Supplemental Table 1
Multivariate Analysis Multivariate model showing SNPs (ranked by p-value) associated with time
to CGD, stratified by transplant center. Model also adjusted for confounders such as donor age
and recipient characteristics such as African-American race, smoking status, recipient-donor CMV
status, and age. Analysis conducted using a Cox proportional hazards model.

95% 95% Minor Minor
Lower Upper allele MAF allele in MAF in
SNP Gene HR Cl Cl P Value in AA  in AA  non-AA non-AA
rs7886938 FMO6 1.60 1.26 2.04 1.47E-04 A 0.19 A 0.16
rs7889839 FMO6 1.60 1.25 2.04 1.58E-04 G 0.19 G 0.16
rs2272797 FMO6 1.57 1.23 2.01 3.15E-04 A 0.17 A 0.16
rs909530 FMO3 150 1.20 1.87 3.52E-04 T 0.48 T 0.25
rs3769148 ZAK 0.68 0.54 0.85 5.61E-04 A 0.11 A 0.47
rs2369679 AK7 158 1.20 2.08 1.07E-03 C 0.03 C 0.17
rs2239360 FANCA 1.42 1.15 1.76 1.22E-03 C 0.35 T 0.34
rs10916 CYP1B1 1.45 1.16 1.83 1.38E-03 G 0.30 G 0.21
rs2242480 CYP3A4 159 1.19 2.13 1.59E-03 C 0.29 T 0.11
rs916864 PON3 0.62 0.46 0.84 1.78E-03 T 0.09 T 0.22
rs609636 CYP4F12 0.37 0.20 0.69 1.85E-03 T 0.07 T 0.06
rs609290 CYP4F12 0.37 0.20 0.69 1.89E-03 T 0.07 T 0.06
rs1639 PON2 0.63 047 0.85 2.13E-03 G 0.10 G 0.23
rs7190823 FANCA 1.39 1.12 1.72 2.59E-03 T 0.32 C 0.42
rs12448860 FANCA 1.37 1.11 1.69 3.17E-03 T 0.37 A 0.42
rs2300703 SRD5A2 1.37 111 1.69 3.91E-03 C 0.39 T 0.43
rs6500452 FANCA 1.37 111 1.70 3.98E-03 C 0.48 C 0.33
rs2410558 NAT2 1.36 1.10 1.68 5.11E-03 T 0.40 T 0.30
rs1800287 FANCA 1.35 1.09 1.67 5.20E-03 G 0.28 C 0.42
rs12470143  SRD5A2 0.73 0.59 0.91 5.31E-03 T 0.31 T 0.47
rs6196 NR3C1 0.64 0.47 0.88 6.07E-03 G 0.17 G 0.15
rs2266780 FMO3 1.44 1.11 1.87 6.19E-03 G 0.04 G 0.18
rs1799930 NAT2 0.71 055 0.91 6.24E-03 A 0.32 A 0.29
rs2794520 CRP 0.73 0.58 0.92 7.06E-03 T 0.23 T 0.34
rs4148733 ABCB1 1.46 1.10 1.92 8.00E-03 C 0.19 C 0.16
rs3740526 MMS19 1.33 1.08 1.64 8.28E-03 A 0.20 A 0.40
rs903881 ABCC1 1.40 1.09 1.81 8.43E-03 T 0.22 T 0.19
rs5745325 MSH4 0.72 0.56 0.92 8.53E-03 A 0.33 A 0.27
rs12954 FMO1 1.44 1.10 1.90 8.92E-03 A 0.10 A 0.15
rs2072374 NCAPD2 0.69 0.52 0.91 9.36E-03 T 0.05 T 0.27
rs585890 SRD5A2 0.75 0.61 0.93 9.94E-03 T 0.43 T 0.47
rs5759197 TSPO 1.31 1.07 1.62 1.05E-02 T 0.22 C 0.35
rs3772173 SKIL 1.35 1.07 1.70 1.07E-02 T 0.49 C 0.21
rs1061646 FANCA 1.32 1.07 1.63 1.08E-02 C 0.45 T 0.33
rs1205 CRP 0.74 0.59 0.94 1.16E-02 T 0.20 T 0.34
rs2229032 ATR 0.65 0.47 0.91 1.21E-02 A 0.09 A 0.16
rs4986790 TLR4 0.38 0.18 0.81 1.24E-02 G 0.05 G 0.05
rs17780143 MAP4K5 1.68 1.12 2.52 1.28E-02 A 0.03 A 0.05
rs1130499 PTPRN2 1.31 1.06 1.63 1.34E-02 A 0.46 A 0.33
rs2299267 PON2 0.67 0.49 0.92 1.43E-02 G 0.12 G 0.18
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1.59E-01
1.59E-01
1.59E-01
1.59E-01
1.59E-01
1.59E-01
1.59E-01
1.59E-01
1.59E-01
1.59E-01

OO-HOH4>0004> 0400000204000 404> 2>40414404>2>042>2>2>0-440

0.18
0.49
0.07
0.37
0.14
0.13
0.08
0.37
0.20
0.15
0.09
0.39
0.45
0.34
0.23
0.28
0.27
0.38
0.11
0.43
0.24
0.12
0.14
0.23
0.33
0.36
0.28
0.16
0.26
0.27
0.37
0.49
0.39
0.35
0.44
0.20
0.49
0.48
0.06
0.07
0.06
0.49
0.49
0.49
0.21
0.16
0.49
0.49
0.47
0.49

