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Table S3. Overview of Random Forest parameters and results
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FIGURE S1

Supplementary Figure S1. Distribution of GATA-1 chromatin occupancy in Ter119- and Ter119+ cells
A. Distribution of the distances between GATA-1 identified peaks from annotated gene TSSs

B. Location analysis of GATA-1 peaks. Left: Percentage of intragenic and intergenic peaks. Middle: Distribution of intragenic GATA-1 
peaks in 5'UTR, 3'UTR, introns and exons. Right: Distribution of intergenic GATA-1 peaks in 0-5kb, 5-25kb, 25-50kb and >50kb 

windows from TSS.



FIGURE S2

Supplementary Figure S2. GO analysis of GATA-1 target genes composing the TGS Class I
Results are shown for genes identified in Ter119- (green bars) and Ter119+ (red bars). Blue bars refer to genes identified in both 

Ter119- and Ter119+ cells with a TGS score higher than 500 (Class I threshold).



FIGURE S3

Supplementary Figure S3. GO analysis of GATA-1 target genes switching TGS Classes
Results are shown for genes identified in Ter119- and Ter119+ that fall in different TGS classes in each dataset.

A. Descending genes transition to a lower TGS class with differentiation.
B. Ascending genes represent genes transitioning to a higher TGS class with differentiation



FIGURE S4

Supplementary Figure S4. Examples of GATA-1 enrichment profiles of genes showing decreasing GATA-1 levels



FIGURE S5

Supplementary Figure S5. Examples of GATA-1 enrichment profiles of genes showing increasing GATA-1 levels



FIGURE S6

Supplementary Figure S6. Absolute mRNA levels of clustered GATA-1 target genes
Boxplots illustrating the distribution of absolute mRNA levels between genes composing each of the three identified clusters along the 

R2 to R5 stages of erythroid differentiation


