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gi_4117937]1 Bordetslla phage ¥710-21013
gi_ 3258716%4 Sphasercchaeseta_glaobus

gl 338778634 _Achromekacter xylosoxidans AXXA

gl 329119234 NWNeisseria bacillifcormis ATCC BAR1ZQD
gi_ 1433290752 marine metagenoms

2]

(Ve

gl 46202268 Magnetospirillum magneteotacticum ME1
gi 260549517 _ Acinetebacter sp. RUHZEZ4

gi_ 303257573 Burkholderiales bacterium_1 1 47
gi 135138168 marine metagenome

gil_ 226940477 Larikacter hongkongensis HLHKS

gl 303327648 Desulfovibric sp. 3 1 syn3

gl _ 260655802 fragml Jonguetella_anthropi FE3 33 El
gl _Z92eT0TH0_Selenomonas_noxia ATCC 43541

gi 42526652 Treponems dentiesla ATCC 35405

gi_ 261365774 Neisseria mucosa BTCC_259%g

gi_ 334110301 fragml_ Methylomicrecbhiom_album BEE
o 3Eﬂ“dr"” Halomonas_elongata DSM 2581

gl 197935880 Ralstonia phage RSB

gl 330837124 Epircochaeta coccoldes DEM 17374

gl 330837385 _Epirochasta_coccoldes DEM 17374

gi 290868637 _Megasphaera genomosp._ type 1 str. 28
gi 302339304 Spirochaeta smaragdinae_ DSM 11223

gl 54302287 Photobacterium pro fundum_*:)
gl 334110301 fragmZ Methylomicrobium_album BEE
gl ZE82848BB7 _Vetillonella parvuala ATCC 17745
gl 260655809 fragmZ Jonguetella anthropi E3 33 _El
qj 223557944 yunoultured bacterium UORE1Z
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gi_212T703236 Desulfovibric piger ATCC 290828
gi 126661473 Cvancthece_sp. CCYQ110
gi 136020360 _marine metagenome
TpaL L 0556756 Marinobacter agquaeclel VT8
gl 338997685 _Halomonas_sp. TO0O1
qj_15299b:l._Harinomcnﬂs_sp._HHTLl

gi BE885898]1 Peendeoalteromonas tunicata D2

gi 163800453 Vibrio =p._ ANDY

gl 318126748 Pssudoalteromonas_ sp. SEMI9913

gl 294142255 Shewanella wioclacea DS212

gi 315274348 Entercbacteria phage VIZphi 272
gi_ 19060660l _Moraxella bovis Epp&d

gl 228969344 FBacillus_thuringliensils_ serovar _sobto
g1 _2EB8561639 FRacillus pseudafirmus_ 0OF4

gl 3323046058 _Glacieccla agarilytica 4HIATHYES
gi_J0B050831 Ferrimonas_balearica_ [DEM 27498

gl 221134706 _Glaciecola sp. HTCCZ23089

gl 142045318 marine metagenoms

gl 142806930 _marins metagenome

gl 14237657 _Marinobacter algicola DEES3

gl 330450864 Tdiomarina_sp._ RZ8L

ogi - ?GHTF“GT“ WVibriao coralliilyticus ETCC BRALRD
gi_119774733 Ehewanella amazcocnensis SEZB
qi_BE?DFEET_rclnekcz_ p. MEDZ27

gi 142223042 marine metagenome

gl 2415896326 Ralstonia pickettii 12D

gl 281357131 ¥Wictivallis wadensis_ATCC BARLRAS
gl 138653503 _marine metagenoms

gi 126668031 Marinobacter sp. ELBLT
ga_325814618 Xanthomonas_wesicatoria ATCC 35937
gi 120536892 Marinobacter agquaeclei VTH

gi_ 1371915880 marine metagenome

gl 331000123 FParasutterella sxcremsentihominis YIT
gl _1373447%2 marine metagenoms

gl 303258118 FBurkholderiales bacterium_1 1 47

gl 134287822 Burkholderia wietnamiensig G4

gi 333369137 Psychrebacter =sp. 1501 2011

gi_ 338210739 Runella slithyformis DEM 18584

gi 1138970416 Shewanella sp. MRE4

gl 2449925% Coceanchacter _sp. REDGS

gl 114563265 _Ehewanella frigidimarina WNCIME 400
gl 85712065 Tdiomarima baltica ©S145/10-26Z2
gi_fH1596l66_Yerzinia pseudotuberculosis TP 320853
gi_269%10475]1 Photobacterium damselas subsp._dams
g1 871189325 Marinomonas_sp. MED1Z]

gl 26%13H89B8 Fdwardsiella tarda EIBZ02

gl 51245843 Desulfotalea psychrophila Lswhd

gl 319762397 _Alicyoliphilus denitrificans BC

gl 149915016_Rosecbacter sp. A=zwK3b

gt 313887877 Clestridiunm sp. HGE2

gi_302668924_ Butwyrivibrio protecclasticus B316
ga_ 193076431 Acinetckhacter baumannii ATCC 17378
gl 2837352558 Clostridium sp. MEZ/1

J1_Z239907128 Desulfovibric magneticus_ES1

gl 3J19T22705_ Variovorax paradoxus_ EPS

gl 142771127 marine metagenoms

gil 320h35744d_Treponema_ phagedenis FO4Z1

gi_ 325103603 Pedobacter saltans DEM 1214F

gl 335348301 lactobacillus =alivariunsg GJ24

gl 227891938 _Tlactohacillus salivarius ATCC 11741
gi_ 240047480 Mvcoplasma_conijunctivas HRI/HE1

gl 307269283 _Enterococcus_faecalis TX4d24H

gl 330053407 Lactobacillus kefirancfaciens ZW3

gl 169834814 _Clostridium botulinum A3 _str. Loch M
gi_1682Z08401 Clostridium perfringens E str. JGE19
gl 3432098022 Pasnibacillus polymyxa M1

gl_<82851885h lactobacillus gasseri_ 2241

gl 228113821 Bacillus_cereus RockllB

gl ZZ2H94%B04 Bacillus_ thuringiensis_sercwvar mcnte
gi 198048016 Bacillus cereus 03BB108

g1l 210616890 Clostridium_nexils DOSM_17T87T

gi_ 322691234 Bifidebascterium_ longum subsp._  lonogum
gi_ 297618188 Syntrophothermus lipocalidus _0OSM_ 126
j"_rll_l.'l'i

1 T Diplosphaera colitermaitum TAVE

gi_ 333888733 Treponema_primitia ZAS-Z2
gl 258514688 Desulfctomaculum acetoxidans DsSM_771
gl 3334972014 Desulfotomaculum kuznetsovii DEM _E11
gl 333973806 _Desulfotomaculum kuznetsovii DEM 611
gl 224362040 _Desulfobacterium autotrophicum HEMZ
gi_ 227872114 Oribacterium sinus FOZES8
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gi_ 136188725 marine metagenome
gi 136474110 marine metagenoms
gi_ 1368192123 marins metagenoms
gi 1408968715 _marine metagenoms
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