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response to biotic stimulus
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peptidoglycan biosynthetic process

ribosome biogenesis
RNA-dependent DNA replication
response to stress

mRNA splicing, via spliceosome
chromosome segregation
glucose metabolic process
transport

transcription, DNA-dependent
regulation of cell differentiation
regulation of nitrogen utilization
fungal-type cell wall organization

auxin mediated signaling pathway
response to far red light

regulation of flower development
transcription, DNA-dependent

mucilage extrusion from seed coat
jasmonic acid mediated signaling pathway
flower development

positive regulation of flower development
regulation of ARF GTPase activity

metal ion transport

production of siRNA involved in RNA interference
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_ ribosome biogenesis

lipid metabolic process

RNA-dependent DNA replication

. cell adhesion
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negative regulation of insulin receptor signaling
transcription, DNA-dependent
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protein secretion
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cell wall macromolecule metabolic process
peptidoglycan catabolic process

spore germination

response to antibiotic

chitin catabolic process

cell wall macromolecule catabolic process
DNA replication

pilus assembly

tryptophan metabolic process

regulation of cell shape

RNA metabolic process

fatty acid catabolic process

DNA-dependent transcription, initiation

clathrin coat assembly

pathogenesis

positive regulation of glucose catabolic process t
positive regulation of cellular response to drug
response to carbohydrate stimulus

positive regulation of transcription from RNA poly
DNA-dependent transcription, termination
huclear-transcribed mRNA catabolic process, deaden
positive regulation of transcription, DNA-dependen
phospholipid homeostasis

RNA polymerase Il transcriptional preinitiation co
nitrate assimilation

chromatin remodeling

regulation of transcription, DNA-dependent

DNA-dependent transcription, initiation
response to red light

response to ethylene stimulus

positive regulation of defense response
cyclic nucleotide biosynthetic process
clathrin coat assembly

RNA processing

cell differentiation

cellular response to heat

penicillin biosynthetic process

blue light signaling pathway

regulation of ethylene mediated signaling pathway
regulation of transcription, DNA-dependent
ovule development

gravitropism

cytokinin mediated signaling pathway

histone H4-K12 acetylation

cellular response to nitrogen starvation
regulation of cell differentiation

. regulation of ARF GTPase activity
aggregation involved in sorocarp development
» . Ras protein signal transduction
positive regulation of transcription from RNA poly
X myosin Il filament disassembly
regulation of transcription, DNA-dependent
regulation of lipid metabolic process
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mRNA processing
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No GO association

multicellular organismal development

signal transduction

regulation of transcription from RNA polymerase I
embryonic pectoral fin morphogenesis
transcription, DNA-dependent
post-embryonic hemopoiesis

endoderm development

forebrain development

primitive hemopoiesis

negative regulation of transcription from RNA poly
response to temperature stimulus

caudate nucleus development

regulation of myeloid leukocyte differentiation
erythrocyte differentiation

midbrain development

kidney development

neuron differentiation

filopodium assembly

circadian regulation of gene expression
iridophore differentiation

photoperiodism

neural crest cell development

fin development

embryonic viscerocranium morphogenesis
embryonic neurocranium morphogenesis
regulation of transcription, DNA-dependent

No GO association

vocal learning

regulation of sequence-specific DNA binding transc
skeletal muscle tissue development

positive regulation of mesenchymal cell proliferat
righting reflex

positive regulation of epithelial cell proliferati
cerebellum development

lung alveolus development

transcription initiation from RNA polymerase Il pr
pattern specification process

cerebral cortex development

caudate nucleus development

camera-type eye development

post-embryonic development

regulation of transcription, DNA-dependent
embryo development

smooth muscle tissue development

No GO association

. . NA repair

multicellular organismal development

» . . vocal learning
positive regulation of histone H3-K4 methylation
positive regulation of mesenchymal cell proliferat
apical protein localization

ro
regulation of neuron differer?tiation
 cerebellum development
cardiac muscle cell differentiation
. . attern specification process
negative reqlulatlon of transcription from RNA pc
positive regulation of protein ubiquitination
amera-type eye development
caudate nucleus development
retinal cone cell development
male sex determinatior
embryo developmen
smooth muscle tissue developmen
skeletal muscle tissue developmen
ventral spinal cord developmen
. ) eart developmen
regulation of cardiac muscle cell proliferation
. ) righting reflex
immunoglobulin V(D)J recombination
» . lung alveolus development
positive regulation of transcription from RNA poly
myeloid cell differentiation
» . . brain development
positive regulation of transcription, DNA-dependen
histone H3-K4 methylation
chromatin silencing
pre-B cell differentiation
transcription, DNA-dependent
" . ___sarcomere organization
positive regulation of immunoglobulin production
» X " lung development
positive regulation of cardiac muscle cell differe
cerebral cortex development
chorion development
» post-embryonic development
positive regulation of transcription initiation fr
regulation of sequence-specific DNA binding transc
_aortic smooth muscle cell differentiation
positive re?ulatlon of epithelial cell proliferati
egafive regulation of gene expression

3
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No GO association

Notch signaling pathway

positive regulation of anti-apoptosis

positive regulation of histone H3-K4 methylation
positive regulation of intracellular estrogen rece
positive regulation of mesenchymal cell proliferat
nuclear export

histone H3-K4 methylation

chromatin silencing

receptor transactivation

positive regulation of isotype switching
transcription, DNA-dependent

response to estrogen stimulus

cerebellum development

oocyte growth

transcription initiation from RNA polymerase Il pr
positive regulation of histone acetylation
cerebral cortex development

positive regulation of protein ubiquitination
camera-type eye development

caudate nucleus development

post-embryonic development

androgen receptor signaling pathway

smooth muscle tissue development

positive regulation of transcription initiation fr
IDNA damage response, signal transduction by p53 cl
negative regulation of neuron apoptotic process
skeletal muscle tissue development

transcription from RNA polymerase Il promoter
histone H4 acetylation

righting reflex

positive regulation of keratinocyte differentiatio
positive regulation of epithelial cell proliferati
positive regulation of transcription from RNA poly
cell death

response to ionizing radiation

positive regulation of histone H3-K36 methylation
regulation of transcription, DNA-dependent

putamen development

nega
labyrintl%ine Ia¥er blood vessel development
chromatin modification

regulation of transcription, DNA-dependent
putamen development

histone H2A acetylation
putamen development

putamen development
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