>T004A> 4404204200240 404002>200410000004A4400>»2>0-42>2>2>0-404

0.35
0.25
0.25
0.46
0.00
0.30
0.15
0.20
0.00
0.00
0.34
0.42
0.22
0.49
0.16
0.43
0.11
0.36
0.44
0.23
0.44
0.29
0.36
0.33
0.22
0.26
0.43
0.29
0.20
0.43
0.29
0.10
0.13
0.08
0.36
0.20
0.10
0.04
0.32
0.18
0.00
0.10
0.10
0.10
0.04
0.06
0.10
0.10
0.25
0.11



rs730566
rs2687143
rs1799793
rs2618346
rs8058690
rs2278294
rs1327474
rs164938
rs212091
rs8030950
rs1076150
rs715147
rs9932251
rs1544094
rs2066471
rs7759
rs3743135
rs2070151
rs3731722
rs1060584
rs1549758
rs8191448
rs1805388
rs639838
rs1805016
rs520354
rs11959820
rs3775289
rs3100702
rs2261144
rs3136516
rs7386926
rs7698628
rs2235000
rs11421
rs1800682
rs2740560
rs6898097
rs568408
rs4766003
rs3204145
rs3740066
rs6744284
rs1611755
rs16940
rs2304975
rs2756105
rs2968557
rs2230593
rs2857605

ATRIP
CYP3A7
ERCC2
DUSP1
NFATC3
IMPDH1
IFNGR1
TATDN2
ABCC1
IGF1R
DBH
NFATC2
NFATC3
LOC100130458
MTHFR
DPAGT1
PAKG6
ATF6
AOX1
FLJ10213
NOS3
GSTP1
LIG4
PGR
ILAR
APOB
PPARGC1B
DCK
HNMT
CYP2A7
F2
CYP11B1
SPARCL1
ATM
FCERI1G
FAS
CYP3A7
RAD50
IL12A
C120rf32
IKBKAP
ABCC2
UGT1A10
SPRRI1A
BRCA1
PSMB6
ABCC2
ADCK2
MSTI1R
NFKBIL1

0.84
1.23
0.85
0.75
0.81
1.17
0.85
1.16
0.80
1.17
0.87
0.86
0.81
1.23
1.20
0.85
0.76
1.25
0.72
0.86
1.19
0.44
1.20
1.17
0.73
0.85
0.70
0.74
0.86
1.16
1.17
0.86
1.17
1.79
1.21
1.16
1.22
1.41
121
1.17
0.83
1.16
1.17
0.86
1.17
0.73
1.17
0.81
0.69
0.82

0.66
0.92
0.68
0.50
0.61
0.94
0.67
0.94
0.58
0.94
0.71
0.69
0.61
0.92
0.93
0.68
0.52
0.91
0.45
0.70
0.93
0.13
0.93
0.94
0.47
0.68
0.42
0.49
0.69
0.94
0.94
0.69
0.93
0.77
0.92
0.94
0.92
0.86
0.92
0.93
0.63
0.93
0.93
0.69
0.93
0.46
0.93
0.59
0.41
0.61

1.07
1.65
1.07
1.12
1.09
1.47
1.07
1.43
1.09
1.47
1.06
1.07
1.09
1.65
1.55
1.07
1.12
1.72
1.14
1.06
1.52
1.41
1.56
1.46
1.14
1.07
1.16
1.13
1.07
1.44
1.45
1.07
1.47
4.15
1.60
1.43
1.63
2.31
1.60
1.46
1.09
1.45
1.48
1.07
1.45
1.15
1.47
1.10
1.18
1.10

1.60E-01
1.60E-01
1.60E-01
1.61E-01
1.62E-01
1.62E-01
1.62E-01
1.62E-01
1.63E-01
1.63E-01
1.63E-01
1.63E-01
1.64E-01
1.64E-01
1.64E-01
1.64E-01
1.64E-01
1.64E-01
1.64E-01
1.65E-01
1.66E-01
1.66E-01
1.66E-01
1.66E-01
1.67E-01
1.68E-01
1.68E-01
1.69E-01
1.69E-01
1.70E-01
1.71E-01
1.72E-01
1.73E-01
1.73E-01
1.74E-01
1.74E-01
1.74E-01
1.74E-01
1.74E-01
1.74E-01
1.74E-01
1.74E-01
1.75E-01
1.76E-01
1.76E-01
1.76E-01
1.76E-01
1.76E-01
1.77E-01
1.78E-01

Or>A4H0-4H02>2>202>044H02>02>20102>00044400-400>02>22>20>000>»04H>>-

0.10
0.49
0.08
0.04
0.26
0.39
0.12
0.40
0.11
0.38
0.49
0.23
0.26
0.42
0.02
0.15
0.29
0.15
0.05
0.35
0.12
0.12
0.10
0.49
0.26
0.19
0.19
0.48
0.32
0.19
0.09
0.36
0.21
0.07
0.10
0.30
0.49
0.42
0.20
0.39
0.31
0.24
0.45
0.36
0.18
0.02
0.24
0.40
0.01
0.07

OrO4-40-4422>2>2>0200042>0042>2>20004A41400400>02>200>0-40>0-4>0 -

0.30
0.10
0.35
0.10
0.15
0.36
0.42
0.42
0.16
0.29
0.48
0.50
0.15
0.11
0.18
0.37
0.07
0.10
0.08
0.49
0.30
0.00
0.17
0.30
0.05
0.49
0.03
0.04
0.41
0.32
0.47
0.42
0.38
0.00
0.16
0.45
0.11
0.01
0.13
0.37
0.18
0.37
0.29
0.45
0.33
0.09
0.42
0.12
0.08
0.19



rs1060915
rs1049544
rs1879612
rs3743260
rs1043720
rs2058996
rs915057
rs2020898
rs3213469
rs1134095
rs1536826
rs4073
rs3748338
rs2062541
rs717620
rs275704
rs5918
rs2706357
rs3021094
rs11537643
rs937369
rs10895065
rs4886605
rs1926201
rs2295155
rs1572983
rs875119
rs1464890
rs10018297
rs268673
rs2308327
rs4348159
rs3808553
rs1913262
rs11574528
rs1801265
rs1399290
rs914937
rs4418320
rs348475
rs4918907
rs6027
rs1514347
rs11879620
rs2286940
rs2074900
rs1126667
rs1800686
rs1799998
rs628816

