Bacteroidetes|Unciassified
Bacteroidetes|C4 D241 FM
Bacteroidetes|Unciassified
Bacteroidetes|Unciassified
Bacteroidetes|Unciassified
Bacteroidetes|Unciassified
Bacteroidetes|Unciassified
Bacteroidetes|Unciassified
Bacteroidetes|Unciassified
Bacteroidetes|Rikenellaceae
Bacteroidetes|Parabacteroidaceae
Bacteroidetes|Bacteroidaceae
Bacteroidetes|Cytophaga FM
Bacteroidetes|Spirosomaceae
TM7|Unclassified

Proteobacterial Suffuricurvaceae
ProteobacterialDesuffovibrionaceae
ProteobacterialBdellovibrio FM
ProteobacterialUnclassified
ProteobacterialGeobacter FM
ProteobacterialUnclassified
ProteobacterialAnasromyxobacter FM
ProteobacterialUnclassified
ProteobacterialSAR11 FM
ProteobacterialSAR11 FM
ProteobacterialUnclassified
ProteobacterialComamonadacea
ProteobacterialSpirilaceae
ProteobacterialFukuN108 FM
ProteobacterialUnclassified
ProteobacterialNevskiaceae
ProteobacterialUnclassified
ProteobacterialUnclassified
ProteobacterialPseudomonadaceae

Proteobacteria|Enterobacteriales Enterobacteriaceae

ProteobacterialMarinobacter FM
Gemmatimonadetes|Unciassified
MBMPE71]Unciassified
Fibrobacteres|Unciassified
Deferribacteres|Mucispirilum FM
WS1|Unclassiied
Firmicutes|Acidaminococcaceae

CyanobacterialUnclassiied
AcidobacterialUnciassified
AcidobacterialUnciassified
ChioroflexilAnaerolineae
ChioroflexilUnciassified
ChioroflexilUnciassified
Planctomycetes|Unciassified
Verrucomicrobia|Unciassified
VerrucomicrobialAkkermansia FM
Actinobacteria|Eggerthella FM
Actinobacteria|Unciassified
ActinobacterialCollinsella FM
Actinobacteria|Unciassified
Actinobacteria|Unciassified
Actinobacteria|Unciassified
ActinobacterialStreptomycineae
Actinobacteria|Gordoniaceae
ActinobacterialArthrobacter FM
ActinobacterialBifidobacteriaceae
Actinobacteria|Unciassified
Firmicutes|Desuffotomacuium FM
Haloanaerobiales|Halanaerobiaceae
SuifobacilijSuffobacillus FM
Firmicutes|Unclassified
Firmicutes|Leuconostoc FM
Firmicutes|Streptococcaceae
Firmicutes|Aerococcaceae
Firmicutes|Clostridium FM
Firmicutes|Unclassified
Firmicutes|Planococcaceae
Firmicutes|Paenibacillaceae
Firmicutes|Camobacteriaceae
Firmicutes|Lactobacillaceae
Firmicutes|Enterococcus FM
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Staphylococcaceae
Firmicutes|Geobacillus FM
Firmicutes|Halobacillus FM

Firmicutes|Eubacteriaceae
Firmicutes|Peptostreptococcaceae
Firmicutes|Clostridiaceae
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Coprococcus FM
Firmicutes|Coprococcus FM
Firmicutes|Unclassifiede
Firmicutes|Unclassified
Firmicutes|Clostridium FM
Firmicutes|Unclassified
Firmicutes|Clostridium bolteae
Firmicutes|Eubacterium FM
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Unclassified
Firmicutes|Acetivibrio FM
Firmicutes|RF& FM
Firmicutes|Ruminococeus FM
Firmicutes|Unclassified
Firmicutes|Faecalibacterium FM
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Cluster Il

Xns61  Cl. cellobioparum
Xnert  Cl. celluloyticum
Xi&61  Cl. aldrichii

L9341 CIL thermocellum

Cluster IV

A5t o prausnitizii

L9t Cl cellulosi

AR5281 Cl. leptum

650021 Cl. sporosphaeriodes
xst1251  Cl. viride

EUT75190.1 Unknown Clostridium
EU507037.1 Unknown Clostridium
EU506745.1 Unknown Clostridium
EU503767.1 Unknown Clostridium

EU5M45161 Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

01591 E. coli

4

e

= ¢

Cluster XlVa

EW4g6255.1 Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

L4481 CI. herbivorans

W50%2  Cl coccoides

DO80s41 Unknown Clostridium

EF401521 Unknown Clostridium

008027461 Unknown Clostridium

008023391 Unknown Clostridium

we1  CI. clostridiiforme

EU5049721 Unknown Clostridium

EV443591 Unknown Clostridium
Cl. aerotolerans
Cl. celerecrescens

08021361 Unknown Clostridium

EU508759.1 Unknown Clostridium

EU503858.1 Unknown Clostridium

00849131 Unknown Clostridium

AB189710.1 Unknown Clostridium

W591091  CI. oroticum
Unknown Clostridium
Unknown Clostridium
Unknown Clostridium
Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

007985461 Unknown Clostridium

AM09%.1 Unknown Clostridium

EV4T5M451 Unknown Clostridium

EU5105%.1 Unknown Clostridium

AY9915%0.1 Unknown Clostridium
Unknown Clostridium
Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

EF0%8881.1 Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

EF098591.1 Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

007947261 Unknown Clostridium

EUT66545.1 Unknown Clostridium

EV462978.1 Unknown Clostridium

EF0975741 Unknown Clostridium

EWe28421 Unknown Clostridium

EUT62311 Unknown Clostridium

EUT21%81 Unknown Clostridium

EWE01921 Unknown Clostridium

EWe%0721 Unknown Clostridium

EU460055.1 Unknown Clostridium

X131 Cl. nexile

EW4621781 Unknown Clostridium
Unknown Clostridium
Unknown Clostridium

007968931 Unknown Clostridium

008016741 Unknown Clostridium
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