#RELEASE DATE: UniProtKB/Swiss-Prot Release 2012_03 of 18-Apr-2012, UniProtKB/TrEMBL Release 2012_03 of 18-Apr-2012
#DATA FILES ANALYZED: uniprot_sprot_bacteria.dat AND uniprot_trembl bacteria.dat
#SUMMARY: Total number of predictions in this clade (2200)

>Legionella pneumophila subsp. pneumophila ATCC 43290: Total=2

G8UW27_LEGPN Window Position=50; Score=57.647 | Prion Domain: NQNTQONQLNQPVQSNGQQPTQAIQNNQONQPSQTGEQQSNONIQNNQONQPAQQQTTQQ

G8UUA3_LEGPN Window Position=194; Score=55.504 | Prion Domain: NQDKONKNQONQDQONQDKONKDQOONQDQOONQDKONKDQOONQDQONQDKONKAQQNKVON
>Enterococcus faecium TX0082: Total=2

E4IM80_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQNRQGTSQGGNQNRTNNNN

E4IQB1_ENTFC Window Position=210; Score=66.786 | Prion Domain: NOTN: NTQREPNHPNNGSSNGGTNNASS
>Haliscomenobacter hydrossis: Total=3

F4KUA6_HALH1 Window Position=393; Score=62.546 | Prion Domain: GQQGQGPGQGQGNNQGGGNNONQGNNQGSNQGGGGOGGQRPNYQGGGGGYNNNNNSNNQR

F4KZR3_HALH1 Window Positio | Prion Domain: NQ NNNRQORNN: RSSYGGGRQQOSNNN KFNPRNN

FAKWW5_HALH1 Window Position=: | Prion Domain: NNWNNNLNNGTNNNWNST T TNNTNNAGYDPNATWNSTNNTNNTTNG
>Clostridium carboxidivorans P7: Total:

C6PW95_9CLOT Window Position=720; | Prion Domain: NRDDNKDKNNTNNKSADTNKNNNSNTTNNNNNNINNGTQTNNENTNTPNTNTDTNNNGNN

D6MDS3_9CLOT Window Position=399; | Prion Domain: NRDDNKDKNNTNNKSADTNKNNNSNTTNNNNNNINNGTQTNNENTNTPNTNTDTNNNGNN

D6M858_9CLOT Window Position=130; | Prion Domain: QVQTQLNQMAQQSQQGQOGMOGOOGMOGOMGOONOMNOQGOMGOQGMOQGYQYQQGHGMH

C6PQ37_9CLOT Window Position=131; Score=64.540 | Prion Domain: QVQTOLNOMAQQSQOGQOGMOGQQOGMOGOMGOONOMNOQGOMGOOGMOQGYQYQQGHGMH
>Bacillus sp. BT1B CT2: Total=1l

ESW6X9_9BACIT Window Position=101; Score=71.638 | Prion Domain: QQAVQQLNQALQGIQTNOAMNOMSQALQQAQQSFNOOGOOGOQGOONQONQQONQNFQOP
>Vibrio parahaemolyticus: Total=10

Q87G62_VIBPA Window Position=445; Score=122.640 | Prion Domain: QQQ0Q0Q0Q00000000000000000000000000000000000000000000000000000

D7RXC7_VIBPA Window Position=16; Score=122.640 | Prion Domain: QQ0000000000000000000000000000000000000000000000000000000000

D7RXD2_VIBPA Window Position=16; Score=122.640 | Prion Domain: QQQ000000000000000000000000000000000000000000000000000000000

D7RXEO_VIBPA Window Positio 5; Scor 08.390 | Prion Domai: KQOQ000000000000000000000000000000000000000000000000Q0KSONRT

D7RXC9:VIEPA Window Position=17; Score=117.869 | Prion Domain: QQQQQ000000000000000000000000000000000000000000000000000KSON

D7RXD1_VIBPA Window Position=15; Score=110.319 | Prion Domain: KQQO00000000000000000000000000000000000000000000000000KSONST

DT7RXC8 VIBPA Window Position= Score=104.463 | Prion Domai: KQOQQ000000000000000000000000000Q000000Q00000QQ0QQQ0KSONRTKQ

D7RXD6:VIBPA Window Position=16; Score=122.640 | Prion Domai Q000000000000000000000Q0A0O0O0R0A0O0O0R0O0O0O0R0000000Q00000

D7RXDY9_VIBPA Window Positiol 6; Score=122.640 | Prion Domain: QQ0000000000000000000000000000000000000000000000000000000000

D7RXD7_VIBPA Window Position=16; Score=101.576 | Prion Domain: QQQ0000000000000000000000000000000000000000000QKSONRTKOEQGOD
>Bacteroides ovatus 3_8 47FAA: Total=1

F7L9X1_BACOV Window Position=295; Score=75.541 | Prion Domain: QQQSQQQRPRIVRSRDNNNGNNNANNNGNNGNNAI QRNNNNONQVONPNONONONON
>Photobacterium angustum: Total=1

01ZX11_PHOAS Window Position=444; Score=64.245 | Prion Domain: QQQONQONQONQONQQKSDKQQQOSQGSNDKKQSQDNSQQSOONQDOOKSSDNKQSNDKQ
>Enterococcus faecalis TX0031: Total=1

E6F6H1_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQNRSNQTNTNNQNRNTQNNNGSTTNONRTS( N
>Brachyspira pilosicoli: Total=1

D8IAM1_BRAPY Window Position=179; Score=98.581 | Prion Domain: N( NNNQDNNQENQDNC ONNDNQENNNQNNNDNQENNNQDNNQN
>Desulfotomaculum nigrificans DSM 574: Total=3

FODHK3_9FIRM Window Position=48; Score=63.454 | Prion Domain: NNKDNMQSQ NOQSQ DMSNMD YNKQ

FODHA4_9FIRM Window Positio 40; Scor: 3.599 | Prion Domai NMSQITAKATNQOGQQYGONQYSQYQONFGONQPYNQFGQYSEYNQFGONQQYGONQFSQQ

FODHG5_9FIRM Window Position=66; Score=56.243 | Prion Domain: NSGSYGSRGGSNSGGYQGNDNE DMHMNONNNWGNNNQGNWNSGQANPNNQNQ
>Vibrio orientalis CIP 102891 = ATCC 33934: Total=2

COQHI2_VIBOR Window Position=442; Scor | Prion Domain: 00Q000000000000000000000000000000000000000000QODESNQEQSNSKSQ

FISRW7_VIBOR Window Position=442; Score=101. | Prion Domain: QQQ0000Q0000000000000000000000000000000000000QODESNOEQSNSKSQ
>Bifidobacterium longum subsp. infantis CCUG 5248

C5E9B1_BIFLI Window Position=324; Score=57.456 | Prion Domain: NNSSSGNNTNTDTNNNAGNTGGNNSGNTGNSGNTGNTGNTGNSGNTGNTGGGTNNNSGSS
>Staphylococcus aureus subsp. aureus 11819-97: Total=5

G8V706_STAAU Window Position=5 Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDQNQTNNNQSSNNQANNNQKSSYVAPYYGONAA

G8V699_STAAU Window Position=66; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
G8V4I6_STAAU Window Positio 00; Scort | Prion Domai NDQONNANQANNQAQNNONQQQANONOOQQQORQGGGORHTVNGQENLYRIAIQYYGSGSP

G8V257_STARU Window Position=55; Scor | Prion Domain: NDNKQSTQNNHQKSNNONONKGOQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ

G8V1F9_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Bacillus anthracis str. A0193: Total=1

BOPX63_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQGNNGHOQENNGRGSQGNNGNQQOGNNG
>Cellvibrio japonicus: Total=1

B3PJ56_CELJU Window Position=458; Score=61.062 | Prion Domain: QQQQQQQONQSONSQSONDDSQDNQODGQQODSQOONTGNOADKQDQSSGEQOEQDTOOO
>Pseudoalteromonas sp. BSi20480: Total=1

GTFTPS5_9GAMM Window Position=105; Score=55.777 | Prion Domain: FTGQOMOMLGARGGDQQOSGGGYQGNQGGQONSGYQGNQGSQQGGYSQNNONQOGSYAPQQQ
>Herpetosiphon aurantiacus: Total=2

A9B6K4_HERA2 Window Position=379; Score=76.874 | Prion Domain: QONQQAGOQGQOGOQGROGOQGROGOOGROGOQGROGOGOGOGOGOGOGOGOGOGOGOGN

A9B8U9_HERA2 Window Position=38; Score=70.123 | Prion Domain: GNGSQYIYNGIGNQNISNQNISNQONISNONISNONISNONISNONISNONISNONISNON
>Enterococcus faecalis Tl: Total=l

C7CTH3_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTS(
>Acinetobacter calcoaceticus: Total=2

FOKKPO_ACICP Window Position=296; Score=56.478 | Prion Domain: PINNLMGNNQNSSSNTSGSNGSSISTPSINLN ONSISSFSQN

FOKKX8_ACICP Window Position=11; Score=92.783 | Prion Domain: NNQQQQOQQONDNRNNQQQQGNQQONDQOQONNOOOQONDNRROOQGSNOKDSGOONSNNN
>Pseudoalteromonas sp. BSi20495: Total

G7GOR5_9GAMM Window Position=108; Score=56.613 | Prion Domain: QMQMLGARGGDQOSGGYQGNQPOGGQQGGGYQGNQAQSAQQSGGYGONNQGONNOOQGGY
>Butyrivibrio crossotus DSM 2876: Total=1

D4RY55_9FIRM Window Position=2; Score=58.118 | Prion Domain: YQNNYNGDDNNNNQGYYREGGGESDNRGSYSDNNNNGYNNGYNNNYYNGYNNNYNNYEND
>Lactobacillus casei: Total=4

B3W9V6_LACCB Window Position=190; Score=51.387 | Prion Domain: AANQQOAQOOAAEQAQQAQOAQQOOVOOOOAQOAARQOKOQQOVOQOAVSQPVAQTTOTSQ

|

F2MIR3_LACCD 1.387 | Prion Domain: AANQOAQOQAAEQAQOAQOAQQQOVOOQOAQOAARQOKOOOOVOQOAVSOPVAQTTQTSQ

F2MA47_LACCC 1.387 | Prion Domai: NQOAQQOAAEQAQQAQQAQQQOVOQOOAQQAAAQOKOQOOVQQQAVSQPVAQTTQTSQ

D8GB20_LACCZ Window Position=192; Score=56.474 | Prion Domain: NQQAQQQAAEQAQOAQOAOOOQOVOOQQVOOOOAQOAAAQOKOQOQOVQQQAVSQPVAQTTO
>Vibrio cholerae TMA 21: Total=l

C2ITV3_VIBCH Window Position=442; Score=105.914 | Prion Domain: AQQQQQ000000000000000000000000000000000000000000000DSSSGSSGO
>Bacillus anthracis: Total=4

C3LBB4_BACAC Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQGNNGRESQQGNNGNQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQOGNNG

C3P368_BACAA Window Position=299; | Prion Domai: SQOGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQGNNGHQOENNGRGSQGNNGNQQGNNG

Q6HWO1_ BACAN Window Position=300; | Prion Domai: SQQGNNGNQOGNNGRESQQGNNGNQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQOGNNG

Q81YQ6_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQOGNNGRESQQGNNGNQQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQOGNNG

>Bacillus clausii: Total=l
IF2 BACSK  Window Position=57; Score=53.274 | Prion Domain: QGSTSNOKQONSONQRSNOGOKQRPONNQONQGOKQRPONNQOSQSQGOTKRPSQASNNOS
>Lactobacillus ruminis SPM0211: Total=1

F7QZB6_9LACO Window Position=295; Score=57.760 | Prion Domain: QQQTQATQAEASTQTQQATPSSNNAQQQOQTOOQTOQOTOQOTQOOOTQOQAQPSSSSSQQQ
>Pseudoxanthomonas spadix: Total=1

G7UUD7_PSEUP Window Position=129; Score=100.038 | Prion Domain: K N
>Clostridium hathewayi WAL-18680: Tota

G5ID91_9CLOT Window Position=384; Score=101.104 | Prion Domain: DTSNNNT

G5SIBN1_9CLOT Window Position=0; Score=65.570 | Prion Domain: MSRNNYNDMEDTKRCONSNQNNSQONSSQNSSRNNSQNSGONNSQNSSRNNNQNSSQNSNR

G5IBAl_9CLOT Window Position=75; Score=63.003 | Prion Domain: QSGYGQSQSQSGQTLGGQTQSSQSMYGONSONGOONQONAQGOGLNQYHPGQOGYSQYGON
>Lactobacillus gasseri 202-4: Total=5

C4VTW8_9LACO Window Position=224; Score=66.088 | Prion Domai: TNTSSNSSQNNSNTANTQNN KQSSHTTT T

C4vQ78_9LACO Window 2.355 | Prion Domain: SQSQSQSSQTSQSSTQSYASSASQTTTOGOTOOANONSYONNONTWONYSGNSSSONQAP

C4VUI2_9LACO Window 3.106 | Prion Domai SSQQSSSSQSSKSEEHNDAKQESQSQSNTTSQSTDNKESNQQSONNNTNNQQGONQNNQQ

C4VTZ1_9LACO Window Position=279; Score=73.082 | Prion Domain: GONSQSTNTQQSSSTSQSSTNNVNTQTQONONTONRQGTONTONTQGOTNTNONNGGOSN

C4VUG5_9LACO Window Position=732; Score=101.002 | Prion Domain: SSSQKQSSTSNNNNSNNQNONNNQQTENKSNNQNNNSQONTNNQONNONQQONQGNNSNNN
>Lactobacillus amylovorus: Total=2

F2M3J6_LACAL Window Position=157; Score=50.658 | Prion Domain: YNGSTDSNNTDKTNNSL TTDSNN: TNNSNSSTNINTSDSNKATNNTPNSNN

F2M3P7_LACAL Window Position=101; Score=56.734 | Prion Domain: SSNNDTSINSNNST NNNVVNNTANSQNGSKSSKTNQTNNQSANILRNGNQNNQTNT
>Shewanella loihica: Total=1

A3Q9W3_SHELP Window Position=157; Score=57.831 | Prion Domain: PLNYLYMERQGLSLTSVNSGRISI Y
>Vibrio cholerae HFU-02: Total=1

F9BGQ6_VIBCH Window Position=443; Score=52.070 | Prion Domain: QQQQ0Q000000000000000QQQD. GASGQEAQEDSSANPSNTAQEQE. QTKGAS
>Acinetobacter baumannii 6013113: Total

F5I789 ACIBA Window Positio 96; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNONSGSNTSGSNGASISTPAINLI NNITSENON

F5IFR3_ACIBA Window Position=4; Score=93.450 | Prion Domain: NNQANQRNNOQOQQQONDNRNQQOHGNQQOHGNOOONDQOQOONNQQOQQONDNRGQQOGSN
>Vibrio cholerae HC-02Al: Total=1

F9BQP2_VIBCH Window Position=441; Score=58.001 | Prion Domain: AAQQQQQQQQ0000000000000Q0QQQQD: EAQED! NPSNTAQEQEASSQT
>Bacillus cereus ATCC 4342: Total=l

C2QVW1_BACCE Window Position=354; Score=72.171 | Prion Domain: SQQGNNGNQQGNNGRGSQQGNNGHQQENNGRGSQGNNGNQQSDNGRGSQQGNNGNQQGNN

>Listeria monocytogenes FSL R2-561: Total=2
G2K9A7_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODOQOSONONYQSTNNDPFASDG



G2K597_LISMO Window Position=307; Score=66.246 | Prion Domain: STNTNANKTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNS
>Lactobacillus coleohominis 101-4-CHN: Total=2

CTXXF6_9LACO Window Position=172; Score=81.127 | Prion Domain: GNNQTNQNSASQNTNDNQOSNTNOQONSQQSNNGANT QSNTSTNNGTTNQ

C7XXJ4_9LACO Window Position=106; Score=62.470 | Prion Domain: SSNQGSNNQGGYNQGNNGGFNNNONFSQNNAFNNNGGNFSNNNPAQPAANNQPVFNQDNQ
>Desulfosporosinus meridiei DSM 13257: Total=1

G6GBD5_9FIRM Window Position=120; Score=66.983 | Prion Domain: QMNNFIEQAQQQLONMSQONONQQQOGOGSQTTQSFGOOGONQQLOSQGOGOGONQOMHGOG
>Lactobacillus gasseri JV-V03: Total=5

D7V3G4_9LACO Window Position=731; Prion Domai: SSQKQSST ONQNNNQQTENK S DNQNNNSQQONTNNONNONQQQHO!