BRCA1
SPARCL1
IGF1R
IGF1R
ADRB3
ABCB11
SYNE2
CASP9
ATF6B
CYP11B1
CYP2E1
IL8
RNASEA4
ABCC1
ABCC2
Intergenic
ITGB3
RAD50
IL10
VWF
ABCC1
PGR
CYP1A1
FAS
CARDI10
BAAT
TTR
ZC3HC1
Intergenic
PRX
LOC100129103
UGT2B7
FZD6
MGST1
MCAT
DPYD
DPYD
DPYD
CYP11B1
ALDH1A1
PDLIM1
F5

ESR1
VRK3
MLH1
CYP4F2
ALOX12
CD40
CYP11B2
DPYD

1.16
1.17
1.15
1.47
0.85
0.85
1.16
1.16
1.18
0.86
0.83
1.16
0.78
1.16
1.20
0.84
0.79
1.40
0.76
0.62
1.15
0.85
1.18
0.87
0.75
0.85
0.68
0.86
1.83
0.86
0.77
0.77
1.15
0.86
0.84
0.85
1.38
1.38
1.15
0.87
0.86
131
0.84
1.46
0.86
0.84
1.15
1.18
1.16
0.59

0.93
0.93
0.94
0.84
0.67
0.68
0.93
0.93
0.92
0.69
0.63
0.93
0.53
0.93
0.92
0.64
0.56
0.85
0.50
0.31
0.93
0.67
0.92
0.70
0.50
0.67
0.39
0.69
0.74
0.70
0.52
0.52
0.93
0.68
0.65
0.66
0.85
0.85
0.93
0.70
0.69
0.87
0.64
0.82
0.69
0.65
0.93
0.92
0.93
0.26

1.45
1.47
1.42
2.57
1.08
1.08
1.45
1.44
151
1.07
1.09
1.44
1.13
1.46
1.57
1.09
1.12
2.29
1.14
1.26
1.43
1.08
1.52
1.07
1.15
1.08
1.21
1.07
4.50
1.07
1.14
1.14
1.43
1.08
1.09
1.09
2.25
2.24
1.42
1.07
1.08
1.98
1.09
2.58
1.08
1.09
1.43
153
1.44
1.32

1.78E-01
1.79E-01
1.80E-01
1.81E-01
1.81E-01
1.81E-01
1.82E-01
1.82E-01
1.82E-01
1.82E-01
1.83E-01
1.83E-01
1.83E-01
1.84E-01
1.84E-01
1.84E-01
1.84E-01
1.85E-01
1.86E-01
1.86E-01
1.86E-01
1.87E-01
1.87E-01
1.87E-01
1.88E-01
1.88E-01
1.89E-01
1.89E-01
1.89E-01
1.89E-01
1.90E-01
1.91E-01
1.91E-01
1.92E-01
1.92E-01
1.92E-01
1.93E-01
1.93E-01
1.94E-01
1.94E-01
1.94E-01
1.95E-01
1.95E-01
1.95E-01
1.95E-01
1.95E-01
1.96E-01
1.96E-01
1.97E-01
1.97E-01

>O>>>TH0T02>202>2004d2040000002>200202>0000>A4400044>2>2>-400

0.18
0.20
0.46
0.06
0.12
0.26
0.12
0.12
0.05
0.36
0.22
0.22
0.05
0.49
0.03
0.23
0.09
0.43
0.02
0.18
0.38
0.36
0.47
0.25
0.02
0.48
0.08
0.18
0.08
0.31
0.01
0.28
0.29
0.35
0.38
0.38
0.22
0.22
0.38
0.31
0.49
0.02
0.12
0.17
0.20
0.19
0.34
0.07
0.20
0.12

>ZO>P2>>H020202>2>20042>20-4000-1002>042>2>2>20000>0422>200442>22>2>000

0.33
0.38
0.40
0.03
0.31
0.44
0.43
0.45
0.28
0.42
0.20
0.48
0.16
0.41
0.19
0.22
0.13
0.01
0.10
0.00
0.42
0.32
0.18
0.45
0.11
0.32
0.04
0.41
0.00
0.41
0.12
0.09
0.48
0.29
0.19
0.23
0.01
0.01
0.50
0.48
0.32
0.06
0.25
0.00
0.43
0.27
0.42
0.25
0.44
0.01



rs1799949
rs5742671
rs6220
rs3814058
rs1801196
rs6666652
rs7761731
rs2069849
rs1053046
rs6416668
rs874305
rs5301
rs1148555
rs1538660
rs1049434
rs7169
rs3918022
rs1913263
rs4148949
rs2237586
rs3258
rs2234693
rs3811740
rs2266691
rs3791981
rs2582790
rs4437575
rs2066494
rs13035
rs3100701
rs917394
rs4619
rs17012739
rs9808753
rs6911817
rs730821
rs12680
rs246234
rs216321
rs439132
rs757081
rs1799950
rs1548216
rs12713450
rs3842
rs7843746
rs827423
rs2301159
rs3212254
rs5742667

