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Additional File 3. Scatter plot comparing gene expression at minimum (spring tide) and maximum (neap tide) reproductive phases.
Each point represents a F. vesiculosus gene orthologue defined by mapping contigs to the Ectocarpus siliculosus proteome using
BLASTX. Genes with statistically significant differences in expression between reproductive phases in a) vegetative tissue are
shown by green points, and b) in male tissue by blue points (Fisher's exact tests with Benjamini-Hochberg adjustment; P < 0.05).
Grey points indicate genes with no significant differences in expression between tidal phases.



