
●

●
●

● ●

●

●

●
●

●

●

●

●
● ● ●

● ●

●

●
● ●

●

●

●

●

●
●

●

●
●

●
● ● ● ●

●

● ●
●

●
●

●

● ●
●

●

●

● ● ● ● ●
●

●

●

● ●

●

●

●

●

●

●

●

●

● ●
● ● ●

● ●
●

●

●
●

●

●

●

●

●

●

●

● ● ● ● ●
●

●
●

●

●

●

●●

●

●

●

●

●

● ● ●
● ●

●

Figure S8

A

B

0

30

-30

−0.5

0

0

100

200

300

0.5

msi1-Δ rlf2-Δcac2-Δ

+1 +2 +3 +4
Nucleosome position in gene

G
en

e 
co

un
t

−0.5

0

0.5

Lo
g 2

(M
N

as
e/

D
N

A
)

Lo
g 2

(M
N

as
e/

D
N

A
)

M
ea

n 
sh

ift
 (b

p)

+1 +2 +3 +4
Nucleosome position in gene

+1 +2 +3 +4
Nucleosome position in gene

●

●

●

● ●
●

●

●

●

●

●

●

● ●
● ● ● ●

●

●

●

●

● ●

●

●

●

●
●

●

●
● ● ● ● ●

●

●

●

●

●

●
●

●

●

●

●

●

●
● ● ● ● ●

●

●

●

●

●

●

●

●

●

●

●

●

● ● ● ●
● ●

●
●

●

●

●
●

● ●

●

●

●

●●
● ● ●

● ● ● ●

●

●

●

●

●
●

●

●

●

●
●

● ● ●
● ●

Negative shift Positive shift Other

+1-6N +1-6N +1-6N +1-6N

+1 +2 +3 +4
Nucleosome position in gene

+1 +2 +3 +4
Nucleosome position in gene

+1-6N +1-6N +1-6N +1-6N

+1 +2 +3 +4
Nucleosome position in gene

+1-6N +1-6N +1-6N +1-6N

Lo
g 2

(S
co

re
)

0

0.5

-0.5

1.0

In
 v

iv
o 

M
ut

an
t

In
 v

iv
o 

W
T

In
 v

itr
o