BRCA1
IGF1
IGF1
NR1I2
WRN
ABCA4
CYP39A1
IL6
PPARD
ABCC6
IGF1R
CYP11B1
MBD6
IKBKAP
SLC16A1
SLC16A1
CCNK
MGST1
CHST3
PON2
FDFT1
ESR1
PLK4
CCNH
APOB
HMGCS2
ABCB1
RAD9A
PYROXD1
HNMT
NPC2
IGFBP1
PLK4
IFNGR2
PPARD
SIRT1
LOC100129773
ABCC1
VWF
LIG1
NUCB2
BRCA1
IL6
APOB
ABCB1
C8orf68
ESR1
SLC10A2
ADCY4
IGF1

1.16
0.81
0.85
0.83
0.85
1.27
1.16
1.39
0.78
0.51
0.87
1.15
0.83
0.84
0.87
0.87
1.14
0.86
0.87
1.17
1.15
0.87
0.86
1.82
1.22
0.86
1.15
1.49
1.15
0.87
0.87
1.15
0.86
1.19
0.71
1.17
1.27
1.16
1.25
1.41
1.17
0.73
1.31
1.74
1.20
0.86
1.15
1.16
1.27
0.86

0.93
0.59
0.67
0.63
0.67
0.88
0.92
0.84
0.54
0.18
0.69
0.93
0.62
0.64
0.69
0.69
0.93
0.68
0.70
0.92
0.93
0.70
0.68
0.72
0.90
0.68
0.92
0.80
0.93
0.70
0.70
0.93
0.68
0.91
0.42
0.92
0.87
0.92
0.88
0.83
0.92
0.45
0.86
0.73
0.90
0.68
0.92
0.92
0.87
0.67

1.44
111
1.09
1.10
1.09
1.83
1.45
2.28
1.14
1.44
1.08
1.42
1.11
1.10
1.08
1.08
141
1.09
1.08
1.50
1.44
1.08
1.09
4.59
1.64
1.09
1.44
2.76
1.42
1.08
1.08
1.42
1.09
1.57
1.21
1.50
1.86
1.47
1.75
2.39
1.48
1.19
1.99
4.13
1.61
1.09
1.42
1.45
1.84
1.09

1.97E-01
1.98E-01
1.98E-01
1.98E-01
1.99E-01
1.99E-01
1.99E-01
2.00E-01
2.01E-01
2.01E-01
2.01E-01
2.01E-01
2.02E-01
2.02E-01
2.02E-01
2.02E-01
2.02E-01
2.02E-01
2.02E-01
2.03E-01
2.03E-01
2.03E-01
2.04E-01
2.04E-01
2.05E-01
2.05E-01
2.06E-01
2.06E-01
2.06E-01
2.07E-01
2.07E-01
2.08E-01
2.08E-01
2.08E-01
2.08E-01
2.08E-01
2.09E-01
2.09E-01
2.09E-01
2.09E-01
2.11E-01
2.11E-01
2.12E-01
2.12E-01
2.13E-01
2.13E-01
2.14E-01
2.14E-01
2.14E-01
2.14E-01

4> 4440400004000 100014000410 0>»4H04140004400>A>4H4>>H40044

0.22
0.04
0.40
0.44
0.25
0.48
0.32
0.15
0.47
0.09
0.45
0.37
0.18
0.30
0.16
0.16
0.35
0.35
0.16
0.19
0.35
0.45
0.18
0.06
0.42
0.37
0.38
0.06
0.17
0.30
0.29
0.46
0.18
0.18
0.27
0.26
0.28
0.48
0.03
0.22
0.10
0.01
0.20
0.09
0.19
0.50
0.38
0.33
0.19
0.36

42> 4000400004000 1000414H0004100>00440004400>A>A4> 40044

0.30
0.16
0.28
0.20
0.30
0.04
0.27
0.02
0.05
0.00
0.40
0.50
0.16
0.18
0.43
0.43
0.43
0.29
0.42
0.23
0.38
0.46
0.32
0.00
0.10
0.30
0.43
0.02
0.44
0.41
0.39
0.37
0.32
0.14
0.02
0.23
0.08
0.32
0.09
0.01
0.33
0.07
0.02
0.00
0.13
0.24
0.49
0.25
0.05
0.26



rs2231924
rs296365
rs3803036
rs2291462
rs2302524
rs2288550
rs2276299
rs4647688
rs3218171
rs1544410
rs2706364
rs3741378
rs308394
rs2278293
rs7441750
rs1573496
rs3742106
rsl6754
rs1134921
rs1962
rs1048201
rs2239330
rs1951765
rs854570
rs2839668
rs1751034
rs217434
rs7009367
rs2375005
rs1364726
rs853778
rs11582663
rs2479383
rs1587241
rs7987433
rs398700
rs484066
rs496190
rs43037
rs1413228
rs2020917
rs1050900
rs2243248
rs2235041
rs35597
rs228851
rs1540339
rs434455
rs3181366
rs676210

FLJ10213
SULT2A1
PTPRR
ILLI7RD
PLAUR
IMPDH1
SLC22A8
CASP3
E2F2
VDR
RAD50
SIPA1
FGF2
IMPDH1
UGT2B7
ADH7
ABCC4
WT1
GAK
THBD
FGF2
ABCC1
FKBP1A
PON1
MYO3A
ABCC4
NPC1L1
C8orf68
PON2
XRCC5
ABCB11
FCRL4
PSMB4
PPP3CA
SLC10A2
RUNDC2A
ABCB11
MRE11A
PON2
DPYD
COMT
HNMT
IL4
ABCB1
ABCC1
NFATC2
VDR
RUNDC2A
TNFSF8
APOB

