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+1-6N +1-6N +1-6N +1-6N

+1 +2 +3 +4
Nucleosome position in gene

+1-6N +1-6N +1-6N +1-6N

+1 +2 +3 +4
Nucleosome position in gene

Lo
g 2

(S
co

re
)

0

0.5

-0.5

1.0

In
 v

iv
o 

M
ut

an
t

In
 v

iv
o 

W
T

In
 v

itr
o


