Table S2

Contribution of the G. bimaculatus transcriptome to existing G. bimaculatus GenBank accessions.

Gene Name Accession Accession total # nt # 5’ nt added # 3’ nt added % Accession Transcriptome Read Consensus Query
# Sequence added by by by lengthened by Name Region Location
Length (nt) transcriptome transcriptome transcriptome transcriptome
14-3-3epsilon AB443441 460 25 25 0 5% GE8SX9MO02IK8UO 1-365 1-367
460 111 0 111 24% GFCP6CO02GWC4H  425-112 151-460
14-3-3zeta AB443440 438 2605 19 2586 595% isotig03712 2597-3034 full
438 2605 19 2586 595% isotig03711 2597-2962 73-438
16s ribosomal AF248685 498 207 207 0 42%  GE8SX9M02GQ4TQ 208-423, 1-215,
493-533 280-331
498 120 0 120 24% GE8SX9MO1ELV4A 121-329 289-498
18S ribosomal AF514548 1021 175 175 0 17% isotig14176 176-799 1-627
1021 938 0 938 92% contig11156 939-1037 922-1021
28s ribosomal EU878290 726 90 90 0 12% isotig07604 91-377 1-287
726 283 283 0 39% isotig07603 284-570 1-287
726 64 0 64 9% isotig20138 65-144 645-724
abdominal-A AB194277 868 309 309 0 36% GFCP6CO01AM666 310-375, 708-780,
386-458 790-854
accessory DQ630916 570 0 0 0 0% GE8SX9MO01BFM7Q full 19-246
gland protein
actin AB087882 1290 0 0 0 0% GFJY65E02JJW4Q 3-391 453-522,
874-1024,
1106-1275
aristaless AB071147 2857 0 0 0 0% GFCP6CO01BE1VK full 2587-2831
armadillo AB109212 3836 160 160 0 4% isotig05341 161-2579, 11-2428,
protein 2604-3966 2453-3811
beta-actin DQ630919 210 203 138 65 97% GFJY65E02ICT38 66-274 1-210
chico AB370294 440 37 37 0 8% GFJY65E01AQ60L 292-36 7-262
440 0 0 0 0% GFJY65E01CJM64 1-231 35-262
cyclin B3 AB443443 802 270 0 270 34% GE8SX9M02GFOJ4 271-368 704-802
cyclin E AB378067 209 1276 617 659 611% isotig01641 660-850 full
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