
Supplementary information, Table S2 Primer sequences used in qRT-PCR 

analysis 

Gene Accession 

number 

Sense (S)/ 

Antisense 

(AS) 

Sequence (5’-3’) 

DUOX2 NM_014080.4 S                      

AS 

ACCTAAGCAGCTCACAACT 

CAGAGAGCAATGATGGTGAT 

DUOX2 NM_014080.4 S                      

AS 

GATGGTGACCGCTACTGGT 

CAGAGAGCAATGATGGTGAT 

DUOXA2 NM_207581.3 S                      

AS 

TAACGGCTACAGACAGTGAG 

CTGCTCTCAACGCTCTGG 

IFNAR1 NM_000629.2 S                      

AS 

TGACCAGAAATGAACTGTGTCA 

TTTAAATAGTTAAGAGCTTGCCCG 

IFNB1 NM_002176.2 S                       

 

AS 

GAACTTTGACATCCCTGAGGAGATTAAGCAG

C 

GTTCCTTAGGATTTCCACTCTGACTATGGTC

C 

IFIT1 NM_001548.3 S                      

AS 

GCCCAGACTTACCTGGACAA 

GGTTTTCAGGGTCCACTTCA 

IL28A 

 

NM_172138.1 S                      

AS 

CTCAGGTTGCATGACTGGTGG 

GAGGCCTCTGTCACCTTCAAC 

IL29 NM_172140.1 S                      

AS 

CTTCCAAGCCCACCACAACTG 

CTTGAAGCTCGCTAGCTCCTG 

TNFa NM_000594.2 S 

AS 

CAGAGGGCCTGTACCTCATC 

GGAAGACCCCTCCCAGATAG 

S9 NM_001013.3 S                      

AS 

CGTCTCGACCAAGAGCTGA 

GGTCCTTCTCATCAAGCGTC 

-actin NM_001101.3 S                      

AS 

GACTTCGAGCAAGAGATGG 

AGCACTGTGTTGGCGTACAG 

 

 

 

http://www.ncbi.nlm.nih.gov/nucleotide/50593016?report=genbank&log$=nucltop&blast_rank=1&RID=YHAS3BCM01N
http://www.ncbi.nlm.nih.gov/nucleotide/26024320?report=genbank&log$=nucltop&blast_rank=1&RID=YHB9RCZ701S
http://www.ncbi.nlm.nih.gov/nucleotide/26024324?report=genbank&log$=nucltop&blast_rank=1&RID=YHB1KS8S01N
http://www.ncbi.nlm.nih.gov/nucleotide/25952110?report=genbank&log$=nucltop&blast_rank=1&RID=YHAGEBBV01S

