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153829687 CIT 19 1004259 ABCA7, intron 22 2w T 16/19 31734 TTCCHNNCC CTCCCTNNCCCTCTCT CC CC
153752242 AlG 19 1004677 ABCA7, intron 13 311473 A 18/ 3203 A AA GG 0G0 G0 AG GG AC AG GG AG AG AG GG GG
163752243 ANG 19 1005080 ABCAT, exon 25 341305 © 18/21 33/ G GO AA MK AA AG AA AG AG AA AG AG AG AA AA
15821768 AJG 19 1007065 ABCA7, exon 31 319248 © 18/211 3T G GO AA MK AA AG AA AG AG AA AG AG AG AA AA
152279756 AJG 19 1,010,004 ABCA?,intron3E 349313 © 1872 34637 AGAGGO OO0 AG AG AG AG AA GG OC AA AR AG AC AC AG AG AA AR AG A G GO AA AL AA AG AR AG AC AA AG AG AG AA AR
152242436 CIT 19 1016945 Near ABCA7 ¥ end 355298 T 9/ T CTCTTTWCTCTCTOCTTTFCCC‘CCTCTCTWCTWOC‘CTOC CT CCCC OC CT CC CT CT ©C CT CT CT CC CC
18012849 A/G 19 1019738 FMHAL, exon2 NA A Ha NA
10421358 GIT 19 1021991 HMHAI, intron 2 528185 O a0y 343 TTTTOTTT GTGT TTOGOTOT IT TT
152269848 CIT 19 1027063 HMHAI mtron 10 338236 C /21 31/37 TITTTCTITCTCT TTCTCTCT IT TT
Lysis by CTL-4B1 L S N S S T B EE TN T SR R T N R S T R L . T e TR R R N R e e R R e
t Individual B-LCLs not lysed by CTL-4B1 were highlighted m sky blue, Genotypes which were discordant with the lysis by CTL due to 1 bination or were hatched

9§ SHP controlling expression of 4B1-CTL
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