0.87
0.86
0.85
0.84
0.83
0.83
1.19
1.20
0.87
0.87
1.36
0.82
1.43
1.15
1.15
0.78
0.87
1.18
0.81
1.16
0.83
1.17
1.16
1.15
0.77
1.18
0.84
0.85
0.87
1.21
0.88
0.81
1.18
0.86
1.20
1.18
0.88
1.14
1.14
121
0.85
0.85
0.78
1.71
0.88
0.87
1.13
1.17
0.88
0.85

0.71
0.68
0.65
0.64
0.62
0.61
0.90
0.90
0.69
0.70
0.83
0.60
0.81
0.92
0.92
0.52
0.70
0.90
0.59
0.91
0.62
0.91
0.92
0.92
0.50
0.90
0.64
0.66
0.71
0.89
0.71
0.58
0.90
0.68
0.89
0.90
0.71
0.92
0.92
0.89
0.66
0.65
0.52
0.71
0.71
0.70
0.92
0.90
0.71
0.65

1.08
1.09
1.10
111
1.12
1.12
1.56
1.59
1.09
1.08
2.23
1.13
2.51
1.42
1.42
1.16
1.08
1.55
1.13
1.49
1.12
1.50
1.46
1.43
1.17
1.54
111
1.10
1.09
1.66
1.08
1.14
1.55
1.10
1.61
1.55
1.09
1.40
1.43
1.65
1.10
111
1.17
4.10
1.09
1.09
1.39
1.52
1.09
111

2.14E-01
2.15E-01
2.15E-01
2.15E-01
2.15E-01
2.16E-01
2.16E-01
2.16E-01
2.17E-01
2.17E-01
2.17E-01
2.17E-01
2.18E-01
2.18E-01
2.18E-01
2.19E-01
2.19E-01
2.19E-01
2.19E-01
2.20E-01
2.20E-01
2.21E-01
2.21E-01
2.22E-01
2.22E-01
2.22E-01
2.23E-01
2.23E-01
2.23E-01
2.24E-01
2.24E-01
2.25E-01
2.25E-01
2.26E-01
2.26E-01
2.26E-01
2.26E-01
2.26E-01
2.27E-01
2.27E-01
2.27E-01
2.27E-01
2.28E-01
2.28E-01
2.28E-01
2.29E-01
2.29E-01
2.29E-01
2.30E-01
2.30E-01

>PHA>A>H40>rP0042>0000-4044106000>2>44020000>0>2>2>HA2>-H4H004004

0.36
0.50
0.40
0.35
0.22
0.08
0.07
0.03
0.08
0.26
0.43
0.28
0.12
0.48
0.26
0.02
0.36
0.16
0.01
0.36
0.07
0.12
0.16
0.28
0.08
0.30
0.16
0.45
0.42
0.18
0.49
0.04
0.08
0.48
0.19
0.43
0.45
0.34
0.20
0.27
0.11
0.16
0.16
0.07
0.30
0.11
0.24
0.43
0.26
0.14

>PAAP>A>>HHO02>000-400004>A2>200000>A402>2000>»2>2022>2>02>»004>0 -

0.48
0.27
0.20
0.14
0.17
0.18
0.19
0.18
0.50
0.39
0.01
0.13
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0.01
0.08
0.35
0.11
0.21
0.01
0.34
0.09
0.41
0.08
0.19
0.15
0.02
0.07
0.16
0.13
0.08
0.40
0.09
0.11
0.36
0.46
0.45
0.21
0.34
0.18
0.39
0.46
0.35
0.22
0.08
0.24
0.30
0.10
0.11
0.14
0.09
0.23
0.12
0.18
0.09
0.36
0.24
0.37
0.49
0.26
0.10
0.46
0.02
0.30

4 40>»>HA>-A0-40000>A000>2P0>—-0-4004004>—A2>000-400>0>—A>A4A>-40

0.07
0.33
0.38
0.36
0.26
0.06
0.46
0.16
0.47
0.35
0.30
0.09
0.10
0.32
0.34
0.48
0.14
0.49
0.19
0.10
0.46
0.38
0.10
0.45
0.37
0.10
0.35
0.12
0.04
0.35
0.03
0.09
0.17
0.07
0.15
0.27
0.03
0.17
0.20
0.20
0.15
0.12
0.22
0.06
0.43
0.14
0.13
0.09
0.13
0.33



rs3795374
rs1801249
rs16900023
rs7909236
rs2048426
rs662
rs3213195
rs6737156
rs1934961
rs601391
rs17612126
rs2253635
rs1800378
rs3806798
rs17057718
rs948516
rs183374
rs3219489
rs2544773
rs11550540
rs2238136
rs628031
rs800667
rs3014626
rs487989
rs1800802
rs3795375
rs2276078
rs12720356
rs1776148
rs1805011
rs9350
rs1024323
rs2725349
rs1565684
rs7525957
rs1803965
rs1469149
rs3771342
rs732774
rs3817074
rs4987876
rs15524
rs2301241
rs9282715
rs1800795
rs2292566
rs930509
rs4525
rs9306354

KIAA1804
ATP7B
Cé6orf26
CYP2C8
PARP1
PON1
BLM
DGUOK
CYP2C9
MRE11A
IGHMBP2
CYP2C9
VWEF
IL15
ILL7RD
PGR
NFATC1
MUTYH
RIOK2
TP53RK
VDR
SLC22A1
CYP3A43
PPP1R15B
POLA2
MGP
KIAA1804
HSPAS8
TYK2
EXO1
ILAR
EXO1
GRK4
WRN
NAT2
FRAP1
MGMT
CSF2
UGT1A1
ATP7B
BAX
ATM
CYP3A5
TXN
IGF1R
IL6
EPHX1
MBL2