D7V5Q0_ 9LACO Window Position=223; Prion Domai: TNT NQSNSNTANTQNN: KQSSHATTSNSN; T

D7V307_9LACO Window Positio: QSQSSQTSQSSTQSYASSASQTTTQGOTQQANQONSYQONNONTWONNSGSSSSQNQAPSSY

D7v254_9LACO Window Positio: Prion Domai:

RETFSGONSQTTSTQQSSATTQSSTTTNNVNTQTQONOQGTONTQGQTNTNONNGGQSNR

|
|
| Prion Domai:
|
|

D7V3E8_9LACO Window Position=296; Prion Domain: QQSSSSQSSKSEEHNDAKQDSQNOSNATSQSADNKESNQOSONNNTNTNNQQGONONNQQ
>Bacillus anthracis str. A0389: Total=l

B1EV04_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQOGNNGRESQQGNNGNQQGNNGRGSQGNNGHQQENNGRGSQGNNGNQOGNNG
>Vibrio cholerae HC-48B2: Total=1

G7BPU1l_VIBCH Window Position=440; Score=52.070 | Prion Domain: Q0QQ000000000000000000Q0D. GASGQEAQEDSSANPSNTAQEQEASSQTKGAS
>Staphylococcus aureus Al10102: Total=4

D1QHM5_ STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

D1QIM2_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANOANNQAQONNONQQOANONQQOQOOOORQOGGGQRHTVNGQENLYRIAIQYYGSGSP

D1QG92_STARU Window Positio 7; Score=64.857 | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D1QFP5_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Enterococcus faecalis TX0309A: Total=1

E6GYX2_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTQONNNGSTTNONRTS( N
>Niabella soli DSM 19437: Total=1

HINJL7_9SPHI Window Position=306; Score=59.937 | Prion Domain: NQQMOSQRQQQMDTRNQOMORNQOAQRGOQOMOSORQQOMDMRNQOMORNQQAQRDOOMOS
>Corynebacterium kroppenstedtii: Total:

C4LLR6_CORK4 Window Position=539; Score=56.441 | Prion Domain: GNGNNGTTDGNSGNTNTGGNNSNGGTNN NAGNNGSRGNSNGGN: GNTNQONSAIN

C4ALLN7_CORK4 Window Position=88; Score=57.160 | Prion Domain: AQQGQYGQSYGQAQNGAQGYGQGYAQGYGTSQQGQFQQOPNQYSTQYGQGOQYDOQOYAGN

CALJH9_CORKA4 Window Position=603; Score=59.016 | Prion Domain: NQONSTNGNQONSGNNGNAGSNSNGDNSDNGGANQQODTDSSNRGSGSGNSNSGNDNSGOMN

>Staphylococcus aureus subsp. aureus 21194: Total:
HOCBJ6_STAAU Window Position=58; Scor: 2.151 | Prion Domain: SKDVNKDNKDNSANDNQQOSNSNATNNDQONQTNNNQSSNNQANNNQOKSSYVAPYYGQNAA
HOC9S3_STAAU Window Positio 6; Score=50.002 | Prion Domain: NTNNTNENQNNNNGVTNGNQSSTPSTVONNGSTAPANTQPSNPNQSNSNQSNSNQSSSNH

HOCBP3_STAAU Window Position=126; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNQQOANONQQOQOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP
HOC8D5_STAAU Window Position=58; Score=52.601 | Prion Domain: TGNWNPSQLTQNNTYYYNNYNTYSYNNASYNNYTNNSQTATNNYYTGGSGASYSTTSNNV
HOC509_STAAU iti 6; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Lactobacillus jensenii
C7X212_9LACO

91; Score=51.019 | Prion Domain: SNSGTTQSSYTNTYSQSSSIAT VYTQSSQASSSQTNTNQTNTNQTSQNTTNONTGN

CTXZW3_9LACO Window Position=718; Score=55.497 | Prion Domain: QGREDGST Q. GGNPNNNQGTTTNNQTNNNNTAGQGQONNGGNN
>Staphylococcus epidermidis SK135: Total=4

D1WQ43_STAEP Window Position=106; Score=55.201 | Prion Domain: NNKQKPNONKTNQSDHQPAQSTPQQSSQHNNQSDSQONGNSNNNSNNONHGTNGNONKNR

DIWLLY_STAEP Window Position=84; Score=60.215 | Prion Domain: QQNKSNOSSENRQSTONKSNQTQSTRPQ! NASSGONTOKQONNNNONSQSSKKD

DIWNE5_STAEP Window Position=373; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNONQQDNANQNSNNQQATQGQQSHTVYGQENLY

D1WK28_STAEP Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
>Leeuwenhoekiella blandensis: Total=1

A3XJP9_LEEBM Window Position=138; Score=81.153 | Prion Domain: SDNNRSKNNRSRKL KL
>Xanthomonas perforans 91-118: Total=1

FOBXD8_9XANT Window Position=78; Score=92.125 | Prion Domain: QSQQORFNQAQQQONONQGONQGOGQQQGONQNONAGONQQGOGGQSQGONQQGONQQOGN
>Clostridium asparagiforme DSM 15981: Total=1

COCWL3_9CLOT Window Position=15; Score=79.927 | Prion Domain: QNSSQONNSQNSSON QNSSOQ! NSSQNSSRNCSQNN

>Enterococcus faecium: Total=2
IF2_ENTFC Window Position=101; Score=71.702 | Prion Domain: NQGKNQSTNQONRSNNGGGNNQNRQGATQSGNONRQGSTQGGNONROGSNOGGNONRNNNN

Q93LK5_ENTEFC Window Position=210; Score=66.786 | Prion Domain: TNPSGSNNNGNTQREPNHPNNGSSNGGTNN:
>Xanthomonas campestris pv. raphani 756C: Total=1

GOC9BO_XANCA Window Position=73; Score=83.009 | Prion Domain: GQSQQORFNQOAQQQONONQAQSQGOGOOROQOGOGONQGOGOOGOGOGONQGOGONQOGN
>Enterococcus faecalis ElSol: Total=1

CTW379_ENTFA Window Position=95; Score=82.647 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTN( N
>Ruminococcus albus: Total=5

E6UB84_RUMAT Window Position=509; Score=52.513 | Prion Domain: NY TTRSYNNIQYHTPSNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNNG

E6UF61_RUMA7 Window Positio 82; Scor 00.785 | Prion Domain: YNSNGYNNGYNNNNYNNGYNNNYNNDYNNNNYNNGYNNNYNNDYNNNSYNNGYNSNNYNN

E6UFT7_RUMA7 Window Position=696; Score=51.556 | Prion Domain: VANLFYMVYSTDGSTYVEPGNSSSQNQNNDSSSQY TSSNVNINGF

E6UJT8_RUMA7 Window Position=110; Score=57.420 | Prion Domai: KSSNKSSGNSN: NGNANTSQKNN: TNNNGNTGNSNNTQPVQONDTQ

E6UEW0_RUMA7 Window Position=114; Score=63.983 | Prion Domain: SQNYGNGGFNNGGYGNNGGYSNGGNGGFGGNNFNNGGNFGGGFGGNNGGNQONSFNNNNNQ
>Bifidobacterium sp. 12_1 47BFAA: Total=l

ES5XXQ1l 9BIFI Window Position=306; Score=54.799 | Prion Domain: SNNQHESSGNNANNTGDKNNSSSGNNTNTDTNNNAGNTGGNNSGNTGNTGNTGGGTNNNS
>Lactobacillus iners SPIN 2503V10-D: Total=1

EINXP2_9LACO Window Position=1196; Score=51.027 | Prion Domain: ONRSQNRSQNRSQONRSQSPSQONRSRSRSRSRSQSRSQSQSQSHNLNRNLNQSONLNORNY
>Staphylococcus epidermidis VCU071: Total=4

HODP55_STAEP Window Position=106; Score=53.140 | Prion Domain: NNKQKPNQNKTNQSDHQPSQSTPQQSSQPNNNQSDSQONGNSNNNSNNQONHGTNDNQNKN

HODMM4_STAEP Window Position=373; Score=57.330 | Prion Domain: SDNSSLNSNATSTNNNDNVANNNSNYTNQONQODNANQONSNNQQOATQDQQSHTVYGQENLY

HODQG5_STAEP Window Positio ; Score=55.741 | Prion Domain: YNNYNYYGYNNYSNYNNYNNYSNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSNVHVTTT

HODP08_STAEP Window Position=146; Score=63.100 | Prion Domain: QQONKSNQSSANRQSTQNRSNQTQSTRPONNGNSGNQNASSGONTQOKQNNNNQNSQSSKKD
>Eubacterium yurii subsp. margaretiae ATCC 43715: Total=4

EOQH80_9FIRM Window Position=212; Score=99.721 | Prion Domai: NKDNNNNNQGNNNGYNNNQGNNSGYNNNNQGY ONNQYNYDYNNNONNNGYTNSG

EOQHX6_9FIRM Window Position=556; Score=56.262 | Prion Domai STNQNAQNAASNONVQAQEQNVNTNNHKVQTQVSNQIQNPAQNTTTVONVONNVNSQONN

EO0QGK9_9FIRM Window Position=528; Score=68.434 | Prion Domain: QNQIQSQNQPQSONQIQSONQPOSONQTOSRNOPQTOSONQTOSQNOPQTONONQTOSON

EOQGK5_9FIRM Window Position=368; Score=77.139 | Prion Domain: NNNGNDQONONNQNONTDGQTNNNGNTQONQDGTTTDNQGONQONQGENKQNONNQNSGTS
>Jannaschia sp.: Total=1

Q28RD7_JANSC Window Position=88; Score=50.238 | Prion Domain: QAQHQANQONNQGGGQOGGNQOGGNOQGGGDQOGGGNQGGGNRRNRGGGGGGGGGODPOQ
>Parvimonas sp. oral taxon 110 str. F0139: Total=2

F5TDLO_9FIRM Window Position=76; Score=104.843 | Prion Domain: TNENTI NNSNT T T

F5TEN4_9FIRM Window Position=914; Score=57.001 | Prion Domain: NPPPSDVSDIVDDPNT NSNTNDTNTNTNENNN
>Colwellia psychrerythraea: Total=1

Q47VE8_COLP3 Window Position=173; Score=52.219 | Prion Domain: GSSSTTINSGGVSENDP! NS SN NNN NN NONSGINLYTEN
>Fibrobacter succinogenes: Total=2

CY9RKT4_FIBSS Window Position=299; Score=51.839 | Prion NGGNDNRNNNNNNRRPNGGNASSSSRGY TGRNGGF SSGSMOEAFNASNNNNQSLGONNON

C9RRR8_FIBSS Window Position=112; Score=74.417 | Prion ONQDONNQDONQDONODKONODQNKDQONODQONONQNGDQS SSSAQNDONQDOONQGON
>Bacillus cereus BDRD-ST196: Total=2

C2SR02_BACCE Window Position=600; Score=62.524 | Prion Domain: NQGGNDNQGGNDNQGGNNNQGGNDNQGGNDNQGENDNQGENDNQGGNNNQGGNDNQGNNT

C2SRJ4_BACCE Window Position=268; Score=54.149 | Prion Domain: QGQHHHQGQHHHQGQHHHQGQHHHQGQHHHQGQOHHHQGQQGHQGQOHQQYQQYQOQQSSP
>Streptococcus sanguinis: Total=1

A3CNCO_STRSV Window Position=48; Score=75.046 | Prion Domain: YNNYNYGYNNYNYRNSRNYRYNNYNYGYNNYNYGYNNYNYGYNNYNYGYNGYNYDYGYNN
>Clostridium difficile NAP08: Total=2

D5Q8W6_CLODI Window Position=25; Score=97.320 | Prion Domain:

D50Q268_CLODI Window Position=568; Score=52.009 | Prion Domain: N: GGSNSGNSGGN NSGNSGGNSGGSNSGDNGGNSGGSNSGDN
>Kingella oralis ATCC 51147: Total=1

CAGJK3_9NEIS Window Position=2 Score=67.058 | Prion Domain: SGGLNYNGGSNNN: NN \NNGNANNN! NIGGGSNLNNI

>Staphylococcus aureus subsp. aureus CGSO
ESTXB1_STAAU
E5TSC5_STAAU

| Prion Domain: NDQNNANQANNOAQNNONQOQANONOQQOQORQGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

ESTVL7_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

ESTRW8_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ
>Gemella moribillum M424: Total=2

E5V3B4_9BACL Window Position=73; Score=55.415 | Prion Domain: QEAYSKIKMNVDNQSQSNQSTNPQNNESTQONNSNNNASVSNTNNTQQATNNVQONSTSN

E5V3J7_9BACL Window Position=1129; Score=72.672 | Prion Domain: NHFSTFTIVKSKI PNNGGNNNEDNNKNNNLNQNNNNSKNNEG
>Pseudomonas savastanoi pv. savastanoi NCPPB 3335: Total=1

D715J4_PSESS Window Position=41; Score=66.277 | Prion Domain: NGQQORQOQOQRFQEQNNQORQIQOOONQOROVERQQQOQINQOQINQOROIQEQONOORQ
>Coprobacillus sp. D7: Total=1

C3RHL7_9FIRM Window Position=273; Score=53.719 | Prion Domain: NGGNNNNSGGNNNNNNNNNNNNSDSGNNNNGGNNNNDSSTSDNLGEKIYAAAYAKLGSRY
>Bifidobacterium longum subsp. longum ATCC 55813: Total=1

C2GWU7_BIFLN Window Position=314; Score=54.463 | Prion Domain: SSGNNANNTGDKNNSSSGNNTNTDTNNNAGNTGGNNSGNTGNTGNTGNTGNTGGGTNNNS
>Acinetobacter baumannii ABNIH2: Total=2

F9IQA8_ACIBA Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQNSGSNTSGSNGASISTPAINLNGI ONNITSENON

F9ITHO ACIBA Window Position=11; Score=91.377 | Prion Domain: NNQQQQQQONDNRNOQOHGNQQOONDQOOONNOOQOONDNRGOOOGSNQKDSGOONSNNNQ
>Enterococcus faecalis TX1346: Total=1

E6FKLO_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN

>Lachnospiraceae bacterium 2_1 46FAA: Total=2
F3B992_9FIRM Window Position=84; Score=80.311 | Prion Domain: QNNHKQNQNQONNNNNQGNTKOMNNGONNPRONNNQGKRONNNQGGRYQNNNONGERKNNN




F3BBJO_9FIRM Window Position=1530; Score=91.930 | Prion Domain: NGNGNL NGNNNGN NGNNNGNGNNNGN NSNNKP
>Vibrio harveyi: Total=2

ATN6B8_VIBHB Window Position=445; Score=109.928 | Prion Domain: QQQ000000000000000000000000000000000000000000000000000KSOSDA

ATMYUO_VIBHB Window Position=107; Score=54.151 | Prion Domain: YNNSSTNNANDNSDSSMNTTRSNNDNSDHNASTNQSNNDNSSSYANDNSNSSTNGSYNDN
>Bacillus cereus Rockl-3: Total=3

C2U768_BACCE Window Position=951; Score=60.270 | Prion Domain: NGNGSDNANNGLGNNNDSDNGNNNTNNGNGSDNNNTNNGNSLDNGSNGTNNSNSTDTDNN

C2U064_BACCE Window Position=294; Score=76.243 | Prion Domain: QQGNNGNQQGNNGRGSQQGNNGNGQGNNGRGSQQOGNNGNGQGNNGRGSQQGNNGNGQGNN

C2U383_BACCE Window Position=489; Score=66.213 | Prion Domain: NQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGGNDKQGGNDNQGGNNNQGGNNNQDNNT
>Frateuria aurantia DSM 6220: Total=1

HIMGKO_9GAMM Window Position=460; Score=65.940 | Prion Domain: GRQGOQQGOQGOOGOQGOOGOOGOOGOOGOOGRNGAOGONGOOGOOGOPPOAQTARQQAQ
>Wolbachia endosymbiont of Drosophila ananassae: Total=1

Q4EBD1_9RICK Window Position=286; Score=59.788 | Prion Domain: NQGNQLRLNRTNDNYKNYNGQONPNYQHNNRSSPQONNNNSQNKNNPONSNSYQNHNSYQHN
>Staphylococcus aureus A6224: Total=4

C8LMW4_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8LLC4_STAAU Window Positio 00; Score=59.061 | Prion Domain: NDQONNANQANNQAQNNQONQQQOANONQQQQQQRQSGGORHTVNGQENLYRIAIQYYGSGSP

C8LKE5_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNQNQNKGQQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQNQ

C8LJE4_STAAU Window Position=67; Score=64.857 | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Shuttleworthia satelles DSM 14600: Total=1

C4GCP2_9FIRM Window Position=231; Score=50.987 | Prion Domain: QIQSONRTNQTRQANNSQDSSNNNGGNTSRKI TTPSKNTTNKNTST T
>Vibrio cholerae HE39: Total=1

FIAL33_VIBCH Window Position=441; | Prion Domain: AAQQO00000000000000000000Q0QD: EAQEDSSANPSNTAQEQEASSQT
>Staphylococcus aureus subsp. aureus 2130

F5W8L8_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPQNQ

FSW726_STAAU Window Score=52. | Prion Domain: SKDVNKDNKDNSANDNQQOOSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGONAA

F5W903_STAAU Window Score= | Prion Domain: NDQNNANQANNQAQONNONQOOANONOOOOQORQGGGORHTVNGQENLYRIAIQYYGSGSP

F5W558_STARU Window Score | Prion Domain: QLNODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

F5W3H7_STARU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Bifidobacterium longum subsp. longum: Total=3

E4R1Q0_BIFLM Window Position=317; Score=58.243 | Prion Domai: NNANNTGDKNNSSSGNNTNTDTNNNAGNTGGNNSGNSGNTGNSGNTGNSGNTGGGTNNNS

E8MFV2_BIFL2 Window Position=317; Score=58.243 | Prion Domai: NNANNTGDKNNSSSGNNTNTDTNNNAGNTGGNNSGNSGNTGNSGNTGNSGNTGGGTNNNS

D6ZX38_BIFLJ Window Position=317; Score=56.934 | Prion Domai: NNANNTGDKNN: NNTNTDTNNNAGNNSGNTGNTGNTGNSGNTGNTGNSGNTGSGTNN
>Vibrio sp.: Total=1

ATK1D4_VIBSE Window Position=443; Score=108.338 | Prion Domain: LKQQQQ00Q0000000000000000000000000000000000000000000000KSONG
>Clostridium bartlettii DSM 16795: Total=6

BOA6X3_9CLOT Window Position=257; Score=75.992 | Prion Domain: NNQNTNYNKYNSNKNNSSNKNDYSQSSNSYNC YNQNSNNYNQSNKDYSSNTGSY

BOA9X9_9CLOT Window Score= | Prion Domain: KPEQNNNNNNNNNNNDDDNNNSDNNNNDNDNNNNDNNNNDDNNNNDDDNDNSDDDSGSGS

BORAWY_9CLOT Window Score: | Prion Domain: NNQNNGNNQDNNQNNGNNQDNNNQGGNMEDNNQGNNNQDKDDNNPGNDNNQDQDKDDNNQ

BOAYWS5_9CLOT Window Position=18; Score=57.889 | Prion Domain: SSSNRDCNNSTTSNSNTTSQNDNINNEQNSCNCDSSNNNNSNSNNNDNNQONTNANSTNQN

BOAB22_9CLOT Window Position=211; Score=61.392 | Prion Domain: NNSNONNGTTMTNPDSNNDNNNSNLNNSDNNTDSNSDANNNNENLDNNTNDNSDDQNOSN

