3' 

 

Termination oligonucleotides 3  

Top strand  5'-GATCTGTGGGATTGGTTTTTGTACACATCATGCAGCA-3' 

Bottom strand 5'- TGCTGCATGATGTGTACAAAAACCAATCCCACAGATCCCCAtCTACCCCACACATG -3' 

 

 

G15  A mutants 

 

Termination oligonucleotides 1  

Top strand  5'-CATCATGCAGCATTAATTAACATGTGTGGGGTAGGTGGG-3' 

Bottom strand 5'- TTAATTAATGCTGCATGATG -3' 

 

 

Consensus overlapping oligonucleotides  

Top strand  5'-GATCTGTGaGATTGGTTTTCATGTGTGGGGTAGGTGGG-3' 

Bottom strand  5'- AAAACCAATCtCACAGATCCCCACCTACCCCACACATG -3' 

 

 

Termination oligonucleotides 3  

Top strand  5'-GATCTGTGaGATTGGTTTTTGTACACATCATGCAGCA-3' 

Bottom strand 5'-ACGACGTACTACACATGTTTTTGGTTAGAGTGTCTAGGGGTGGATGGGGTGTGTAC-3' 