F5
XRCC6

0.99
0.99
1.03
0.99
1.01
1.01
1.01
0.98
0.97
0.99
1.01
1.01
1.01
0.98
1.01
0.99
0.99
1.01
1.01
1.02
0.99
1.01
1.01
1.05
0.99
1.01
1.01
1.04
0.98
1.01
0.99
1.01
0.99
1.01
1.01
1.01
1.01
0.99
1.01
0.99
1.01
1.01
0.99
0.99
1.01
0.99
1.01
0.99
0.99
0.98

0.77
0.80
0.52
0.76
0.82
0.81
0.78
0.61
0.47
0.79
0.79
0.81
0.81
0.69
0.75
0.77
0.80
0.80
0.81
0.69
0.77
0.82
0.73
0.39
0.74
0.78
0.78
0.43
0.67
0.81
0.74
0.77
0.80
0.81
0.82
0.79
0.73
0.79
0.75
0.81
0.73
0.70
0.71
0.80
0.70
0.80
0.75
0.74
0.77
0.54

1.27
1.22
2.06
1.28
1.25
1.26
1.32
1.57
2.00
1.24
1.29
1.26
1.27
1.40
1.37
1.27
1.22
1.28
1.26
151
1.27
1.25
141
2.79
1.32
131
1.31
251
1.45
1.25
131
1.32
1.23
1.26
1.24
1.29
1.40
1.24
1.36
1.22
1.41
1.47
1.37
1.23
1.47
1.23
1.36
1.32
1.27
1.77

9.23E-01
9.23E-01
9.23E-01
9.23E-01
9.23E-01
9.24E-01
9.24E-01
9.24E-01
9.24E-01
9.24E-01
9.24E-01
9.25E-01
9.25E-01
9.25E-01
9.26E-01
9.27E-01
9.27E-01
9.27E-01
9.28E-01
9.28E-01
9.28E-01
9.28E-01
9.29E-01
9.29E-01
9.30E-01
9.30E-01
9.31E-01
9.32E-01
9.33E-01
9.33E-01
9.34E-01
9.34E-01
9.34E-01
9.35E-01
9.36E-01
9.37E-01
9.37E-01
9.38E-01
9.39E-01
9.39E-01
9.40E-01
9.40E-01
9.41E-01
9.41E-01
9.42E-01
9.42E-01
9.43E-01
9.43E-01
9.43E-01
9.43E-01

4000004440 >»>44H00042>2>200410>402>2>2000204400>»42>200>0444>

0.18
0.44
0.10
0.07
0.40
0.33
0.13
0.16
0.16
0.41
0.09
0.23
0.21
0.03
0.04
0.10
0.33
0.29
0.12
0.01
0.10
0.27
0.45
0.07
0.19
0.04
0.13
0.06
0.01
0.33
0.48
0.14
0.42
0.49
0.29
0.35
0.19
0.49
0.15
0.46
0.10
0.06
0.45
0.42
0.28
0.08
0.11
0.11
0.15
0.24

4000000440200 402>4H02>200402002>20002044d202>2442>20004A444>

0.20
0.41
0.02
0.24
0.38
0.34
0.19
0.04
0.00
0.31
0.30
0.42
0.35
0.12
0.18
0.30
0.45
0.24
0.41
0.09
0.25
0.39
0.08
0.00
0.14
0.20
0.20
0.01
0.09
0.35
0.13
0.19
0.39
0.30
0.47
0.25
0.13
0.34
0.15
0.41
0.11
0.10
0.09
0.39
0.08
0.38
0.15
0.18
0.26
0.00



rs4655537
rs1678339
rs1800872
rs4149272
rs4762
rs1058172
rs4665766
rs854569
rs2234898
rs16932374
rs4524
rs17841292
rs2580874
rs3087243
rs3136664
rs2243828
rs2585
rs2608555
rs2303425
rs888580
rs3212948
rs1063856
rs12347
rs3826007
rs305968
rs2850992
rs3136717
rs1063147
rs2659543
rs3850751
rs168351
rs513349
rs152029
rs1051061
rs4925
rs2274578
rs8659
rs2274760
rs1035130
rs2908004
rs2069456
rs10017300
rs17057901
rs1040090
rs1263167
rs3093873
rs13339152
rs3802762
rs3749229
rs16944831

LEPR
ABCC4
IL10
ABCAl
AGT
CYP2D6
EFR3B
PON1
ILAR
VWF

F5
EEF2K
AICDA
CTLA4
CCR1
MPO
IGF2
GAN
MSH2
ADRB3
ERCC1
VWF
MTRR
BCL2A1
CYP2F1
PPP3CA
POLB
BLM
PPP3CA
NAT1
ALDH1A1
BAK1
ABCC1
VRK2
GSTO1
BYSL
MTRR
GSTA4
IL18R1
WNT16
CDK5
Intergenic
PBK
DPYD
APOAS5
LOC100132444
RUNDC2A
CHST1
CHRD
BLM

1.01
0.99
0.99
0.99
0.99
1.01
1.01
1.01
0.99
1.02
0.99
0.99
0.99
1.01
0.97
1.01
1.01
1.01
1.01
1.01
0.99
0.99
1.01
1.01
0.99
1.01
0.99
0.99
0.99
0.99
1.01
1.01
0.99
1.01
1.01
1.01
0.99
0.99
1.01
1.01
0.99
0.99
1.02
1.01
1.01
1.01
0.99
0.99
1.01
0.99