BOA8G1_9CLOT Window Position=250; Score=53.416 | Prion Domai: TAADMASMOMGMMMGQOMANQMAQTONNNQQON I NONONNNQOPVNPQGGGN
>Lachnospiraceae bacterium 9 1 43BFAA: Total=1

F3AJ55_9FIRM Window Position=10; Score=57.923 | Prion Domain: QDQNAEAADNSYQQTMNYGYYSDGSQNGSGENNGAYQONYNQNYNMNYNQGYQONYSGNS
>Lactobacillus gasseri 224-1: Total=5

D1YHAS 9LACO Window Position=276; Score=67.781 | Prion Domain: TFTGONSQSTNTQQSSSTSQSSTNNVNTQTQONONTONRQGTONTQGOTNTNONNGGOSN

D1YKV5_9LACO Window Position=224; Score=66.088 | Prion Domain: TNTSSNSSQNNSNTANTONNSAASKQSSHTTT T

D1YJU9 9LACO Window iti 30; Score=101.002 | Prion Domain: SSSQKQSSTSNNNNSNNONONNNQOTENKSNNQNNNSQONTNNONNONQQONQGNNSNNN

D1YJX4_9LACO Window Position=79; Score=53.106 | Prion Domain: SSQQSSSSQSSKSEEHNDAKQESQSQSNTTSQSTDNKESNQQSONNNTNNQOGONQNNQQ

D1YJG8_9LACO Window Position=142; Score=62.355 | Prion Domain: SQSQSQSSQTSQSSTOSYASSASQTTTQGOTOOANONSYONNONTWONYSGNSSSQNQAP
>Staphylococcus aureus A6300: Total=4

C8LPX1_STAAU Window Position=67; Score=64.857 | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C8LV66_STAAU
C8LVS3_STAAU

00; Score=58.368 | Prion Domai: NDQONNANQANNQAQNNONQQOANONQQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP
; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNQONONKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ

C8LT24_STARU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Sinorhizobium meliloti CCNWSX0020: Total=1

H0G654_RHIML Window Position=269; Score=63.322 | Prion Domain: QONSAQQQAYNOMLGSGQFANAAQAQQYAQNANNMOMGNAAQQQQOFGONQAQQQANNAAQQ
>Paenibacillus curdlanolyticus YK9: Total=2

EOIET4 9BACL Window Position=1957; Score=80.764 | Prion Domain: KGNNGNGNGNNGNNGNNGNHGNGNNGNGNGNNGNNGNGNGNSGNNGNGNGNGGNNGNGN

E0I526_9BACL Window Position=776; Score=72.454 | Prion Domain: GSQNPD DGNGSSGGNGQGSNC T NGTNS
>Clostridium beijerinckii: Total=1

A6M1P7_CLOB8 Window Position=85; Score=58.539 | Prion Domain: NMNNANNMNSNGPNMNNMGNMNDINSLLSMLMGNQGNMPMNNMNNMNNMMNNMNNNSNRH
>Bacillus thuringiensis serovar tochigiensis BGSC 4Y1l: Total=1

C3C9A2_BACTU Window Position=201; Score=50.313 | Prion Domain: QGQHGHQGHHGHQGQHGHQGHHGHHGHQGQOHGHQGYQGYQGQQOHQOHOQYQQYQQQQSSP
>Helicobacter bilis ATCC 43879: Total=1

C3XF91_9HELI Window Position=108; Score=54.351 | Prion Domain: QQSEYGQONAYGQTNGYANGYGSNYDSNYNQOQONYQPQSYDRNVGNPYSQNTQONNNMGMQ
>Parachlamydia acanthamoebae: Total=1

F8L048_PARAV Window Position=316; Score=55.811 | Prion Domain: NVPNNGGAVATSQVOVQEAQQOQQOQ000Q000Q0000000000000Q00EQHHRILDGKEN
>Staphylococcus caprae C87: Total=7

ES5CT07_9STAP Window Position=355; Score=59.370 | Prion Domain: NNNDNNDNNDTTNDSSNNATENNNNQNYDQEDTGNNNQTTDDNNYQNOYQONNEQNSTLN

E5CQG6_9STAP Window Position=192; Score=72.678 | Prion Domain: QQPSSQONDSKQQSOSNNSNSNNQSVORNTSQSQOSSNOSNSTOERSSNQSSSNONSSNN

E5CUJ1_9STAP Window Positio 26; Scor 3.097 | Prion Domai STQONNTSNNNYNNHSQONSQNSTQPSTSEKPNNQQSSSQNSENKPSNQQONNNNSTONKHE

E5CQIO_9STAP Window Score=102.969 | Prion Domain: QNNNNANNANNSN QNSYNNQANSQNQOONQTNNTQONNPONQQQY SNGNNQATNNSQ

E5CUD5_9STAP Window Score=61.412 | Prion Domain: SPQQAQQGNNSNYSNDNQSTQSYNSYNNYNNYRTNNQTQSYNSNNGGGLGANYSTSDRNV

E5CQX9:9STAP Window Score=61.777 | Prion Domain: NTQNNHOKSNNKONONNKSNQSNKEKQNNKGNQQKSNNQQKNONKKNGONNKGKQONKNN

E5CRJ3_9STAP Window Position=357; Score=73.502 | Prion Domain: NSANGGAADSDQNANSTDNSSNQNGTANNONQGTQONNQONNGNSTQGNNNNQONTQGQQS
>Pseudoalteromonas sp.: Total=l

E6RJS9_PSEU9 Window Position=108; Score=58.607 | Prion Domain: QMQMLGARGGDQQSGGYQGNQGGOQSGGYQGNQGGQOSGSYGONNQGONSQOGNYAPQQQ
>Fusobacterium sp. 12_1B: Total=1

H1PSC4_9FUSO Window Position=192; Score=56.411 | Prion Domain: QDQQNNQNQDKQDQNKDQDNKQDQONNONQONQDKQNDKQDLNKDQDNKQDOONNONOON
>Enterococcus faecalis TX0630: Total=1

E6EX84_ENTFA Window Position=95; Score=82.647 | Prion Domain: NNQSTNGQORNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTNONNNGGN
>Enterococcus faecium E1636: Total=2

D4R967_ENTFC Window Position=202; Score=66.786 | Prion Domain: NSSNQTNPSGSNNNGNTQREPNHPNNGSSNGGTNNASS

D4R5L1_ENTFC Window Position=96; Score=54.969 | Prion Domain: GQGSGOVNQGKKTTTNQNNTGNTSSQONRQGTSQGGNQNRINNNNKPNNNNRGKENNNNRN
>Staphylococcus aureus subsp. aureus 21331: Total=6

HOCF65_STAAU Window Position=398; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQQANONQOQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

HOCDES_STAAU Window Position=55; | Prion Domain: NDNKQSTQNNHQKSNNQNONKGOOKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

HOCJH2_STAAU Window Positiol 7 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

HOCFH1_STAAU Window Positio 7 | Prion Domain: NQNNNGVTNGNQSSTPSTVQONNGSTAPANTQPSNPNQSNSNHGGGSQSSTNNONNQOONT

HOCGQ5_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

HOCHE7_STAAU Window Position=57; Score=50.280 | Prion Domain: NSKDVNKDNKDNSANDNQQOSNSNATNNDONQTNNNQSNSGQTTNNQKSSYVAPYYGONA
>Photobacterium sp. SKA34: Total=1

Q2C8D0_9GAMM Window Position=444; Score=87.061 | Prion Domain: QQQQONQQOONQQQONQQONOQONQQONQOKSDKQQOQSQGSNDKKQSQDNSQQSQONQDQQ
>Solibacillus silvestris: Total=l

F2F9V1_SOLSS Window Position=2; Score=57.099 | Prion Domain: RNEQNRNKQONONQRNNQONNREEFGQDLNENDENQONONONQNNRONNNRONNLEEFGQ
>Staphylococcus aureus subsp. aureus 2126

F9KT90_STAAU Window Position=! | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDQNQOTNNNQSSNNOANNNQKSSYVAPYYGONAA

FIKNX9_STAAU Window Positio | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

F9KRR3_STAAU Window Positios | Prion Domain: NDNKQSTONNHOKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

F9KQ18_STAAU Window Positio: 6; | Prion Domain: QLNODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

F9KRO7_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQOANONQOQQOQORQOGGGQRHTVNGQENLYRIAIQYYGSGSP
>Corynebacterium casei UCMA 3821: Tota

GTHVH9_9CORY Window Position=69; Score=58.038 | Prion Domain: NNQGGNNNRRSRSRGSRGRGRGGNGONNNGONNGONNQGGNNNQGGGNQGGRNNRRGGNN

GTHUY7_9CORY Window Position=498; Score=57.246 | Prion Domain: RRGSNPNNQGONQNOSQSQSQSQGOGLGQQOSNKPQGSDQGSNQGSKOGSNQGSNNSSQQ
>Staphylococcus aureus subsp. aureus C1l01: Total=4

D2F6G5_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQOKSNNONONKGQQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

D2F2S1_STARU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D2F742_STARU Window Position=400; Score=58.368 | Prion Domai NDONNANQANNQAQNNONQOOANONOOOOOOROGGGORHTVNGQENLYRIAIQYYGSGSP

D2F9K5_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Staphylococcus aureus subsp. aureus ATCC 51811: Total=4

D6UG25_STAAU Window Position=68; Score=84.863 | Prion Domain: NQDNGYYSYYYYNGYNNYNYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNS

D6UBO7_STARU Window Position=63; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONQNKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

D6UAD5_STAAU Window Position=402; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOOQANONQQOOQQRQGGGQRHTVNGQENLYRIAIQYYGSGSP

D6UF95_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Lactobacillus pentosus MP-10: Total=3

F6IRE1l_LACPE Window Position=47; Score=78.920 | Prion Domain: P] I GC

F61ZJ8_LACPE Window Position=731; Score=59.342 | Prion Domai: DNYRGNNRR YH DRRGC

F6IUH8_LACPE Window Position=117; Score=60.624 | Prion Domain: GSNNNYNNGNSNYNNNSGYSNQGONAAPQQSSANNNNPFGNGNAGNANSAAPSSSANNNQ




>Desulfotomaculum gibsoniae DSM 7213: Total=1

G6I995 9FIRM Window Position=150; Score=50.987 | Prion Domain: QSYNQSFGSYASPGQLSNTQGYGNQMONQSFAENQQISQQAQQALANRMNONLSNLNNQF
>Streptococcus sanguinis SK1056: Total=1

F3UBX7_STRSA Window Position=151; Score=53.204 | Prion Domain: EMVGNSYGQOQYGQONFQGQQFGQOSQQGGFQGQOFGOOPQOPVONQOFGQOOSQOGGFOGO
>Vibrio cholerae HC-48Al: Total=1

F872V4_VIBCH Window Position=443; Score=52.070 | Prion Domain: QQ0000000000000000000000DSSSGASGOEAQEDSSANPSNTAQEQEASSQTKGAS
>Staphylococcus epidermidis BCM-HMP006

C5Q7B2_STAEP Window Positiol | Prion Domain: QONKSNQSSENRQSTONKSNQTQSTRPQI NONAS SGONTQKONNNNONSQSSKKD

C5Q643_STAEP Window Positiol | Prion Domain YNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN

C5Q9A9_STAEP Window Positio | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNONQQDNANQNSNNQOATQGOQSHTVYGQENLY

C50BG6_STAEP Window Position=106; | Prion Domain: NNKQKPNONKTNQSDHQPAQSTPQQSSQHNNQSDSQONGNSNNNSNNONHGTNGNQONKNR
>Rhodobacteraceae bacterium KLH11: Total=1

BINNY9_9RHOB Window Position=37; Score=62.502 | Prion Domain: NAQQOOQQQOOGNDSNTNGGNDSNTNGGNDSNTNGGNDSNTNGGNDSNTNGGNDSNSQTN
>Eggerthella lenta: Total=1

C8WPH1_EGGLE Window Position=54; Score=51.501 | Prion Domain: GAQQQQPQGGSNNRRONASNAGK( QKOGGGONRONNSQONORRORROHDNNRGN
>Clostridium phytofermentans: Total=5

A9KRQ8_CLOPH Window Position=26; Score=57.225 | Prion Domain: QEQQALONQAYQNQAYQNQAYQNQAYQNQAHQNQAYQNYSSQTQTSYNRMVQSQTSQRTT

A9KL21_CLOPH Window Position=338; Score=54.327 | Prion Domai: QSANITLPENGGE! I'DNNNGYETGFDDNWSNN

A9KNP8_CLOPH Window Position=118; Score=82.085 | Prion Domai: NQGNQNQSAYNGNONAGYQYQONGNYQNONADYQYRNGNYQNONASYQNQSMYNQNGSYON

A9KSU7_CLOPH Window Position=67; Score=51.769 | Prion Domain: SNANSC NDNRGNKGNKDGNGNKVGKNNKDSKSNNGN:

A9KT44_CLOPH Window Position=459; Score=53.681 | Prion Domain: KASSTSGGSSNSG T VSGSVS
>Streptomyces sviceus ATCC 29083: Tota

B5I016_9ACTO Window Position=63; Score=52.337 | Prion Domain: AYGQAQQQYPQHDGQYDQQQYNHQYDQQQYGOOQYDQOAYODOOQQSYDNNGWASGTQGQ

B5I208_9ACTO Window Position=159; Score=72.332 | Prion Domain: APQTNAGGGQONGGQQONGGOOONGGQOONGGQONNGGQONGGOONGGQQOGNGGQGGNG
>Lactobacillus ultunensis DSM 16047: Total=2

C2EM02_9LACO Window Position=291; Score=53.012 | Prion Domain: NNSNTSSYKNNNNSTGQSSIQSRSNNTNNSTTTQSRHTQSSTTTTQSSQSHTQSSONTQS

C2EN63_9LACO Window Position=30; Score=51.978 | Prion Domain: DSSDQSSTVTTTTTNNTDNSSSINSQONQDOKNSDQTSQONNQSDQQOSQONNTTDONQOSNQ
>Actinomyces sp. oral taxon 849 str. F0330: Total=2

GI9PKO5_9ACTO Window Position=799; Score=52.364 | Prion Domai: NGNOGGNGGNOGGGNGGNGGNOC )¢ NOGGGGL

G9PI45_9ACTO Window Position=668; Score=58.906 | Prion Domain: Ni GNNPGNGNGGNDNNGNGGDN. [ NGGDNAGN(

>Amycolatopsis mediterranei S699: Tota
G0GBC6_AMYMD
GOFZF2_AMYMD
>Ruminococcus gnavus ATCC 29149: Total=1

Score=66.236 | Prion
Score=59.200 | Prion
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TSPQDDQLOFOLOOO00000FQO00000000QDODOQEQRE T IGRGGNQDOOOOOQOQONR

A7TB6AT_RUMGN Window Position=591; Score=62.508 | Prion Domain: NNGNDNNGGNDNNSGNNNNGGSNNGGNNNTGNN NGGSHNNGSTSGSHSQSVQTGDN
>Vibrio cholerae 1587: Total=1

A2PTK4_VIBCH Window Position=443; Score=90.367 | Prion Domain: QQQQ00Q00000000000000000000000000000000000Q00D: GASGQEAQEGSS
>Bifidobacterium gallicum DSM 20093: Total=1

DINWS2_9BIFI Window Position=522; Score=53.545 | Prion Domain: NGTNRQDSNNONDONGQNGNRDQNNGQDONGONGONGODGQDLNGQNDONRNGDRDSGNG
>Myroides odoratimimus CCUG 10230: Total=4

H1GIQ7_9FLAO Window Position=297; Prion Domain: AKPGTAEGGNTT! N )GGGC NKFGNRNQRRNOQA

NMNNGYGNNNNGGYGGNGGYGGNNGGFGNNGGFGNNGGYGNNGGYGNSGGYGNNNNQYNS
SRSSYSRSSYQTNNRGNSNSGYNNNSRSSYSRSSYGTSSYNNARYNNNSSNNSNSNYNNN

H1GHWO_9FLAO
HIGR11_9FLAO

Prion Domai:

|
| Prion Domai
[
|

H1GPD2_9FLAO Window Position=133; Prion Domain: ONNQAQOMGGFNQGQOGGFAQNNOAQOGGEFNONQQQGFAQNTQOSQOMGGFNONONQOGEN
>Megasphaera genomosp. type 1 str. 28L: Total=1

D3LVG1_9FIRM Window Position=12; Score=55.096 | Prion Domain: TQQTQGTQOAQGTOOTQQTOQTPDTVFONSQQTALGONAQTOGONGONOGQDGOTQGO0Q
>Bifidobacterium longum subsp. longum F8: Total=

D6DB14_BIFLN Window Position=319; Score=50.467 | Prion Domain: NNANNTGDKNNSSSGNNTNTDTNNNAGNTGGNTGNTGNTGNAGNTGNTGNTGNTGGGTNN
>Desulfatibacillum alkenivorans: Total=1

B8FF53_DESAA Window Position=215; Score=57.555 | Prion Domain: GNGYGNGNGYGNGNGYGNGNGYGNGNGYGNGNGYGNGNGYGNGNGYGNGYGNGYGNGYGN
>Lysinibacillus fusiformis 2Cl: Total=3

D7WM88_9BACT Window Position=314; Score=70.671 | Prion Domai SNQOQSQSSONNAQSGSQQPNGSSQSNGQGQGQGQGQGRGRGQGRGRGRGQGRGRGRGQGQ

D7WPP4_9BACT Window Positio: 32; Scor 4.912 | Prion Domai TNGNGNI NGNGSNNGN( NNGNGSNNGD! NNGNGSNNGN( NGDGSGNPGDD

D7WMR6_9BACT Window Position=86; Score=51.855 | Prion Domain: GQRQQSATSKPKANNQQHAQ( KNTKGNQNRNMT( GGGYNQ
>Eubacteriaceae bacterium ACCl9a: Tota

GOWYRO_9FIRM Window Position=79; Score=52.726 | Prion Domain: YSINGSYNSYFSYGSYNSYNSYNSYNSYSSYNSYNSYNSYNSYGSYGSFANAYSLYNSFY

