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1510034124 GIT 4 69,222,280 Noncoding 42.0000 G 13713 29729 TTTITGTOTGT TTGTGTGT TTHNGT TTGT TTTIGT TTTT TITTT TT TT TTHNNGT TT TTGT TT TT TT TT TT TT TT TT TT TT TT GT GT TT TT NN
€437 AJG 4 69243710 UGTZBIY,intions 0897 O yosuz a1sm A AAAG AG AG AA LA AG AC AA AA AG AA AG AA AANAAA AA AA AA AA AA AA AA AG AA AA AG AA AA AA AA AA AA AA AA AA AA AA AGIAK AL AA NN
157434408 AIG 4 69,243,036 UGTZBI7, mtron 3 286364 G 9/12 30/30 AM MM AG AG AG A AG AG AA AA NN AA AG AA AA AA AN AL AA AA AA AA AA AG AA AL AG NN AA AA AA AA AA AA AA AA AA AA AG Al AA NN
sl 1732803 AIT 4 69,253,139 UGTZBI7, ntron 3 3038597 A 10/13 31431 TT TT AT AT AT AT AT TT TT AT TT AT TT TT TTTRTT TETT TTTT IT AT ITTTT AT :TT IT TT TT TTTT TT-TT TTAT TT AT
1574423438 CIT 4 69253957 UGT2BI7,intron3 303597 C o a3 TT TT CT CT CT CTCTTTTTCC TTCT TT TT TTTT TT TT:IT-TT TT.IT CT-TT TT CT-TT-TL TT- TT TF-TT TT TT TT TT-TT CT
w3441 CIT 4 69273573 NewUGT2BI7 Sside 440000 T 3,43 3373 CC OC CT CT CT CC CT CT CT CC CC CT CC CT CC CC CT CC CC CC CC CC CC CC CC CT €C CC CT €C CC CC CC CC CC CC CC CC CC CC CT €T CC CC NN
rs1 3348005 AIT 4 69,203,542  Noncoding 440000 & 13713 31/31 TT TT AT AT AT TTAT AT AT TT TTAT TTAT TTTTAT TTTT ITTT TT TT TT TTAT TT TTAT TT TT TT TT TT TT TT TT TT TT TT AT AT TT TT NN
3100645 GIT 4 69,671,954 Noncoding 40000 A y3.y3 3173 O 0GGT GT GT GG GT GT GT GG GG TT GG GT GG GG GT GG GG GG GG GG GG GG GG GT GG GG GT GG GG GG GG GG GG GG GG GG GG GG GT GT GG GG NN
Genomic PCR for UGT2E17, Exon 1} i aar e A e e ERIER g B 4+ Rt RO SRR g R o B S B S T 4 3 e
Genomic PCR for UGT2E17, Exon 6} 13713 32/32 - =+t F+ F = + + +t = = F =t ==t = e e e e e e et e et s s s e e e e e e - = - - -

Lysis by CTL-1B2 - = F F F =ttt = = F =t = m F = - e e e ===t = =t - e e e = = = = = == F = = =

t Indmndual B-LCLs not lysed by CTL-1B2 were highlighted in sky blue; Genotypes which were discordant with the lysis by CTL due to recombination or mutation were hatched.

} PCR was carmed out agamnst g

ic DNA from mdind

| HapMap B-LCLs using primer set described previously (Ref #4)
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