0.81
0.65
0.78
0.80
0.70
0.73
0.79
0.80
0.75
0.52
0.78
0.66
0.81
0.80
0.40
0.79
0.80
0.79
0.72
0.81
0.80
0.80
0.73
0.79
0.79
0.79
0.74
0.75
0.64
0.80
0.75
0.82
0.75
0.80
0.79
0.81
0.78
0.71
0.79
0.81
0.79
0.79
0.37
0.75
0.75
0.72
0.70
0.76
0.72
0.67

1.25
1.49
1.26
1.24
1.39
1.41
1.28
1.27
131
2.02
1.27
1.47
1.22
1.26
2.37
1.29
1.27
1.29
1.41
1.25
1.24
1.23
1.40
1.28
1.24
1.29
1.32
1.31
1.52
1.24
1.35
1.24
1.32
1.26
1.28
1.24
1.26
1.38
1.27
1.25
1.25
1.26
2.87
1.34
1.35
1.41
1.41
1.30
1.42
1.46

9.44E-01
9.44E-01
9.44E-01
9.45E-01
9.45E-01
9.45E-01
9.46E-01
9.47E-01
9.47E-01
9.48E-01
9.49E-01
9.49E-01
9.49E-01
9.50E-01
9.50E-01
9.51E-01
9.51E-01
9.52E-01
9.52E-01
9.53E-01
9.53E-01
9.53E-01
9.53E-01
9.54E-01
9.55E-01
9.55E-01
9.56E-01
9.56E-01
9.56E-01
9.57E-01
9.58E-01
9.58E-01
9.59E-01
9.59E-01
9.59E-01
9.59E-01
9.60E-01
9.62E-01
9.62E-01
9.63E-01
9.64E-01
9.64E-01
9.64E-01
9.65E-01
9.65E-01
9.66E-01
9.66E-01
9.66E-01
9.66E-01
9.67E-01

4>0000>00002>204H4H02>20-42>2000-4400>—HH2>02>0-4402>22000400-4A>-0>4H>

0.37
0.17
0.38
0.25
0.06
0.03
0.39
0.32
0.48
0.16
0.16
0.03
0.30
0.21
0.08
0.38
0.10
0.18
0.02
0.24
0.13
0.40
0.32
0.09
0.41
0.05
0.34
0.08
0.37
0.18
0.02
0.33
0.49
0.08
0.12
0.36
0.45
0.02
0.17
0.17
0.26
0.19
0.07
0.10
0.06
0.38
0.28
0.45
0.16
0.32

42> 4040200042040 0000004002>2>4H00>04402>2>2200d44A4>4>> 4>

0.36
0.06
0.26
0.38
0.13
0.15
0.24
0.24
0.13
0.00
0.27
0.09
0.47
0.41
0.00
0.22
0.29
0.25
0.13
0.37
0.38
0.34
0.11
0.27
0.31
0.31
0.12
0.19
0.06
0.43
0.16
0.42
0.12
0.36
0.29
0.50
0.35
0.11
0.27
0.44
0.25
0.31
0.00
0.16
0.19
0.05
0.07
0.16
0.12
0.04



rs7926138
rs1800871
rs1126643
rs26784
rs1333728
rs1805414
rs1800471
rs554715
rs2470890
rs17420378
rs3747806
rs928169
rs17098707
rs2046136
rs5936
rs1062633
rs868891
rs2239704
rs3776969
rs10018280
rs8827
rs1635498
rs6949295
rs919766
rs4905475
rs11595876
rs2274736
rs3743527
rs3217772
rs2070874
rsll124
rs2298037
rs2227631
rs3762412
rs5182
rs6482573
rs886205
rs769243
rs436525
rs3130618
rs2229765
rs1536474
rs16905649
rs2230517
rs954619
rs1799969
rs1760217
rs2401751
rs1805312
rs827528

MRE11A
IL10
ITGA2
MSH3
DPYD
PARP1
TGFB1
MRE11A
CYP1A2
STK4
ABCB4
ATP7B
GRKS
BCL2
PROC
MSTI1R
MON1A
LTA
MSH3
PDESA
SPRED?2
EXO1
IMPDH1
IL12B
BDKRB1
MBL2
PTPN21
ABCC1
CCNA2
IL4
BMP1
CYP2C9
SERPINE1
DPYD
AGTR1
PDSS1
ALDH2
CCNA2
ADAMTS1
BAT4
IGF1R
RXRA
PTPRJ
MERTK
CCND1
ICAM1
DPYD
PTPN21
ALAD
FZD6

1.01
1.01
1.00
1.00
0.99
1.00
1.01
1.00
1.00
1.00
1.01
1.00
0.99
1.00
1.00
1.00
1.00
1.00
0.99
1.00
1.00
0.99
1.00
1.00
1.01
0.99
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
0.99
1.00
1.00
1.00
1.00
1.01
1.00
1.01
1.00
1.00
1.00
1.00
1.00

0.60
0.79
0.81
0.79
0.68
0.81
0.66
0.80
0.80
0.79
0.64
0.82
0.58
0.79
0.80
0.80
0.80
0.81
0.71
0.80
0.78
0.59
0.78
0.71
0.69
0.63
0.80
0.76
0.80
0.78
0.77
0.74
0.80
0.80
0.81
0.81
0.77
0.63
0.81
0.78
0.81
0.77
0.41
0.61
0.55
0.72
0.78
0.80
0.67
0.78