GIWXGY_9FIRM Window Position=187; Score=75.796 | Prion Domain: PSSGTVTFNKSRRGMGIILYEKNQKLN(
>Lactobacillus jensenii 1153: Total=2

C5G466_9LACO Window Position=714; Score=50.427 | Prion Domain: NK: HEDGST: GGSPNNNQGTTTNNQTNNNNNTGONNGGGN

C5G3P2_9LACO Window Position=60; Score=54.815 | Prion Domain: NQNSSTETSSQSNANET NANGONTGSL TNTQGATNNSQTNTGRANNSN:
>Bacillus thuringiensis subsp. kurstaki: Total=3

C3EN71_BACTK Window Position=374; Score=72.596 | Prion Domai: QQGNNGNEQENNGRGSQQGNNGNGQGNNGRNPQOGNNGNQQGNNGRGSQQGNNGNGQGNN

C3ERE2_BACTK Window Position=463; Score=68.444 | Prion Domai: QGGNNNQGGNDNQGGNNNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNNN

C3ERZ0_BACTK Window Position=251; Score=54.528 | Prion Domain: QGHQGQHGHHGQQGQHHGHQGOHHGHQGQHHGHQGOHHGYQGOQHOOHQOYOQYOO0Q0S
>Idiomarina baltica 05145: Total=l

A3WP60_9GAMM Window Position=124; Score=59.173 | Prion Domain: NOGMNQGMHQGMNQGMNONQGGNQPAPNQQSNPNOGFGQQOGEFQGGQSNQGNAMRSNONQ
>Neisseria meningitidis serogroup B: Total=2

FOMUS2_NEIMP Window Position=641; Score=92.750 | Prion Domain: N: QLGYTVGT

E3D2I4_NEIM7 Window Position=57; Score=58.711 | Prion Domain: NNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQOTTNNKQ
>Acidovorax ebreus: Total=2

BO9MDN7_ACIET Window Position=2; Score=62.318 | Prion Domain: QQGNQTQNQQQOOONOONOONOOQGQQGQQDPSRQONLNPODORDOOKLQSQQSPNOMGS

BIMHS9 ACIET Window Position=403; Score=56.363 | Prion Domain: NGNAGGNGNGNAGGNGNGNAGGNGNGNAGGNGNGNAGGNGNGNAGGNGNGNAGSNGNGN
>Listeria innocua: Total=2

SSB1_LISIN Window Position=105; Score=59.954 | Prion Domain: RNSNGGGGNNNYQ( Y] NNFGQAPTNNGGEFGQODQOQSONONYQSTNNDPFAS

G3GME4_LISIN Window Position=307; Score=55.607 | Prion Domain: STNTNKTNTTNNNTNASTPSKNTNTNTNTNTNTNTNTNTNTNTNTNTNTNQGSTNNASAS
>Actinomyces graevenitzii C83: Total=3

G9PFV5_9ACTO Window Position=709; Score=80.232 | Prion Domain: NTGATPHC NNNGSTNNNGTGNNGNYNNGTNGNYNNSQGGNTTNNGLS

G9PFA6_9ACTO Window Position=197; Score=50.532 | Prion Domain: N RGYSDPYSSN: QGYSDSYSGNSNSQGYSNSR 'YYNRYGNNYYNNYYY

GIPFA4_9ACTO Window Position=254; Score=51.696 | Prion Domain: AGSYDGONGYASSGYGQGGYSQGNYGQDGYNAGSYNENGYSQNGYGQONNNYNQONNGWONY
>Enterococcus faecalis ARO1/DG: Total=1

CTWNK2_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNQNRHGQSNTQNRSNQTNTNNONRNTQNNNGSTTNQNRTSQNNNGGNN
>Streptococcus infantis SK970: Total=1

FIPYD5_9STRE Window Position=164; Score=88.547 | Prion Domain: QNAWNTILGSLPK
>Bacillus cereus ml550: Total=1

C2RAV7T_BACCE Window Position=294; Score=74.465 | Prion Domain: QQOGNNGNQOGNNGRGSQQOGNNGNGOGNNGRGSQQGNNGNG! NGRGSQQGNNGNGQGNN
>Vibrio shilonii AKl: Total=1

A6CUPO_9VIBR Window Position=445; | Prion Domain: KQQQOQQ00000000000000000000000000000000NGGNGAKTSQQOSOSNANSSS
>Staphylococcus aureus subsp. aureus LGA251:

GOLPD1_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDQNQTNNNQSSNNQANNNQKSSYVAPYYGONAA

GOLQ51_STAAU Window Position=67; 2.568 | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGLGASYSTTSNN

GOLTN2_STARU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONQONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNSKPONQ

GOLW79_STAAU Window Positio: 6; Score=80.329 | Prion Domain: QLNODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

GOLU92_STAAU Window Position=401; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNQQOANONQQOOQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP
>Enterococcus faecium 1,230,933: Total=2

C9CBJ1_ENTFC Window Position=190; Score=66.786 | Prion Domain: GNSSNOQTNPSGSNNNGNTQREPNHPNNGSSNGGTNNASS

C9CA93_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQONRQGTSQGGNONRTNNNN
>Meiothermus ruber: Total=1

D3PNL8_MEIRD Window Position=44; Score=63.394 | Prion Domain: GGC NSGNGNSC TGGSN. GNNPN
>Microcoleus vaginatus FGP-2: Total=1

F5UDZ7_9CYAN Window Position=108; Score=86.106 | Prion Domain: NTQQONTQQONAQYRNTQQOONTQOONAQYRNAQQONTQQONTQYRNTQOONTQQONTQOQ
>Campylobacter showae RM3277: Total=1

C6RCT1_9PROT Window Position=104; Score=62.874 | Prion Domain: GGGOQQOGGYNONSNOGYQOGGYONNGYGGGYQGGONQONSYAQGGAQRONLNKPQOOKQQ
>Staphylococcus aureus subsp. aureus: Total=7

D8HBF8_STAAF Window Position=401; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOOQANONQOOOQQROGGGORHTVNGOENLYRIAIQYYGSGSP

DBHEQ3_STAAF Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQOSNSNATNNDQONQTNNNQSSNNQANNNQKSSYVAPYYGONAA

D8HE42_STAAF Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D8HAUY9_STAAF Window Position=! Score=53.123 | Prion Domain: NDNKQSTQNNHOKSNNQNONKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

D8HFN4_STAAF Window Positio | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGLGASYSTTSNN

A1YSK4_STARU Window Positios | Prion Domain: NDQNNANQANNQAQONNONQOOANONOOOOQORQGGGORHTVNGQENLYRIAIQYYGSGSP

E9M2L6_STAAU Window Position=55; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Enterococcus faecalis JHl: Total=2

CTWD53_ENTFA Window Position=167; Score=58.484 | Prion Domain: NGNQGGTVTPTPDONQGGNNNQDNQGNQGGDTGNNGNODNQGNNNGNNNNGNNNGGNEGG

CTWIN3_ENTFA Window Position=! Score=80.869 | Prion Domain: NNQSTNGQQRNNNNQNRHGQOSNTQNRSNQTNTNNQONRNTQONNNGSTTNQNRTSQONNNGGN
>Streptococcus mitis SK321: Total=1l

E1LGV9_STRMT Window Position=98; Score=58.893 | Prion Domain: AAMNDSANSGTQGNSSANTSSNNTSSSNNTSSSNNTSSSNNTSSSNNTSSSNNTSSTSNN

>Comamonas testosteroni S44: Total=1
D8D3Q6_COMTE Window Position=607; Score=61.553 | Prion Domain: QRQQOQOMQOQQAREQQORQQOAQMOOMOQQHAQEQAQROQOMOQOQAREQOQORQOQAOMOQ




>Lachnospiraceae bacterium 5_1_5TFAA: Total=l

FTKP27_9FIRM Window Position=3; Score=69.084 | Prion Domain: NY NQNASNQNASSQNV QNV NONASNRNASNONASNKN
>Myxococcus fulvus: Total=1

FB8CIE4_MYXFH Window Position=530; Score=56.694 | Prion Domain: TNGTQQGNGTQOANNAQOANNAQQOPDSAQQGNGTQQANNAQQANNAQOPDSAQQOGNGSQQ
>Enterococcus faecium 1,231,502: Total=2

C9BPF5_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQOGSGQOVNQGKKPTTNONNTGNTSSONRQGTSQGGNONRTNNNN

CY9BL50_ENTFC Window Position=190; Score=66.786 | Prion Domain: QTN NTQREPNHPNNGSSNGGTNNASS
>Sphingobacterium spiritivorum ATCC 33861: Total=1

D7VPA3_9SPHI Window Position=200; Score=60.691 | Prion Domain: YQOK KPGGFVK PKKSY Y
>Vibrio vulnificus: Total=3

E8VXMO_VIBVM Window Position=444; Score=93.074 | Prion Domain: QQ00000000000000000000000000000000000000000KSSNRDNQSQ:!

Q7MFE5:VIBVY Window Position=450; Score=122.640 | Prion Domain: QQQ0Q0Q0Q0000000000000000000000000000000000000000000000000000

Q8D3X1_VIBVU Window Position=450; Score=122.640 | Prion Domain: Q00000000000000000000000000000000000000000000000000000000000
>Vibrio alginolyticus 12G01: Total=1

Q1VFH7 VIBAL Window Position=445; Score=122.640 | Prion Domain: QQQQ0QQ00Q0000000000000000000000000000000000Q00Q000000000Q00
>Staphylococcus aureus A9781: Total=4

C8N5U6_STARU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHOKSNNONONKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

C8N218_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C8N586_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANOANNQAQONNONQQOANONQQOQOOOORQOGGGQRHTVNGQENLYRIAIQYYGSGSP

C8N387_STAAU Window Position=64; Score=77.992
>Bacillus thuringiensis subsp. higo: Total=1

C27AA_BACUH Window Position=737; Score=58.267 | Prion Domain: NQNPKDSYNQONYTDTYDSGYNNSONVGSNYNQEYNTYNQDTENMYNQOSYNNYNSDNNNYN
>Pseudomonas syringae pv. tomato T1: Total=1

Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

E2M7S7_PSEUB Window Position=98; Score=59.750 | Prion Domain: NQQROIQQOONQQROVERQOQQQIOQQOLOQRNVERQOOOQIDOOQRDOOROIOQQONOQ
>Peptoniphilus harei ACS-146-V-Sch2b: Total=1

E4KXU7_9FIRM Window Position=889; Score=57.386 | Prion Domain: NNNQAWGNNNQGWGN: Y TYNNNONNQNNOSNKNN
>Bacillus anthracis str. A0174: Total=1

B1UL30_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQOGNNGRESQQGNNGNQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQQGNNG
>Clostridium methylpentosum DSM 5476: Total=1

COEB61_9CLOT Window Position=285; Score=54.003 | Prion Domain: ANSSSNTNSGGNTGGD: NN NTSSQP: NN YGEV
>Acinetobacter baumannii MDR-ZJ06: Total=2

G2JCJ5_ACIBA Window Positio: 96; Scor: | Prion Domain: NNSNNSSNSSNPINSLIGNNQNSGSNTSGSNGASISTPAINLI ONNITSFNQN

G2JGD8_ACIBA Window Position=11; Score | Prion Domain: NNQOQQQQONDNRNQOQHGNQQONDOOOONNQOOOONDNRGOOOGSNQKDSGOONSNNNQ

>Staphylococcus saprophyticus subsp. saprophyticus: Total=2
EBPS_STAS1 Window Position=431; Score=74.485 | Prion Domain: QNQGTQDEQNSQNNQDQQSDQSQONGQANSNQNGSSDQSONASNDSNQONNQSSNSNSGQ

Q49UQ1_STAS1 Window Position=106; Score=51.445 | Prion Domain: NQNQRHGQEGNNNNFONFGGQQSGQNTSSYQSNNNNNSSNNNQSDNPFANANGPIDISDD
>Comamonas testosteroni ATCC 11996: Total=1l

HIRS66_COMTE Window Position=523; Score=50.153 | Prion Domain: QAQROQOMQOAREQOERQQQAOMOQORAQEQAQRQOOQOAREQQOORQOOAQMOOMOQQHAQ
>Roseburia intestinalis M50/1: Total=2

D4KKT2_9FIRM Window Position=731; Score=81.372 | Prion Domain: QRQQQQEQQQQQDOOODOOOQQODOOODOOOOOODOOOEQQO0000DO0Q0ODOOODO0Q

D4KMH4_9FIRM Window Position=37; Score=66.732 | Prion Domain: NVNQYNNSYQNTNSYSQNAGYQQGSAYQNGTYQNTGYQONGAYQNGGYQNTNGAFYQNAQ
>Lactobacillus buchneri: Total=2

F4FUH6_LACBN Window Positio: 28; | Prion Domai: NTNNTAC NS¢ QSNNHRTNQNNDRRNHQASNNSSNTSTRNTNSH

F4FVJ2_LACBN Window Position=107; | Prion Domain: ARNNSNGQONGNAPQONNGNANPFDNHSNAGTGNSGN: PT
>Variovorax paradoxus: Total=3

C5CP94_VARPS Window Position=506; Score=55.694 | Prion Domain: QQOROQQOOLOVOOOQQOVLROOOEAQORAAQAQALOOOQOMOOMOOOORAAQQQALAQQ

C5CT87_VARPS Window Position=542; Score=64.088 | Prion Domain: QQQQAQQQOMORQQOAQQOARQQOHQOEQLORQOQEAQAARQQOORQQAIQQOOOQQOOROQ

E6V5M9_VARPE Window Position=604; Score=77.938 | Prion Domain: QQQQQQQQQAQAARAQQOOAMOQOQQOROQOMOQOQQAQQOAOMROQQOQAAQARQQQOQQ
>Alteromonas macleodii: Total=l

F2G5S6_ALTMD Window Position=492; Score=64.377 | Prion Domain: NQQONQQQGSDQNONQDNOONNGEDDQQQSGEPNNQDGEQNDNSDQOSGONQOONSTEQN
>Eubacterium hallii DSM 3353: Total=2

COETI7_9FIRM Window Position=514; Score=57.337 | Prion DSSND N: DYGYGNGNFGNDNGNGY INPYEYFFGNNY

COEYI3_9FIRM Window Position=708; Score=52.662 | Prion NPDDNNNDNNTENNNNGY GGGNNGNGGNGGNDANNG DSGMDNGGNNDGGDSGNN
>Bacteroides dorei 5_1 36/D4: Total=l

C3RD86_9BACE Window Position=238; Score=70.857 | Prion Domain: QQSGQOGSQQQSGOOGSQQ0SGOOGPQOOSGOOGSQ00SGOOGS000SGOOGPOOOSGOQ
>Kordia algicida OT-1: Total=1l

A9IDT46_9FLAO Window Position=167; Score=50.442 | Prion Domain: NSNSNGNSKQSSNDRLQPNSIQNYNTINQENAVANSNSTQNNNSNAINGTTTNTSQNTVN
>Enterococcus faecalis TX2141: Total=

E6IRE9_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSQNNNGGN
>Desulfotomaculum acetoxidans: Total=1

C8VZK3_DESAS Window Position=47; Score=58.142 | Prion Domain: NQNQSQOMTQPQFMMHFLDMOOKNMOONNMOONNMRONKMRONKMRONDMOQNNMOQQOSSG
>Clostridium clariflavum: Total=2

G8LSBO_CLOCD Window Position=388; Score=58.152 | Prion Domai SQOGGSONGNVQOGSQAGSGGQSGSQNGSENQS SONGQS SQGNQSGONGQGGKGGQGNOS

G8LXL0O CLOCD Window Position=534; Score=52.738 | Prion Domai: NNGGGNSGGNSGGNNGGSSGGNNGGSSGGNSVGSSGGNN: NNGNTGGSNSGNSGSSNG
>Cyanothece sp.: Total=4

B1X042_CYAAS Window Position=112; Score=52.359 | Prion Domain: QANRDQFQONRQOGNOQERQGNRDQFQONRQGNQOERQSNROENQONRONTIQENQONRON

B8HU99_CYAP4 Window Position=66; Score=54.222 | Prion Domain: QQOMQYWRWQQQOQINOQIQQFDOROQQOOIQOLOQFOOOQQLORQOLOROQOOTADQORQ

EOUKBY_CYAP2 Window iti 1; Score=109.980 | Prion Domai: NQQSNQQSNQQOSNQQSNQQOSNQQSNQQOSNQQSNQQOSNQQOSNQOSNQQSNQOSNQQSNQQS

EOUKA6_CYAP2 Window Position=133; Score=64.617 | Prion Domain: TNGTNGT ONRTGSQNYPNGT ONRGGSQSYPNGTNSNYNNN
>Staphylococcus aureus subsp. aureus M809: Total=4

D6J4K7_STARU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D61218_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQONNANQANNQAQNNONOQOANONQOQOQORQGGGORHTVNGQENLYRIAIQYYGSGSP

D61ZS7_STARU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQOKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

D6J2U1_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Vibrio sp. AND4: Total=1

ABSZK5_9VIBR Window Position=445; Score=122.640 | Prion Domain: QQ0000000000000000000000000000000000000000000000000000000000
>Staphylococcus sp. CDC3: Total=1

D2J6X3_9STAP Window Position=104; Score=51.658 | Prion Domain: NHAPNQKLDDNKGNNNQONRNNDNQRSDNNKSNNNQODNNSNSQKDKTNNNLQNDKNOKN
>Synechocystis sp. PCC 6803 substr. PCC-N: Total=1

HOPCW2_9SYNC Window Position=69; Score=52.465 | Prion Domain: FNSSSRSQSRSSGOANRQSNRQAGSQSRODNRQGNQONRQSNROTGSQONRQDNRQGNOON
>Actinoplanes sp.: Total=2

G8SC98_ACTS5 Window Position=272; Score=57.675 | Prion Domain: NQTGGNQGGGNQTGGNQGGGNQTGGNQGGGNQTGGNQGGNNTGGGANTGNNNTGGGGNNN

G8SFE5_ACTSS Window Position=168; Score=85.796 | Prion Domain: NAGGONNNNGGGONNNGGGGQONNNGGQ! QNNNGGONNNNGGAQNNGGONNGGNN
>Enterococcus faecalis HH22: Total=1

C2JJB4_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTS( N
>Acinetobacter johnsonii SH046: Total=1

DOSDL7_ACIJO Window Position=287; Score=52.797 | Prion Domain: SGQAVNSSQSNDSNNNSNSSYNQSNSASEGSSSQISTPSINLNSQSNRNONNITSFNSNG
>Rothia dentocariosa: Total=7

E3H403_ROTDC Window Position=770; Score=75.912 | Prion Domain: QGSQSQONQPQQOGQYQAGQSQQFQOONGAQNNNVONSGFAQGSYNQNQSNONQQYSESNT

E3H364_ROTDC Window Position=636; | Prion Domain: AATASASPRATTPSTNNNNNTQROQGNOOONQOOQGOOGOOGNOQONOQQOGOQGOOGNA

E3H3K0_ROTDC Window Position=621; | Prion Domain: QRDQONNQNQGDQNTPNNNONGNNGNQNNONQGNQODNNONTPNNNQNGONDONGQGGAQVT

E3H1TO_ROTDC Window Positio 61; | Prion Domai: GASSASQSGOGQOOGOPSASQDOOGAN; QGQOAQGA Q QNNQSRHSQ

E3H4E7_ROTDC Window Position=153; Score=69.043 | Prion Domain: NYSQQOGNSGQONSNSAQNYQONSAGYQNAQQQOGSPQONSYGQSSAQTQOSGSSVYNGNSSY

E3H1S9_ROTDC Window Position=48; Score=51.091 | Prion Domain: SQNAQGQQOSTNGQGOQAQGGATQVASDGSSQSQQQGANASQONDSNSASQNGQROVSQPS

E3H582_ROTDC Window Position=47; Score=53.935 | Prion Domain: STQGQPNSAAQNGQDOGQQOSANANGODOOGANASGONODGATQGOQQSANGOGROQGAN
>Pantoea ananatis: Total=2

D4GDX9_PANAM Window Position=169; Score=65.183 | Prion Domain: QQTLOHQOOVOQLORQQOLOQOOLOSOORQQOAOQQOOROQ0IOQOROEQHTOOQOSVOQ

F2EXJ6_PANAA Window Position=114; Score=65.183 | Prion Domain: QQTLOHQQQVQQLORQQOLOQQOLOSOORQQOAQQQOOROQ0IQQOROEQHTOQQOSVOQ
>Carnobacterium sp.: Total=1

F4BSS9_CARS1 Window Position=220; Score=51.322 Prion Domain: NDTSSNNSYV! NGST 'YSSENTQSPNSSSSQNNTTSSNSSNSNSSSST
>Shewanella baltica BAl175: Total=1

GOAVQ7_9GAMM Window Position=167; Score=51.423 | Prion Domain: SVTSVSSGRISD NGNN. NGSSDSSNGTFIRSR
>Dorea formicigenerans 4_6_53AFAA: Total=2

GIWRY6_9FIRM Window Position=863; Score=54.751 | Prion Domain: DNGNNGSDNGDNGDNGNNGSDNGDNGDNGNNGSSNGNTGNNSNSGNNGNPGNSGDSGNNG

GIWT79_9FIRM Window Position=2210; Score=52.794 | Prion Domain: GLISNGGLGNNTLGSNSLTGGSSLKSGSSLSSGS
>Brevibacillus laterosporus LMG 15441: Total=1

F7TWU5_BRELA Window Position=301; Score=77.208 | Prion Domain: NQONGONTNNRQNDIQNNGNGNQNEGSSNNAGLNNQGTGNSQNENQNONONPNPNONONN
>Hydrogenivirga sp. 128-5-R1-1: Total=1

ABV212_9AQUI Window Positio 53; Score=67.161 | Prion Domain: NYNYYGNSSNNNQANIGNTTGNQNNTQTGNSQSGNNSTNTGSSTQTNSGTSNSAGNNQTN
>Streptomyces zinciresistens K42: Tota

G2GHO00_9ACTO Window Position=89; Score=52.117 | Prion Domain: GMGNGGGNGQONNGGQGNGGONNGGQGNGGQDGGONNNGGQGGGGQGGGQAPGNGGQAGNG
>Bacillus smithii 7_3_47FAA: Total=2

G90P28_9BACT Window Position=820; Score=65.903 | Prion Domain: NNNC DNSN! INPEQPSNNTGNGNQSGGNGSNNHTQPNQ

G9QKS3_9BACT Window Position=148; Scor: 1.715 | Prion Domain: QNSHDNHADSSNIHSNDHNSISNNNLTNNNFNPNNLTNNNPTNNNFNNNDLIDNNEFSNNN
>Staphylococcus aureus subsp. aureus 21193: Total=5

F3TKS5_STAAU Window Position=55; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQOSNSNATNNDQONQTNNNQSSNNQANNNQKSSYVAPYYGONAA

F3TKK5_STAAU Window Position=68; Score=83.138 | Prion Domain: NQDNGYYSYYYYNGYNNYNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY



F3TGG7_STAAU Window Position=55; Score=53.123 |
F3TJK3_STARU Window Positio: 00; Score=58.368 |
F3TLB8_STAAU Window Position=67; Score=64.857 |

>Vibrio cholerae HC-40Al: Total=1
F8YSB3_VIBCH Window Position=443;

>Vibrio cholerae AM-19226: Total=1
A6YOM3_VIBCH Window Position=262;

>Lactobacillus brevis: Total=2
IF2_LACBA Window Position=101;
Q03SL0_LACBA Window Position=734;

>Staphylococcus aureus D30: Total=1

Prion Domain:
Prion Domain:
Prion Domain:

NDNKQSTONNHOKSNNONONKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ
NDQONNANQANNQAQNNONQQQANONOOQQQORQGGGORHTVNGQENLYRIAIQYYGSGSP
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

Score=52.070 | Prion Domain: QQQQQQ0Q00000Q0000000Q0QD. GASGQEAQEDSSANPSNTAQEQEASSQTKGAS

Score=86.828 | Prion Domain: QQ000000000000000000000000000000000000000ODSSSGSSGOEVOEDSSAN

RG

Score=50.396 | Prion Domain:
Score=59.058 |

RNNNNKNNGQTGNRQHEQQHSGTGRFGGSLNNNT! R
Prion Domain: SRGGNYH D)HGGNHSNC

GOQRNNSQG

RSTNSHNGC

C8KR86_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Staphylococcus warneri L37603: Total=8

C4WIH9_STAWA Window Position=99; Score=80.917 | Prion Domain: ONNGONAQQGSQSQQOSNGONQQQSOSQOPOQSNGONQQOSQSOOPQOSTGONTOQSOSSG

CAWBH8_STAWA Window Positio 58; Score=54.784 | Prion Domain: QQSSQDGNSQYPGENNSNHQANGTGSTHHGQSNNQRPNHWONANNNNVSNSQYQNSNNNS

CAWDWY_STAWA Window Position=72; Score=66.580 Prion Domain: NVASNDSNSTSSNQDSDHNQQ NNN DOQAQNTNGNNNGATNNNQQPSNTNNNQG

CAWDK8_STAWA Window Position=67; Score=63.307 Prion Domain: QSSEDNQQONEQSNAQNNSQONNSNONNQQAQQSQQQPAQNQOANARQONSGDLNQEQMEANA

C4WCY3_STAWA Window Position= Score=58.018 | Prion Domain: QQGNYHYDWKGNWSPSQQQGNNNSYSYGNQATONYNSNNATNNNONTQSYTTDNTNNOGG
C4W8I3_STAWA Window Position=60; Score=72.981 | Prion Domain: NTONNHNKSENKQQOSNOKQNNNKSNNQNKONNNNKGKQQOSNONNNNNKKNNKNNKNNKNN
C4WAT4_STAWA Window Position=504; Score=68.536 | Prion Domain: SNSDKNSASDNTNGANSQASNSQSONGSNSONGOGONSQONGQOGSNSONSNSNOQGKQT
C4WTFS_STAWA Window Position=79; Score=81.363 | Prion Domain: NSMNQONASTENSSNSNFNHSQHQQAQNNTNQQOFONQOQYQOONQOFONOQFQOQPHGYQ

>Bacillus cereus BDRD-ST24: Total=2
C2RQU6_BACCE Window Position=294;
C2RTX6_BACCE Window Position=457;

>Clostridiales bacterium 1_7_47FAA: Total=1

NNGR NNGR NNGR

Score=72.064 |
Score=83.491 |

Prion Domain: QQGNNGNG OQGNNGNG OOGNNGNGHGNN
Prion Domain: NQGENNNQGGNNNQGENNNQGGNNNQGENNNQGGNNNQGGNNNQGENNNQGGNNNQDNNT

QOGNNGNG!

CSEKY1_9FIRM Window Position=20; Score=86.229 | Prion Domain: NQONNS ONSSONNSQNGSONSSRNSSKNSSQNNSON. QNYSON
>Clostridium difficile: Total=6

C9xXMU6_CLODC Window Position=572; Score= | Prion Domai: NSGN: N NSGN: N NSGGSNSGNSGGSSGGSNSGDNGGSSGGSNSGDN
C9YPFO_CLODR Window Position=572; Score= | Prion Domai: NSGN: NSGSSNSGN: N GGSNSGNSG! NSGDNGGSSGGSNSGDN
C9XJ88_CLODC Window Position=84; Score=50.389 | Prion Domain: NMNYNTSATNNMPNNMNNNTGMP NNMP

C9YIC3_CLODR Window Positiol 0.389 | Prion Domain: NMNYNTSATNNMP TGMP! MPNNMP MP]
Q18D54_CLOD6 Window Positio: Score=54.542 | Prion Domain: NTNNTSGNMNYNTSAT TGMP MPNN
Q182R7_CLOD6 Window Positio: 70; Score=52.009 | Prion Domain: NSGN: NSGGSNSGN N NSGNSGGNSGGSNSGDNGGSSGGSNSGDN

>Planococcus donghaensis MPAlU2: Total=1

ETRFC5_9BACL Window Position=324; Score=58.945 | Prion Domain:

NSESQGQGOSQGOGRGAGOGRGRGOGRGOGAGOGOGAGOGAGOGOGAGRGOGRGOGAGGS

>Roseburia intestinalis XB6B4: Total=
D4L3Y5_S9FIRM Window Position=701; Score=84.612 | Prion Domain: QQQQQQEQQQQQOODOO00ODOOODOOOODOOODOOOODOOOEQOOQOQQDOOOOODO00
D4KZ46_9FIRM Window Position=37; Score=66.732 | Prion Domain: NVNQYNNSYQNTNSYSQNAGYQQGSAYQNGTYQNTGYQQONGAYQONGGYQNTNGAFYQNAQ
D4KU87_9FIRM Window Position=0; Score=63.521 | Prion Domain: MDENQNMNNGQQTYGDQQYNNGQQTYGNQQYNNGQQTYGDOQYNGGQQTYGNPQYSQONNW
>Francisella tularensis subsp. novicida: Total=1
AOQ5K5_FRATN Window Position=656; Score=81.481 | Prion Domain: QNNDONNDONNDQNNDQNNDONNDONNDONNDQNNDONNDONNDONNDONNDQNNNAGSA

Total:
Score=53.123 |
Score=58.368 |

>Staphylococcus aureus subsp. aureus 2127
H1TDH6_STAAU Window Positio: 5;
H1TC85_STAAU Window Position=400;
H1T8L7_STAAU Window Position=67; Score=62.568 |
H1TBHS5_STAAU Window Position=64; Score=77.992 |

>uncultured verrucomicrobium HF0500_16023: Total=1
E7C592_9BACT Window Position=26; Score=80.419 |

>Mucilaginibacter paludis DSM 18603: Total=1
H1Y4B7_9SPHI Window Position=434;
>Bacillus megaterium: Total=4
D5DD25_BACMD Window
D5DBY3_BACMD Window
D5EOH1_BACMQ Window
DSEQI2_BACMQ Window Position=76; Score=61.125 |
>Pseudomonas syringae pv. phaseolicola: Total=2
Q48DPY_PSE14 Window Position=63; Score=66.277 |
Q48MX2_PSE14 Window Position=98; Score=70.081 |
>Streptomyces avermitilis: Total=1
Q82AR6_STRAW Window Position=153;
>Pediococcus acidilactici MA18/5M: Total=2
G6IMX7_PEDAC Window Position=3156;
G6IP20_PEDAC Window Position=405;
>Vibrio parahaemolyticus AN-5034: Tota
E1DTLS5_VIBPA Window Position=445;

>Staphylococcus aureus subsp. aureus 2131

FSWIK5_STAAU Window Position=400;

Prion Domain: NDNKQSTQNNHQKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ
Prion Domain: NDQONNANQANNQAQONNONQOOANONQOQQQORQGGGORHTVNGOENLYRIAIQYYGSGSP
Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGLGASYSTTSNN
Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

Prion Domain: ¢

LPNGYSQ

Score=52.237 | Prion Domain: QQQQTEQQRQOQOVOQQQAEQOROROAQQSQOQORAEQIRQOQAQQSQOQADROROQQAQPQQ

Position=76;

Score=59.239 | Prion Domain: NNNNNDE! ONNONNONNONNONNONNONNQQEY TVVYYHLSHVKSITEDAVSN
QNNGSDQGDDSSTQPDDNONSNNGSNNGSNNGGNNSGNTDNNNNDSGNANDGNSNNNNNN
SSTQPDDN NNGGNNSGNTDNNNNDSGNANDGNSGNNSNNGG

NNNNNDENNNEGNSNONNONNONNONNONNQNNONNQOEYTVVYYHLSHVKS I TEDAMSN

Prion Domain:

Prion Domain:
Prion Domain:

NGQOROQOOORFOEQNNOORQTQQOONOOROVERQOQQQTINQQQINQOROTQEQONQORQ
NGDQNNY IDAGAGNDTIITGNGNNTVI. IT

Score=73.202 | Prion Domain: TGSGANQTTAGGQONNNGQQONNGGQQONGGQOONNGGQOONGGONNGOQQGNGGQAGNGP

NNC i

Score=55.012 |
Score=54.397 |

Prion Domain: DSNNGGSNNGSDSDSNNGGSNNGSDSDSNNGGSNN
Prion Domain: NDNQNNNQNDNHONDNONNQNNNHONDSSNNHGNONNQSYHVGDKVTIKNSASHWATGQS

| Prion Domain: Q0Q000000000000000000000000000000000000000000000000000000000

Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQQANONQOQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

FSWJW3_STAAU | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

FSWNQ3_STAAU Score=53.123 | Prion Domain: NDNKQSTONNHOKSNNONONKGOOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ

F5WLH4_STARU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Staphylococcus aureus subsp. aureus 68-397: Total=4

CBABD6_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

C8A6S6_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C8A8N2_STAAU Window Position= Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8AC02_STAAU

Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQOOANONQQOOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP

>Enterococcus faecalis T3: Total=1

CTU6LY_ENTFA

Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTS(

>Lactobacillus johnsonii ATCC 33200: Total=4

C2E6GT7_LACJH Window Position=310; | Prion Domain: HNDESQHSQSQSSTSTQSSDNKESSQQSQTNNSNNSSDTNHNNQGQOAQNNQQSAASQQSR

C2E3MO0_LACJH Window Position=178; | Prion Domain: QT NTDNNT NSQDNSAASQKSSATSSSNNTAANNNNSNTN

C2E5B4_LACJH Window Positio 88; | Prion Domai: STRQSSATTQSSTNNVNNQTQONQONKNTONGOTTQNNTONTONTQGQTNT TONNGGQSN

C2E6I4_LACJH Window Position=734; | Prion Domain: QRQ: TSNNNSNTQTQNNNRQTEKQP QONONTNNQGNNONQQONQGNNSNNN
>Streptosporangium roseum: Total=2

D2B6F1_STRRD Window Position=78; Score=114.222 | Prion Domain: R

D2AT44_STRRD Window Position=61; Score=52.832 |
>Candidatus Arthromitus sp. SFB-rat-Yi Total=1
G2IEY9 9CLOT Window Position=262; Score=52.557 |

Prion Domain: QONYGQOGQPGYQQQPPNYGQOOGQOGYPGYQOQGOOGYQQAQPGYQQOOGYQQONYGOQ

Prion Domain: NANNNKPSSGST NANSNKPSSGNT NANSNKPSSG:! NNNAN,

>Bifidobacterium bifidum NCIMB 41171: Total=3
E4V793_BIFBI Window Position=585; Score=80.557 | Prion Domain: N INNONNQNGNGONGNGNGNGNSNNGNSNNGNGNDSNGYGNNDYGNGGES
E4VC99_BIFBI Window Positio: 25; | Prion Domai: NNGNSGNNGNSGNSGNSGNSGNSGNSGNSGNSGN: GNGGNGNSGNNGNSG:
E4VB51_BIFBI Window Position=743; | Prion Domain: QSSQSGTQSGDGSGSQSTKPQT GGNGSDGNGGNC

>Rhizobium leguminosarum bv. trifolii: Total=3

B5ZZ89 RHILW Window Position=47; Score=52.370 |

C6B952_RHILS Window Position=265; Score=58.847 |

B522%94_RHILW Window Position=233; Score=57.111 |
>Clostridium citroniae WAL-17108: Total=1

G5HGWS5_ 9CLOT Window Position=19;
>Bradyrhizobium sp. STM 3843: Total=1

HOTNQ1_9BRAD Window Position=338;
>Francisella novicida: Total=1

Q09WI8_FRANO Window Position=656;
>Azoarcus sp.: Total=1

A1K8M3_AZOSB Window Position=90; Score=56.410 |
>Bifidobacterium animalis subsp. lactis: Total=5

Prion Domain: NNGNGNGNGNGGGNGNGGGNGNGGGNGNGNSGSNGN. N, N,

Prion Domai:
Prion Domai:

N: DNNSGGNGNSNSGGNGNGNSGK!(
NGKSNGNSSSNGNSGNGTSGGNGN.