1.71
1.28
1.24
1.25
1.46
1.23
1.55
1.25
1.25
1.28
1.58
1.23
1.68
1.27
1.26
1.24
1.24
1.25
1.39
1.25
1.28
1.67
1.28
1.39
1.46
1.58
1.25
1.32
1.25
1.30
131
1.36
1.25
1.25
1.24
1.25
131
157
1.23
1.29
1.24
1.30
2.46
1.62
1.83
1.39
1.29
1.25
151
1.29

9.67E-01
9.67E-01
9.67E-01
9.69E-01
9.70E-01
9.70E-01
9.70E-01
9.71E-01
9.71E-01
9.72E-01
9.72E-01
9.72E-01
9.72E-01
9.72E-01
9.72E-01
9.73E-01
9.73E-01
9.73E-01
9.73E-01
9.75E-01
9.75E-01
9.77E-01
9.78E-01
9.78E-01
9.79E-01
9.79E-01
9.79E-01
9.79E-01
9.80E-01
9.80E-01
9.80E-01
9.80E-01
9.80E-01
9.81E-01
9.81E-01
9.82E-01
9.82E-01
9.82E-01
9.82E-01
9.83E-01
9.83E-01
9.84E-01
9.85E-01
9.85E-01
9.86E-01
9.86E-01
9.87E-01
9.87E-01
9.88E-01
9.88E-01

GOH4H0>»4A2>202>2>202>A04d4>—42>4H0400000000>H02>004H00>>H0044044>

0.26
0.38
0.29
0.23
0.02
0.46
0.06
0.40
0.12
0.14
0.20
0.49
0.27
0.20
0.25
0.32
0.26
0.31
0.18
0.34
0.15
0.09
0.30
0.20
0.02
0.01
0.47
0.15
0.10
0.40
0.14
0.05
0.28
0.08
0.19
0.30
0.40
0.40
0.36
0.22
0.26
0.31
0.09
0.19
0.13
0.03
0.17
0.35
0.02
0.19

GO-H4H0>H4>2>H422>202>202>2d4042>4H0400000000>H00004002>00004044>

0.01
0.26
0.40
0.40
0.09
0.38
0.07
0.31
0.41
0.29
0.04
0.41
0.01
0.29
0.29
0.49
0.41
0.37
0.09
0.30
0.28
0.03
0.23
0.10
0.10
0.06
0.34
0.21
0.40
0.18
0.32
0.17
0.43
0.36
0.48
0.37
0.21
0.02
0.33
0.22
0.42
0.25
0.00
0.03
0.01
0.12
0.23
0.34
0.09
0.23



rs1760216
rs2011713
rs956868
rs246
rs1051332
rs3135506
rs476632
rs3917991
rs9282612
rs3219090
rs9333269
rs11632706
rs1042579
rs2069526
rs2056048
rs1165678
rs3136794
rs505770
rs9332
rs1042482
rs1530662
rs1042580
rs993568
rs1641536
rs228843
rs2760501
rs867186
rs162036
rs3204953
rs3802265
rs4303
rs1799800
rs2602376
rs3759217

DPYD
PCGF2
WNK1
OPCML
ATP7B
APOA5
HSP90AB1
CSF3R
BLM
PARP1
ITGA8
CYP1A2
THBD
CYP1A2
DPYD
HSP90B1
POLB
MMP12
MTRR
DPYD
FBXO025
THBD
DPYD
SHBG
NFATC2
JUN
PROCR
MTRR
LOC100128477
ZHX2
ACE
ERCC4
UGT1A10
CDKN1B

1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00
1.00

0.76
0.65
0.75
0.78
0.80
0.64
0.80
0.55
0.76
0.81
0.68
0.60
0.75
0.60
0.81
0.81
0.75
0.65
0.72
0.68
0.81
0.80
0.81
0.76
0.80
0.72
0.70
0.72
0.71
0.80
0.35
0.79
0.77
0.72

131
1.53
1.34
1.27
1.24
1.56
1.25
1.82
1.32
1.23
1.48
1.65
1.34
1.65
1.23
1.23
1.33
1.54
1.38
1.46
1.24
1.25
1.23
1.31
1.24
1.38
1.43
1.38
1.42
1.25
2.84
1.27
1.29
1.40

9.88E-01
9.88E-01
9.89E-01
9.89E-01
9.90E-01
9.91E-01
9.91E-01
9.92E-01
9.92E-01
9.92E-01
9.92E-01
9.93E-01
9.93E-01
9.93E-01
9.94E-01
9.94E-01
9.94E-01
9.95E-01
9.95E-01
9.95E-01
9.95E-01
9.95E-01
9.95E-01
9.96E-01
9.96E-01
9.96E-01
9.96E-01
9.96E-01
9.96E-01
9.98E-01
9.98E-01
9.98E-01
9.99E-01
1.00E+00

44> 4000410000 4>4H4>2>2000414H0000>»0>»>>>>

0.10
0.02
0.17
0.21
0.15
0.06
0.17
0.16
0.09
0.45
0.01
0.10
0.04
0.10
0.33
0.26
0.37
0.27
0.32
0.03
0.20
0.22
0.33
0.48
0.26
0.28
0.09
0.32
0.02
0.45
0.09
0.19
0.07
0.06

44> 4H0>000>»2>2>2002>4H42>2002>04402>00>»0>»>2>>>

0.20
0.08
0.16
0.22
0.46
0.07
0.34
0.01
0.19
0.37
0.09
0.04
0.19
0.04
0.49
0.38
0.12
0.04
0.11
0.09
0.44
0.38
0.49
0.14
0.42
0.09
0.11
0.11
0.13
0.37
0.00
0.26
0.28
0.12