NGNSGGNGNGNSGKGNNN
HSDDSGN:

NGNSC

Score=76.377 | Prion Domain: NMDQONNSQONNSQNSSKNSSQNSSQONKSQNSSONSSQNSSQONNSQONYSQONSSRNSSRNES

Score=55.312 | Prion Domain: GSSSGSAC AGGNGNG

NGNNGNGGGNGNGNC

Score=81.481 | Prion Domain: QNNDQNNDQNNDONNDQNNDONNDQNNDONNDQNNDONNDQONNDONNDONNDONNNAGSA

Prion Domain: YGOSYGOQHDQGFGQSYGQGSQQYGODYGORYGQQOPQONYGOOGYGQOGFGOOGYGQOO

C6AGS1_BIFAS Window Positio 36; Score=72.868 | Prion Domai GNSGNQNGNTSGNNG NN, NSGDSGNSGNONGNTGGNNGSQONNTGN

C6A663_BIFLB Window Position=736; Score=72.868 | Prion Domain: GNSGNONGNTSGNNG GSNSGDSGNSGNONGNTGGNNGSQNNTGN

B8DVK9_BIFAO Window Position=739; | Prion Domai GNSGNONGNT SGNNI NSGDSGN. ONGNTGGNNGSQNNTGN

D3R3B8_BIFAB Window Position=742; | Prion Domain: GNSGNQNGNTSGNNGGNNGSNNGSNNGSNNSGSNSGDSGNSGNQNGNTGGNNGSQNNTGN

D5TFC5_BIFAV Window Position=736; Score=72.868 | Prion Domain: GNSGNQNGNT GSNSGDSGNSGNONGNTGGNNGSQNNTGN
>Vibrio cholerae INDRE 91/1: Total=1

DOHU23_VIBCH Window Position=441; Score=69.056 | Prion Domain: 00000000000000000000000000N0ORODSSSGASGQEAQEDSSANPSNTAQEQ
>Polymorphum gilvum: Total=1

F2J5X0_POLGS Window Position=246; Score=73.451 | Prion Domain: GNAGC

>Enterococcus faecium TC 6: Total=2
DOAE28_ENTFC Window Position=80; Score=52.754 |
DOAC97_ENTFC Window Position=190; Score=66.786 |
>Thermoanaerobacterium thermosaccharolyticum: Total=1

Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQNRQGTSQGGNONRTNNNN
Prion Domain: NSSNQTN: NTQREPNHPNNGSSNGGTNNASS




DITMV2_THETC Window Position=28; Score=56.170
>Staphylococcus aureus subsp. aureus A017934/97: Total=4

D2UVD2_STAAU Window Position=67; Score=64.857
D2URL8_STAAU Window Position=55; Score=51.345
D2USAQ0_STAAU Window Position=400; Score=58.368
D2UUM4_STAAU Window Position=66; Score=78.551 |

>Labrenzia aggregata IAM 12614: Total=2
AONUO3_9RHOB Window Position=259;
AONUO4_ 9RHOB Window Position=235;

>Lactobacillus crispatus 125-2-CHN: Total=1

Score=65.735
Score=64.084 |

C7XHL8_9LACO Window Position=277; Score=54.763
>Vibrio cholerae CIRS10l: Total=1
C6S0K3_VIBCH Window Position=441; Score=69.056

1: Total=

>Shigella dysenteriae serotype
Q32IV1_SHIDS Window Position=180; Score=54.668
>Bifidobacterium longum subsp. infantis: Total=3
B7GPE2_BIFLS Window Position=328; Score=57.540 |
E8MPQ3_BIFLS Window Position=330; Score=57.540
EBMWG3_BIFL1 Window Position=314; Score=55.464
>Staphylococcus epidermidis VCU037: Total=3
F9LE79_STAEP Window Position=58
FILBGO_STAEP i 73;
F9LCV1_STAEP Window Position=69;
>Staphylococcus epidermidis FRI909: Total=5

Score=56.704 |
Score=60.660
Score=69.946 |

E6JLUY_STAEP Window Position=46; Score=56.541
E6JPJ0_STAEP Window 9; Score=69.893
E6JPU8_STAEP Window Position=106; Score=50.498
E6JMB4_STAEP Window Position=364; Score=55.112

Position=66;

E6JNK5_STAEP Window
>Staphylococcus aureus subsp. aureus 2120
F9JX01_STAAU Window Position=66;

Score=64.612 |

0.329

|
F9JTK8_STAAU Window Position=58; 52.601
F9J744_STARU Window Positio: 5; 1.345
F9JY27_STAAU Window Position=58; Score=52.151
F9JUD2_STAAU Window Position=401; Score=58.368 |
F9JX18_STAAU Window Position=56; Score=50.002

>Clostridium butyricum 5521: Total=1
B1QU46_CLOBU Window Position=234;
>Desmospora sp. 8437: Total=l
F5SG35_9BACL Window Position=2; Score=55.635
>Pseudomonas syringae pv. glycinea str. B076: Total=l
E7P155_PSESG Window Position=124; Score=83.634
>Photobacterium damselae subsp. damselae CIP 102761: Total=2
DOYXL8_LISDA Window Position=711; Score=50.302
D0Z3E4_LISDA Window Position=532; Score=122.640
>Bacillus thuringiensis: Total=10

Score=51.181 |

Prion Domain:

Prion Domain:
Prion Domain:

Prion

Prion Domain:

Prion
Prion

Prion
Prion
Prion
Prion

Prion
Prion

Prion Domain:

Prion

Prion Domain:

Prion Domain:
Prion Domain:

Prion
Prion

Prion Domain:

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Prion

Prion Domain:

Prion

Prion

Prion

Prion Domain:

Prion Domain:

AORGJ5_BACAH Window Position=361; Score=68.876 | Prion
AORJW7_BACAH Window Position=93; Score=53.127

D5TT07_BACT1 Window Position=300; | Prion
D5TJT6_BACT1 Window Position=491; | Prion
C3CQH3_BACTU Window Position=231; | Prion
C3CLC8_BACTU Window Position=294; | Prion
C6GGL6_BACTU Window | Prion
D7RJ67_BACTU Window | Prion
C6ZIF8_BACTU Window | Prion

GBXQW3_BACTU Window Position=1150; Score=50.456
>Enterococcus faecalis TX0470: Total=1
E2Z1E1_ENTFA Window Position=95;
>Staphylococcus aureus A9719: Total=4
C8MNVO0_STAAU Window Position=55;
C8MJ81_STAAU Window Position=67;
C8MQTO_STAAU Window Position=64; Score=77.992
CBMKX9_STAAU Window Position=400; Score=58.368
>Staphylococcus aureus subsp. aureus C160: Total=4
D2GM50_STAAU 7; Score=64.857

Score=80.869 |

Score=53.123 |
Score=64.857 |

Prion Domain:
Prion Domain:
Prion Domain:

Prion Domain:
Prion Domain:

Prion

Prion Domain:

QNOAQOQAQOQAQQQAQQFOQOLONMGINVTPOQOFQOLLNOVKTQAQQQQQQTDMQVOQA

TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

NDNKQSTONNHOKSNNONQONKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ
NDONNANQANNQAQNNONQOOANONOOOOQOOROGGGORHTVNGQENLYRIAIQYYGSGSP

QLNQODNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

Domain:

N: HGNGNGNSGNSN: NNNAGGNGNGHSGNNGNSGGNSSHGNSN

NGNGNSGGN

GNGNGNSGGNGNGNSGGNGNGNSGGNGNGNSGGNGNGNGNSGGNGNGN.

Domain:

SQONNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATRQSSROQSSTTTQSSQOTQQOSSQTQQ

Domain: 00000000000000Q000QR0RROVQQD. GASGQEAQED: NPSNTAQEQ

Domain: QEMFPDRQISFTSFTSYTSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYN
NNSSSGNNTNTDTNNNAGNTGGNTGGNNSGNTGNTGNTGNTGNSGNTGNSGNTGGGTNNN
NNSSSGNNTNTDTNNNAGNTGGNTGGNNSGNTGNTGNTGNTGNSGNTGNSGNTGGGTNNN
SSGNNANNTGDKNNSSSGNNTNTDTNNNAGNTGGNNSGNTGNTGNSGNTGNTGGGTNNNS

Domai
Domai.
Domain:

NNNQQSGSNKNNSSENNKQKPNONKTNQSYHQPAQSTPQQS SQHNNQSDSQONGNSNNNS
SDNSSSNPNATSTNNNDNVANNNSNY TNONQQODNANONSNNQOATQGQOSHTVYGQENLY
YNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN

Domain:

QONKSNQSSANRQSTONKSNQTQPTRPONNGNSGNONAS SGONTQKONNNNONSQS SKKD

SYNYNSYNNYNNYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
NNKQKPNQNKTNQSDHQPSQSTPQQSSQPNHNQSDSQONGNSNNNSNNQNHGTNDNQNKN
NTNDDSDNSSSNPNATSTNNNDNVANNNSNY TNQNQODNAKQNSNNQOTTHGQQSHTVYG

VNTSYNYNSYNNYNNYGYNNYSNYNNYSNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN

Domain:
Domain:

QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
TGNWNPSQLTONNTYYYNNYNTYSYNNASYNNYTNNSQTATNNYYTGGSGASYSTTSNNV
NDNKQSTQONNHOKSNNONONKGQQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ
SKDVNKDNKDNSANDNQQQOSNSNATNNDONQTNNNQS SNNQANNNQKSSYVAPYYGONAA
NDONNANOANNQAQNNONQQOANONOOOOQORQGGGORHTVNGOENLYRIAIQYYGSGSP
NTNNTNENQNNNNGVTNGNQSSTPSTVQNNGSTAPANTQPSNPNQSNSNQSNSNQSSSNH

Domain:

Domain: NGNLQGTIISYNLTGGMEFHNYPFKGNQPQYNSCC

Prion Domain: MQOQGQOQOQQFQQAVOAARQAMQOOVOQAQSQANPQALOQAQOQLOKAQQQOVOQLOOSOG

Domain: QNNYIDAGAGNDTIITGNGNNTVIAGL

NGGNGANNGNGN

NNNRPGQRDNQONRNGRPNNGNNKPAGNRNGN
00000000000000000000000000000000000R0R00IO0IR0R000

Domain:

Domain: SQGNNGNOQGNNGRGSQGNNGNQOGNNGRESQGNNGNOOGDNGRGSQOGNNGNOQGNNGR

SNQGQONHSKONDSDQGQOQHSKQDDSNQGQONHSKQGDSNQGQONHSKQGDSNQGQONH

Domain: QQGNNGNGQGNNGRGSOQGNNGNGOGNNGRGSOQGNNGNGOGNNGRGSOOGNNGNGHGNN
Domai: NNNQGGNNNQGGNNNQGENNNQGGNNNQGENNNQGGNNNQGENNNQGGNNNQGENNNQGG
Domain: QHHHOGQHGHHGHQGOOVHHHOGOHHHQGOHSOHSOHGOHGHOGHOOHOOYOOYO0000S
Domain: OQGNNGNOOGNNGRGSOQGNNGNGOGNNGRGSOQGNNGNGOGNNGRGSOOGNNGNEQGNN
Domai; NNNDSYNQNNTDMYDSGYNNNQNTNYNYDQEYNTYNQNMENTYDQSYENYNPETNNYNQY
Domain: QGYNDNYNQNTSSGYEQGYNDNYNQNTSSGYEQGYNDNYNQNTSSGYEQGYNDNYNQNTS
Domain: MQGYASNNNPHTGNMYEQSYNGNYNONTSDVYHQOGYTNNYKQDSSNMYNONYTNNDNLHS

MOGYASNNNPHTGNMYEQS YNGNYNONTSDVYHOGY INNYNONSSSMYNONY INNDDLHS
NNQSTNGQORNNNNONRHGOSNTONRSNOTNTNNONRNTONNNGS TTNONRTSONNNGGN

NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Domain: NDONNANQANNQAQNNONQOOANONQOOOOQORQGGGORHTVNGQENLYRIAIQYYGSGSP

TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D2GRN2_STAAU 00; Score=58.368 | Prion Domain: NDONNANQANNQAQNNONOQOANONQQOQOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP

D2GQZ4_STARU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

D2GLC7_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Rhizobium leguminosarum bv. viciae: Total=1l

Q1MI81 RHIL3 Window Position=46; Score=50.721 | Prion Domain: NGNGGN GGSSTSSTGSS
>Dethiobacter alkaliphilus AHT 1: Total=1

COGEH1_9FIRM Window Position=30; Score=52.769 | Prion Domain: QQIQQAQQOLOQAQQQOLOOTQQALGAQANPQOKOOLOOAQQOLOQAQQSIQOAONKPOOQ
>Lactobacillus salivarius NIAS840: Total=1

F5VD69_9LACO Window Position=47; Score=50.772 | Prion Domain: QNNNTNTNNQTASNTQVTNNNSVTAASTQNSNSAVNTTKSTTQNTNNTSQSNTLVIQSNN
>Coprococcus catus GD/7: Total=1

D4J924_9FIRM Window Positio 26; Score=58.371 | Prion Domain: GN: N HKNNSGSN( NGN. NNGSNKDNKDNNNKDNNK ONNNQ
>Enterococcus faecalis ATCC 4200: Tota

C7UG38_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTQONNNGSTTNONRTS( N
>Bacillus cereus AH676: Total=1

C2YKB8_BACCE Window Position=48; Score=102.299 | Prion Domain: NNSNC K
>Bacillus thuringiensis IBL 4222: Tota

C3IQN7_BACTU Window Position=265; Score=61.105 | Prion Domain: QGHQGHQGHQGHQGHQGHHGQHGQHGHQGQHGQOHQQHOQHQQHOOHOQHOQYQQYQQOQ

C3IT67_BACTU Window Position=109; Score=52.988 | Prion Domain: NMSQGYPHONQYPNQQYQQOGYPNOQYPNOQYQOOQGYPOQGYPQOGONYYSQOONNROQQ

C3IQ47_BACTU Window Position=104; | Prion Domai: FDODSIKALGNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGGNNNQGGNNNP

C3IV25_BACTU Window Position=101; Score=64.671 | Prion Domain: QGNGQOOOFQQQGOOOFQQPOYQOOGQOQOFOGONPYAQQGOOQFQOPPYQQQGQOGOYN
>Bacillus selenitireducens: Total=1

Window Position=923; Score=55.703 | Prion Domain: DNENNNQNENEDNDQNNNN( NNNQPDNNTNDPNNTPDNNESNNDDSNSGND

D6XSK6_BACIE
>Staphylococcus aureus Oll: Total=5

FOD360_STARU Window Position=67;

FOD4W1_STAAU Window Positio 4;

Score=63.079 |
Scor: 7.992 |

FOD1PO_STAAU Window Position=55; Score=51.345
FOD620_STAAU Window Position=399; Score=58.368
FOD4N5_STAAU Window Position=58; Score=51.003

>Vibrio cholerae HC-22A1: Total=1

G6ZYR9_VIBCH Window Position=441; Score=56.700

>Staphylococcus aureus subsp. aureus 21235: Total=5
FI9KDQ8_STAAU Window Position=398; Score=57.220
FI9KBI3_STAAU Window Positio 5; Scorx |
FIKC97_STAAU Window Position=58; Scor |
FI9KBO7_STAAU Window Position=67; Score=62.568
|

FI9K9S1_STAAU Window Position=66; Score=80.329

>Campylobacter hominis: Total=1
A7I007_CAMHC Window Position=111;

>Staphylococcus aureus A9765: Total=5
D1Q7C7_STAAU Window Position=55;
D1Q9C4_STARU Window Position=64;
D1Q9V3_STARU Window Position=67;
D1Q6X1_STAAU Window

D1Q836_STAAU Window

Score=76.302 |

Score=53.123
Score=77.992
Score=64.857

Position=400;
>Haemophilus influenzae: Total=1

Score=58.368 |
ASUEHO_HAEIG Window Position=1; Score=56.595
>Bacillus cereus H3081.97: Total=2
B5VBB6_BACCE Window Position=487;
B5V501_BACCE Window Position=315;
>Shewanella sp.: Total=7
AOKV70_SHESA
AIRP26_SHESW

Score=64.923 |
Score=70.252 |

Score=65.381 |
Score=61.250

Window Position=458;
Window Position=167;

Prion Domain:
Prion Domain:
Prion Domain:

Prion

Prion Domain:

Prion

Prion

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Prion

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Prion

Prion Domain:

Prion
Prion

Prion
Prion

TONSTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
NDNKQSTONNHOKSNNONONKGOQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNSKPONQ
Domain: NDQNNANQANNQAQNNONQQQOANQNQOQQQQROGGGORHTVNGQENLYRIAIQYYGSGSP
SKDVNKDNKDNSANDNQOQSNSNATNNDQNQTNNNOS SNNQVNNNOKSSYVAPYYGONAR

Domain: Q000000000 0Q0Q000Q0Q0QODSSSGASGQEAQEDSSANPSNTAQEQEASSQT

NDONNANQANNQAQNNONQQOVNONQOQOQOROGGGORHTVNGQENLYRIAIQY YGSGSP
NDNKQSTONNHOKSNNONONKGOOKDNKKNQOQONNKGNKGNKKNNRNNKKNNKNNKPONQ
SKDVNKDNKDNSANDNQOQSNSNATNNDONQTNNNOS SNNOANNNOKSSYVAPYYGONAR
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNY TNNSQTATNNYYTGGLGASYSTTSNN
QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

Domain:

Domain: NGGNFGNONSNFGGGNFNSQNNFNGYGSNQGYNGE ONENQ! SNFGYSNONN
NDNKQSTQNNHQKSNNONONKGQOK DNKKNQQONNKGNKGNKKNNRNNKKNNKNNK PONQ
PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
SKDVNKDNKDNSANDNOQOSNSNATNNDONQTNNNOSSNNQANNNQKSSYVAPY YGONAR

Domain: NDONNANQANNQAQNNONOQOANONQOOQOORQGGGORHTVNGQENLYRIAIQYYGSGSP

QSINQSINQSINQSINQSINQSINQSINQSINQSINQSINQSINQSINQSINQSINQSIN

Domain: NDNQGGNNNQGENDNQGGNNNQGGNNNQGGNNNQGGNNNQGENDNQDGNDNQVGNDHQGG
Domain:

SQQGNNGNOQGNNGRGSQGNNGHQOENNGRGSQGNNGNQOGNNGRGSQGNNGNOQGNNGR

QNADNQEKQSQGDENQQOGONONDQOQQGONQOQGOOGDOQSSONDOAQDOSQEQQSQQONN
SLTSVSSGRISI SNGTFIRSR

T




AOL1G3_SHESA Window Position=165; Score=67.857 | Prion Domain: GLSLTSVSSGRISL NE YGNNNNSDSTNGTF

QOHZI6_SHESR Window Position=165; 6.079 | Prion Domain: GLSLTSVSSGRISI NF NYGNNNSSDSTNGTF

QOHKD7_SHESM Window Position=452; Score=65.267 | Prion Domain: NQQQSQQNADNQDKQSQGDONQQGQDONDQQQGDQQSSONDOAQDOSOEQOSQQQNNSDQ

QOHWNY_SHESR Window 55; 8.125 | Prion Domai QSOONADNQDKQSQGDONQOGODONDOQOGONOQOGDQOS SONDQAQDOSQEQQSOQONN

QOHEG5_SHESM Window Position=165; Score=66.079 | Prion Domain: GLSLTSVSSGRISL NF NYGNNNSSDSTNGTF
>Listeria monocytogenes serotype 1/2a str. F6854: Total=2

Q4EPQ6_LISMO Window Position=309; Score=56.817 | Prion STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNAN ASATI

Q4EUP4_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODOQOSONONYQSTNNDPFASDG
>Alicyclobacillus acidocaldarius subsp. acidocaldarius: Total=1

C8WQPO_ALIAD Window Position=446; Score=53.556 | Prion Domain: NSTGNSTGNSTGNSTSNSTSNSTSNSTSNSTSNSTSNSTSNSTSNSTSNSTSNSTSNST
>Streptococcus sanguinis VMC66: Total=1

E8KQQ5_STRSA Window Position=155; Score=58.894 | Prion Domain: NSYGQQYGQONFQGOOFGQQSYNOGLNYEKQPQOGGFQGOOFGQOSQOGGFQGQOFGOSQ
>Enterococcus faecium TX0133B: Total=2

E4JA20_ENTFC Window Position=210; Score=75.199 | Prion Domain: NQTNP: TQREPNHP] TNN

E4J7G0_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQONRQGTSQGGNONRTNNNN
>Bacillus thuringiensis serovar pondicheriensis BGSC 4BAl: Total=3

C3GLN6_BACTU Window Position=293; Score=67.446 | Prion Domai: SQQOGNNGHQQENNGRGSQGNNGNQQGNNGRGSQGNNGNQOGNNGRESQGNNGNQQGNNGR

C3GU99_BACTU Window Position=109; Score=52.988 | Prion Domain: NMSQGYPHONQYPNQQYQQOGYPNOQYPNOQYQQOQGYPQQGYPOQGONYYSQOONNRQOQQ

C3GPT5_BACTU Window Position=469; Score=72.462 | Prion Domain: NDNQGGNDNQGGNDNQGGNNNQGGNDNQGGNNNQGGNDNQGGNNNQGGNDNQGGNNNQGG
>Bacillus thuringiensis IBL 200: Total

C3I3P9 BACTU Window Positiol Score=73.437 | Prion Domain: QQGNNGNQQGNNGRGSQQGNNGNGQGNNGRGSQQGNNGNEQGNNGRGSQQGNNGNGOGNN
>Oscillochloris trichoides DG-6: Total:

E1IF64_9CHLR Window Position=384; Score=76.548 | Prion Domain: QQGOOGQOGOOGOOGOGOOGOGOOGOGO0GOGONGOGONGOGONGOGONGOGOOGAGOOG
>Roseburia hominis: Total=5

G2T4C4_ROSHA Window Position=102; Score=60.397 | Prion Domain: NGQGNVSQPYGQONYGEQSTNGQGEYSYGQNNAYGQNNAYGONNAYGONNAYGQQTNGQQ

G2T2E8_ROSHA Window Position=345; Score=53.137 | Prion Domain: SSNTGNSNSGT TSG! GTSGSSN: TSGC

G2T444_ROSHA Window Position=18; Score=58.829 | Prion Domain: NNGTNONGTSQNNGAYSANGAYQNGSAYGONGGTYQONGGTYQONGGTYQSGTQONNSAYGON

G25288_ROSHA Window Position=362; Score=96.263 | Prion Domai: DNNNSGNNNN: T TGSGS

G2T017_ROSHA Window Position=190; 8.128 | Prion Domain: NONTGYGQDYGQQQYONTGYGQGYGQOONONMGYGQSYGOQSYONTGYGQGYGESYGQQT
>Actinobacillus pleuropneumoniae serovar 6 str. Femo: Total=1

EOEV86_ACTPL Window Position=145; Score=91.443 | Prion Domain: NTNEKQQQO00QQ00000000000000000000000000000000000000GKAPEQTL)
>Lactobacillus jensenii 115-3-CHN: Total=2

DODWC3_9LACO Window Position=718; Score=55.497 | Prion Domain: SSSSSSSSSSQGREDGSTSNSSSSQASSGGNPNNNQGTTTNNQTNNNNTAGOGONNGGNN

DODX94_9LACO Window Position=291; Score=51.019 | Prion Domain: SNSGTTQSSYTNTYSQSSSIATSSSSVYTQSSQASSSQTNTNQTNTNQTSONTTNONTGN
>Vibrio cholerae serotype Ol: Total=3

ASEYJO_VIBC3 Window Position=441; Score=94.732 | Prion Domain: AAQQQOQQ00000000000000000000000000000000000000000DSSSGSSGOEVQ

C3NY57_VIBCJ Window Position=443; 2.070 | Prion Domain: QQ0QQ000000000000000000QDSSSGASGOEAQEDSSANPSNTAQEQEASSQTKGAS

C3LUJ3_VIBCM Window Position=443; =58.150 | Prion Domain: QQQQ00Q0000000000000000000Q0D:! EVQEL NPSNTAKEQEASSQT
>Burkholderia sp.: Total=1l

D5WDP4_BURSC Window Position=421; Score=62.620 | Prion Domain: GNGNC NGNGGNGGNGNGC TIGNGGNGN
>Enterococcus faecium D344SRF: Total=2

D3LHO4_ENTFC Window Position=202; Score=66.786 | Prion Domai NSSNQTNPSGSNNNGNTQREPNHPNNGSSNGGTNNASS

D3LHMO_ENTFC Window Position=110; Score=55.293 | Prion Domain: TNQNNTGNTSSQNRQGTSQGGNQNRTNNNNK! F YNKKVKKANSNNQ
>Tetragenococcus halophilus: Total=1

GAL2K3_TETHN Window Position=143; Score=62.033 | Prion Domain: QQAAQDQOGQQGQGOEGONQQODONOGOGQOGOGOGQOAONOGOGQODOGODODOOGOODGQ
>Lactobacillus kisonensis F0435: Total:

H1LHE4_9LACO Window Position=106; Score=50.979 | Prion Domain: GARSNSGNQONGNAPQQONNGNANPFTI PGNNP: NSGNNGANN
>Staphylococcus aureus subsp. aureus E1410: Total:

C8AIF7_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNQQOANONQQOOQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

CBAFA8_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C8AEJ6_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8AKE6_STAAU Window Position: Score=51.345 | Prion Domain: NDNKQSTQNNHOKSNNQNONKGQQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPOSQ

>Clostridium difficile 050-P50-2011:

G6BNB3 CLODI 12; | Prion Domain: NSGN: GNSGSSNSGNSGGNSGNNGGNSG! NSGNSG GGSN. DNGG: GGSNSGDN

G6BI86_CLODL Window Position=77; Score=54.892 | Prion Domain: NTNNTSGNMNYNTSAT! NNMNNNTGMP NNMNSN
>Lachnospiraceae bacterium 3_1_46FAA: Total=2

F3AT52_9FIRM Window Position=278; Score=56.219 | Prion Domain: NYQNAGTDHMNQNSKTNCESQAGSTNYEGONMGTNYNNQGTNYNNQGPNYNNOGTNYNNQ

F3AVE6_9FIRM Window Position=704; Score=84.553 | Prion Domain: QNGNI DNNNC GNNN; NTSAPSAKT
>Megamonas hypermegale ART12/1: Total=1

D4KHU4_9FIRM Window Position=33; Score=65.678 | Prion Domain: QNTNYQONANRMVNTNMOMRAQNNYPSANNYQONQMOOHNOMINNQAMNNNQMGMNEFNI
>Lactobacillus sakei subsp. sakei: Total=1

Q38Y93_LACSS Window Position=1869; Score=63.846 | Prion Domain: GNNTGNGGNTNGNSNGSHNPGNNNAGNGGQT QLGNSNNVNNLTNNGSNSSQNSH
>Peptoniphilus duerdenii ATCC BAA-1640: Total=2

EONKES_9FIRM Window Position=333; Score=65.500 | Prion Domain: GNMMGGVQQPNVGNSYQPNFGGGMNQONQGYQNQGYQNQGYQNQGYYDQGONQNONONQSQ

EONMG7_9FIRM Window Positio 001; Score=73.233 | Prion Domain: SNNSGNNQGWGNNN( DGWGNNNQGWGNNNC DGWGNNNONNNONYNQNN
>Lactobacillus jensenii SJ-7A-US: Tota

DODNI8_9LACO Window Position=60; Score=54.815 | Prion Domain: NQNSSTETSSQSNANETASSNANGONTGSL TNTQGATNNSQTNTGRANNSNS

DODMK1_9LACO Window Position=714; Score=50.427 | Prion Domain: NK HEDGST PNNNQGTTTNNQTNNNNNTGONNGGGN
>Enterococcus faecalis PCl.1: Total=1l

D4UYT5_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSQNNNGGN
>Thermomonospora curvata: Total=1

D1A2G2_THECD Window Position=289; Score=64.652 | Prion Domain: AQRGRQAQONRQAQONQOAQONROAQONRQAQAQONQOAQQARAQONKQSQOAQQPQOIQ
>Gluconacetobacter hansenii ATCC 23769: Total=1

D5QEK4_GLUHA Window Position=95; Score=52.829 | Prion Domain: QMRGQPNAGFQLQQORQQQIEMQRQQOMOOMOQQYQQQEMQOLRQOQAQOMROQOMOQOMOQM:
>Roseiflexus sp.: Total=2

ASUUHZ_ROSS1 Window Position=382; Score=92.580 | Prion Domain: QQGOOQQGOOQGOO0QGOO0QGO0NGA000GA000GO0GO00GOOGO0GOGONGO00G)

AS5UTV8_ROSS1 Window Position=794; Score=56.516 | Prion Domain: QSEQNTQIAQAQQTQQAQQAQQ: QOTOOAQOQOOOARQQTOOROQATQOATQOAARQQ
>Mannheimia haemolytica PHL213: Total=1l

A7JVY4_PASHA Window Position=11; Score=50.994 | Prion Domain: ANHSNHSNH NHSNHSNH (QSANQY IFNSDWETHN
>Listeria ivanovii FSL F6-596: Total=

E3ZBX9_LISIV Window Position=31; Score=56.718 | Prion Domain: NSSGGGGNNYQGGNTNNNSNYNNGGNNFGQAPTNNGGFAQDQQQSQONONYQSTNNDPFAS
>Brachyspira murdochii: Total=1

DSU5P9_BRAMS Window Position=186; Score=104.640 | Prion Domain: NNQNNDNQGNQNNONNONDONNNDNQNNQDNQNNNDNQDNQSSNNNQDNONNNNNSNNDN
>Streptomyces ghanaensis ATCC 14672: Total=1

D5ZXL0_9ACTO Window Position=129; Score=72.702 Prion Domain: NQQGNHNNGGSNQQOGGGNHNGGGNQQAGGNHNGSGNQQGGNQQ NHNGGSNQ
>Fusobacterium mortiferum ATCC 9817: Total=1

C3WEJ3_FUSMR Window Position=142; Score=59.598 | Prion Domain: SNQONQDNQONQEDKQEKONKENONNNNONQONNSQENPEQNONSKDNNNSQNQEDKSSQ
>Streptococcus pneumoniae GA47502: Total=1

G6JC06_STRPN Window Position=104; Score=56.040 | Prion Domain: SRNSQQONNQGHQDHHGGYQQQGYSNQGSSFONGNNQGNNFONGNSYGQQGSFVEGNTTNL
>Staphylococcus epidermidis M23864:W2: Total=4

D4FL71_STAEP Window Position=70; Score=56.704 | Prion Domain: NNNQQSGSNKNNSSENNKQKPNQNKTNQSYHQPAQSTPQOSSQHNNQSDSQONGNSNNNS

D4FNK6_STAEP Window Positio 56; Score=60.215 | Prion Domain: QONKSNQSSENRQSTONKSNQTQSTRPONNGNSGNONASSGONTQKQONNNNONSQSSKKD

D4FHG3_STAEP Window Position=78; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN

D4FIL1_STAEP Window Position=373; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNQONQODNANQONSNNQQOATQGQQSHTVYGQENLY
>Staphylococcus aureus subsp. aureus MN8: Total=4

D6SHH1_STARU Window Position=63; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONONKGOQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

D6SJJ9_STAAU i iti 02; Scor 8.368 | Prion Domai: NDQNNANQANNQAQNNONQQOANONQOQQQQROGGGQRHTVNGQENLYRIAIQYYGSGSP

D6SCO5_STAAU 7; Scor: | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D6SCT1_STARU 6; Score=78.551 | Prion Domain: QLNODNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Coprococcus eutactus ATCC 27759: Total=2

2A8SS65_9FIRM Window Position=36; Score=62.210 | Prion Domain: QANQQTGAYSQAQTGAYGQPOMNQOMYGQQGYGQGOMNOOMYGQQGYGQGOMNOOMYGOQ

ABSRV3_9FIRM Window Position=178; Score=76.918 | Prion Domain: YDQNAYNQNAYGQQOQYNQONAYGQQOQYNQONAYGQQQYDONAYNONAYGOQQYNONTYSQQP
>Listeria monocytogenes: Total=73

P60_LISMO Window Position=309; Score=64.168 | Prion Domain: STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ!

SSB1_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODQOQSQNONYQSTNNDPFASDG

G3GMD6_LISMO Window Position=309; Score=66.246 Prion Domai STNTNANKTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNS

Q84DR2_LISMO Window Position=271; Score=62.090 Prion Domai STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG

|

|
084DM8_LISMO Window | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: ASAIIAEAQ
Q84DR4_LISMO Window | Prion Domai: STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQC
084DM6_LISMO Window | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG AITAEAQ
Q84DN1_LISMO Window | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNAN IIAEAQ
Q84DNO_LISMO Window | Prion Domai: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG! ASAIIAEAQ
Q84DR5_LISMO Window | Prion Domain: STNTNANKTNTNTNTNPNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSA
Q84DS2_LISMO Window Positio | Prion Domai: NTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASA
084DQ5_LISMO Window Position=290; | Prion STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQ( II
Q84DR8_LISMO Window Position=288; | Prion STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNAN ATIL

|

Q84DS5_LISMO Window Position=309; Prion STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASATT



Q84DS4_LISMO Window Position=309; Score=56.817 Prion Domain: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASAIIL

|

084DT2_LISMO Window Position=309; | Prion Domain: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ II
Q84DPY_LISMO Window Position=310; | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: IIAEAQ
Q84DL8_LISMO Window 09; | Prion Domai: STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ ASA
Q84DN5_LISMO Window Position=287; | Prion Domain: STNTNANKTNTNTNTNNTNTSTPSKNTNTNXNSNTNTNSNTNANQGSSNNNSNSSASAII
084DM0_LISMO Window Position=306; | Prion Domain: ASSTNTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQ II
Q84DRY_LISMO Window Position=288; | Prion Domai STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNAN ASATI
Q84DN2_LISMO Window Position=310; | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNAN IIAEAQ
Q84DT0_LISMO Window Position=309; | Prion Domain: STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG.

Q84DP8_LISMO Window iti | Prion Domai: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG! ASAIIAEAQ
08GC17_LISMO Window | Prion Domain: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG. ASAIT
G9L8E4_LISMO Window Score=50.473 | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ

Q2WCM8_LISMO Window | Prion Domai: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNAN! IIAEAQ
Q84DS1_LISMO Window Position=271; | Prion Domain: SINTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ

Q84DP2_LISMO Window i 17 | Prion Domai: STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQ! ASATI
Q84DP3_LISMO Window Position=308; | Prion Domain: STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAII
084DQ6_LISMO Window Position=278; | Prion Domain: STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG A
Q84DS6_LISMO Window Position=309; | Prion Domai STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNAN ASATI
Q84DM9_LISMO Window Position=289; | Prion Domai: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ
Q84DP6_LISMO Window | Prion Domai: NTNANNTNTNTNNTNTSTPSKNTDTNTNSNTNTNSNTNAN IIAEAQ

|

Q84DRO_LISMO Window Prion Domai: STNTNANKTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ
Q6LAV6_LISMO Window | Prion Domain: STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG SA
Q84DN3_LISMO Window Prion Domain: NTNANKTNTNTNNTNTNTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ

084DQ0_LISMO Window 0.473 | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: ASAIIAEAQ
Q83TQ3_LISMO Window Position=310; 0.473 Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG IIAEAQ
Q84DM5_LISMO Window i 107 0.473 Prion Domai NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: AITAEAQ

|
|
|
|
| Prion Domain: NTNANKTNTNTNTNNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ
|
|
|
|

Q4TVQ4_LISMO Window Position=309;

084DM3_LISMO Window Position=309; Prion Domain: STNTNANKTNTNTNTNNTNTNTNTPSKNTNTNSNTNTNTNSNTNANQ
Q84DQ7_LISMO Window Position=309; Prion Domai STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGS SNNNSNSSA
Q84DR3_LISMO Window Position=273; Prion Domai NTNANKTNTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGS SNNNSNS
084DM2_LISMO Window Position=308; Prion Domain: STNTNAITTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQ II

0Q8G930_LISMO Window Score=66.246 | Prion Domain: STNTNANKTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ
Q84DT3_LISMO Window Score=52.251 | Prion Domain: NTNANKTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASAITAEAQ
Q57205_LISMO Window Position=20; Score=50.473 | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ
084DP0_LISMO Window iti 08; Score=51.960 | Prion Domain: STNTNANKTNTNTNTNTNTSTPSKNTNTNTNSNTNTNSNTNANQG II
Q84DS9_LISMO Window 09; Score=62.090 | Prion Domain: STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ
Q84DR6_LISMO Window 09; Scor 8.350 | Prion Domain: STNTNANKTNTNTNTNPNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSA
Q48782_LISMO Window Position=18; Score=56.817 | Prion Domain: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASAIT
084DP1_LISMO Window Position=310; Score=50.473 | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: ASATTAEAQ
Q48775_LISMO Window Position=18; Score=55.039 | Prion Domain: STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG ASAII
Q84DS7_LISMO Window Score=52.251 | NTNANKTNTNTNTNNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ
Q84DN7_LISMO Window | STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQ!( IT
Q84DT4_LISMO Window | NTNANKTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG IIAEAQ
048774_LISMO Window | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: IIAEAQ
Q84DN6_LISMO Window Position=287; | Prion Domain: STNTNANKTNTNTNTNNTNTSTPSKNTNTNXNSNTNTNSNTNANQGSSNNNSNSSASAII
084DQ2_LISMO Window Position=310; | i NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG ASAIIAEAQ
Q84DS3_LISMO Window Position=271; | STNTNANKTNTNTNTNNTNTNTNTPSKNTNTNSNTNTNTNSNTNANQ(
Q83TB3_LISMO Window i 71 | Prion Domain: STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSA
Q48781 _LISMO Window Position=18; Score=62.090 | Prion Domain: STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASA
084DQ8_LISMO Window Position=274; Score=64.168 | Prion Domai: STNTNANKTNTNTNTNTNTNNTNTNT PSKNTNTNSNTNTNTNSNTNANQG:! A
Q84DP7_LISMO Window Position=310; 0.473 | Prion Domai NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNAN! IIAEAQ
Q84DT1_LISMO Window Position=309; | Prion Domai: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASATIT
Q84DN9_LISMO Window | Prion Domai STNTNANKTNTNTNTNTNTSTPSKNTNTNTNSNTNTNSNTNANQG IIA
Q84DR7_LISMO Window | Prion Domai NTNTNTNTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ(
08G8B4_LISMO Window 2.251 | Prion Domain: NTNANKTNTNTNTNNTNTPSKNTNTNSNTNTNTNSNTNANQG: IIAEAQ
Q84DR1_LISMO Window Position=309; Score=66.246 | Prion Domain: STNTNANKTNTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNS
084DP4_LISMO Window 86; Score=55.039 | Prion Domain: STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQ II
Q84DS8_LISMO Window 81; Score=64.168 | Prion Domain: STNTNANKTNTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQC
084DM7_LISMO Window Position=290; Score=50.473 | Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNAN IIAEAQ
>Prevotella nigrescens ATCC 33563: Total=1
FIDAD6_9BACT Window Position=177; Score=53.443 | Prion Domain: GYQNRQGGYNNRGGYNNRGGYNNHQGGYNNNRQGGYNSROGGYNNRQGGYGQQGGYRQHN
>Helicobacter pylori Punol20: Total=l
G2M5X9_HELPX Window Position=261; Score=50.689 | Prion Domain: NQGTYKFTNSANLSFNNSAFNQGTYNENSAQSVENNSNFNQGTYNFNSTQSTFNNSAFNQ
>Listeria monocytogenes 10403S: Total=2
G2K119_LISMO Window Positio: 06; Scor 6.087 | Prion NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQQQSQONONYQSTNNDPFASDG
G2K3V5_LISMO Window Position=309; Score=52.251 | Prion NTNANKTNTNTNTNNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ
>Frankia sp.: Total=1
E3JCW1_FRASU Window Position=251; Score=71.507 | Prion Domain: QONGNGNSQGSQONGNANGNGNGNGOGNGNGNGNGNGNGONTTATSQONANGNGNGSQSGNGN
>Burkholderia pseudomallei MSHR346: Total=1
C4I6C1_BURPS Window Position=69; Score=67.679 | Prion Domain: RHRYHPRLRRT
>Staphylococcus epidermidis W23144: Total=3
C5ROU5_STAEP Window Position=69; Score=69.893 | Prion Domain: SYNYNSYNNYNNYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
C50X92_STAEP Window Position=380; Score=61.472 | Prion Domai: NTNDDSDNSSSNPNATSTNNNVNVANNNSNY TNONQQDNANQNSNNQOTTQGQQSHTVYG
C5QVH4_STAEP Window Position=156; Score=56.541 | Prion Domain: QQNKSNQSSANRQSTQONKSNQTQPTRPONNGNSGNQONASSGONTQKQONNNNONSQSSKKD

>Desulfotomaculum ruminis: Total=2
F6DJX9_DESRL i
F6DKY4_DESRL
>Brevibacillus laterosporus GI-9: Total=1

7; Score=54.437 | Prion Domain: NSSSNYTYYGHSSSYAQPSNNTQSANYSNYSKGSNYTNYSNYTKYGNSQASNYTNYTNYQ
92; Score=52.588 | Prion Domain: QYTQQGQFGQTQFGQSQYNOGOFGONQMGOASQOKMGONLGTYGLSSAQANYLNQOGQOYQ

HOUBA4_BRELA Window Position=307; Score=78.675 | Prion Domain: NNRNQQONGQNTNNRQNDIQNNGNGNQNEGSSNNSGLNNQGTGNSQNENQNQNQNNSQSTN
>Fusobacterium necrophorum subsp. funduliforme 1_1 36S: Total=1

H1D7J2_9FUSO Window Position=68; Score=90.463 | Prion Domain: QLNNQNNNQSQPPMRKQTENNNNYQNNYNQQQOONNNQOMWQQONQYNQNOMOGNQOQNNN
>Arthrobacter chlorophenolicus: Total=1

B8H818 ARTCA Window Position=70; Score=62.489 | Prion Domain: NN. YGNGNGNAGGNNGGC GNGNAGGNGNGNNAGGNGNGNGGGNGNN
>Paenibacillus mucilaginosus: Total=2

F8FMW2_PAEMK Window Position=145; Score=60.981 | Prion Domai NRSGONKNQGQOKQGONQGONQGONQGONQAQGONQAQGGORNANSGGNRSGKGNSSSGGQ

F8FBP6_PAEMK Window Position=1140; Score=56.656 | Prion Domain: SGDTDNDNDNDNDTDNGNQN NN NNN N. NON NHTGGP
>Microscilla marina ATCC 23134: Total=1

AlZEG1_9BACT Window Position=339; Score=65.205 | Prion Domain: QGGTNNNQGGGNRQGGNNQONRNQGGGNRQGGNNONRSQGGGNQONRSQGGGNRNSNNQSRN
>Peptoniphilus lacrimalis 315-B: Total=2

DIVTR4_9FIRM | Prion Domain: NNNANQNNGNNPF NNGNNPFE I\ ON

DIVTA7_9FIRM Window Position= | Prion Domain: NNNANQNNGNNPFNNN: P WGNNQNNNNON
>Clostridium hathewayi DSM 13479: Tota

D3AHV3_9CLOT Window Position=87; Score=66.292 | Prion Domain: NQNQGMNQOSQGMNQGQOSMNQGMNSNQTONQQOPYRTAQPMGONQYQGGONVYQGSQNGOSQ
>Bifidobacterium dentium ATCC 27678: Total=1

B1S4X1_9BIFI Window Position=274; Score=55.010 | Prion Domain: NNQYNSGNSATPNPGNNQQQSGGNSSGNTSSNNSGTNTGGNGQSTNTNTGGNTNSGSASG
>Cyanothece sp. ATCC 51472: Total=1

G6GXJ8_9CHRO Window Position=81; Score=52.359 | Prion Domain: QANRDQFQQNRQGNQQERQGNRDQFQONRQGNQQERQSNRQENQQNRONTIQENQONRQON
>Coprobacillus sp. 29 _1: Total=l

E7GEI2_9FIRM Window Position=422; Score=63.010 | Prion Domain: JKPNGGDSNN HS
>Mycoplasma bovis: Total=5

E4Q040_MYCBG Window Position=1021; Score=54.589 | Prion Domain: DSNNRDGNSNNGSNSGVDNN. NGNST! DGNSNNGSN:

E4Q0W6_MYCBG Window Position=279; Score=50.361 | Prion Domain: NSQQGAGTNSQQGAGTNTQQGAGTNSQQGAGTNSQQGAGTNTQQGAGTNSQQGAGTNTQQ

Q93DB2_MYCBV Window Positio: 03; | Prion Domai: NSQOGAGTNSQOGAGTNTQOGAGTNSQOGAGTNSQOGAGTNSQOGAGTNTQOGAGTNSQQ

Q93DB3_MYCBV Window Position=279; Score=51.362 | Prion Domain: NSQQGAGTNSQQGAGTNTQQGAGTNSQQGAGTNSQQGAGTNSQQGAGTNTQQGAGTNSQQ

P71492_MYCBV Window Position=279; | Prion Domain: NSQQGAGTNSQQGAGTNTQOGAGTNSQQGAGTNSQQGAGTNSQQGAGTNTQQOGAGTNSQQ

>Vibrio cholerae HC-38Al: Total=1
F9CAT4_VIBCH Window Position=443;
>Lactobacillus jensenii 208-1: Total=4

| Prion Domain: QQQ0000000000000000000QQD:! GASGQEAQEDSSANPSNTAQEQEASSQTKGAS

DIWEP5_9LACO Window | Prion Domai: SNSGTTQSSYTNTYSQSSSIATSSSSVYTQSSQASSSQTNTNQTNTNQTSONTTNONTGN

DIWHL6_9LACO Window | Prion Domai: S8SS5S5SSSSQGREDGSTSNSSSSQASSGGNPNNNQGTTTNNQTNNNNTAGQGONNGGNN

DIWCN4_9LACO Window Position=60; Score=54.815 | Prion Domain: NQNSSTETSSQSNANETASSNANGQNTGSL TNTQGATNNSQTNTGRANNSN.

D1WD49_9LACO Window Position=714; Score=50.427 | Prion Domain: NK HEDGST PNNNQGTTTNNQTNNNNNTGQONNGGGN
>Roseiflexus castenholzii: Total=1

ATNMV8_ROSCS Window Position=794; Score=64.101 | Prion Domain: QAQONTQIAQAQOTOOAQQQQOQAAQQTQOAQQQQQOAAQOTQOOAQQAIQQATQQAAVOQ
>Shewanella amazonensis: Total=1l

A1S208_SHEAM Window Position=167; Score=54.539 | Prion Domain: LTSVTSGRISL FDNGGANNNGVNGNNTNGNNTNGTFIQSRN

>Desulfotomaculum reducens: Total=1



A4J1S5_DESRM Window Position=110; Score=53.047 | Prion Domain: NNLGQYTSFDQQYGONQOGQSYTQYNQPQRQYGQQYSQOSTQQIQPYTQYNOPQOQYGOQY
>Fluviicola taffensis: Total=1

F21E37 FLUTR Window Position=207; Score=68.572 | Prion Domain: NSNQGNQNQPNNONQERQNNNORNPNOONONNOQRNPNONPNGNONPNONRPONONSQQQ
>Gordonia amarae NBRC 15530: Total=1

GTGWCY_9ACTO Window Position=128; Score=61.380 | Prion Domain: NGTQNQNGMQGONGMQGGONGMOGGONGMQGONGMGGGPGGTOGGMNGONOTGONQTGON
>Staphylococcus aureus subsp. aureus H19: Total=5

D2UHC7_STAAU Window Position=66; Score=80.329 | Prion Domain: OLNODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D2ULN3_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHOKSNNONQNKGQOKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

D2UMA2_STAAU Window iti 01; 8.368 | Prion Domain: NDONNANQANNQAQNNONOQOANONQOQOOQRQGGGQRHTVNGQENLYRIAIQYYGSGSP

D2UI337STAAU Window 7 64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D2UHJ5_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNOQQSNSNATNNDONOTNNNOSSNNOANNNQKSSYVAPYYGONAA
>Bacillus thuringiensis serovar pulsiensis BGSC 4CCl: Total=2

C3HLC2_BACTU Window Position=319; Score=68.248 | Prion Domain: NNGRGSQGNNGNOQGNNGRGSQGNNGNQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQOG

C3HPP3_BACTU Window Position=471; Score=72.462 | Prion Domain: NQGGNDNOGGNNNQGGNDNQGGNNNQGGNDNQGGNNNOGGNDNQOGGNDNQGGNDNQGGNN
>Acinetobacter baumannii 6014059: Tota

F5IS42_ACIBA Window Position=11; Score=91.377 | Prion Domain: NNOQQOQQONDNRNOQOHGNQOONDOQOONNOOOQONDNRGOQOGSNOKDSGOONSNNNQ

FSINO3_ACIBA Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQNSGSNTSGSNGASISTPAINLNG! ONNITSENON
>Bacillus mycoides DSM 2048: Total=1

C3ABL8_BACMY Window Position=618; Score=74.933 | Prion Domain: NNNQGGNNNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGGNDNQGGNNNQGN

>Lactobacillus pentosus IGl: Total=3

GOM2S1_LACPE | Prion Domain: SDNYRGNNRR YH DRRGC

GOM0OB4_LACPE | Prion Domain: NRP NE T GC NNNE

GOM4E5_LACPE Window Position=117; Score=60.624 | Prion Domain: GSNNNYNNGNSNYNNNSGYSNQGONAAPQ NNNNPFGNGNAGNANSAAP:! NNNQ
>Burkholderia graminis C4DIM: Total=1

B1GA94_9BURK Window Position=55; Score=65.946 | Prion Domain: GNG NGNGSGNGNGIGNGNGNGSANTNGNTSGNGNG N
>Lactobacillus oris PB013-T2-3: Total=1

E3C849_9LACO Window Position=75; Score=52.059 | Prion Domain: ANNRSTAGNGQDTPTNSTQQSNNNTDSNQSRQTTNNNDSGNSNQTNSTGGNSTGTTTNQQ
>Bacillus anthracis str. A0488: Total=1

BOALR7_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQGNNGHQQENNGRGSQGNNGNQOGNNG
>Streptococcus dysgalactiae subsp. equisimilis SK1249: Total=1

FS5USE7_STREQ Window Position=84; Score=62.163 | Prion Domain: ITAINGYAPQNNONRNNNNQGNYNQQPTSQSQGNFGGQOONYGNQDGNFONGNNQGGYQS
>Delftia acidovorans: Total=l

A9BZ24_DELAS Window Position=635; Score=56.726 | Prion Domain: QALQORSQDQARQOOMOQOMOOOOOQQQOARAQEQMOAQOOAQROAOMOERQAQOOROOQ
>Streptococcus mitis SK569: Total=1

FIMKFO_STRMT Window Position=98; Score=60.374 | Prion Domain: NTGNSSQTNPYQRDNNQTNGSNDNQONNGSANNGGSSNQTNGTNASQONNGATTNNTISSGQ
>Sphingobacterium spiritivorum ATCC 33300: Total=1

C2FY26_9SPHI Window Position=199; Score=59.998 | Prion Domain: GG YQOK KPGGFVK GPKKSY 1SNNY
>Solibacter usitatus: Total=1

Q01SL3_SOLUE Window Position=749; Score=79.051 | Prion Domain: QGQQGQOGOOGOOGOQGOQGOSPOQGOMOGOAGOVGOOGROGOSOOOGANGOOOSQOOON
>Acinetobacter sp. NBRC 100985: Total=2

G7GHU7_9GAMM Window Position=203; Score=65.663 | Prion Domain: RSQECRDHQSNNSYQI YYSPSSG

G7GGC1_9GAMM Window Position=103; Score=51.502 | Prion Domai: QOMOMLDSRQQGEQGFAGGNDFNQPRFNNNNSNQGGGYQONTGYNNNNONGYGQQGGNYAGS
>Staphylococcus aureus A8819: Total=4

D4UBT7_STARU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D4UHE4_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQONQOOANONQQOOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP

D4UB06_STAAU Window Positio 4; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D4UEHT_STAAU Window Position=63; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ
>Vibrio sp. N418: Total=1

FO9RE53_9VIBR Window Position=446; Score=123.107 | Prion Domain: QQ0Q0Q0Q000000000000000000000000000000000000000000000000Q0Q0N
>Staphylococcus epidermidis VCU105: Total=4

FILM08_STAEP Window Position=373; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNQONQODNANQONSNNQOATQGQQSHTVYGQENLY

F9LKH4_STAEP Window Position=84; Score=60.215 | Prion Domain: QQNKSNOSSENRQSTONKSNQTQSTRPQ! NASSGONTQKQONNNNONSQSSKKD

FILIS2_STAEP Window Position=106; Score=54.057 | Prion Domain: NNKQKPNONKTNQSDYQPSQSTPQQSSQPNNNQSDSQONGNSNNNSNNONHGTNDNONKN

FILMDY_STAEP Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
>Bacillus cereus AH603: Total=3

C2XWK1_BACCE Window Position=358; Score=59.830 | Prion Domain: QQENNGRGSQGNNGHQQENNGRGSQGNNGNQQOENNGRGSQGNNGNQQENNGRGSQGNNGN

C2Y015_BACCE Window Positio 13; Scor 8.136 | Prion Domai NQGGNDNQGGNDNQGGNDNQGGNNNQGGNNNQGGNDNQGGNDNQGGNDNQGGNDNQGNNT

C2YOK2_BACCE Window Position=287; Score=64.942 | Prion Domain: QHHHQGQHHHQGOHHHQGOQHHOGQQHHOGQOHHQGOOHHOGOQOHOGOQQYOQYOQOQ)
>Staphylococcus aureus subsp. aureus 21172: Total

F3TAE2_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNQNONKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ

F3TAZ9 STAAU Window Position=400; Score=58.368 | Prion Domain: NDQONNANQANNQAQNNONOQOANONQOQOQQRQGGGORHTVNGQENLYRIAIQYYGSGSP

F3TFP7_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

F3TEY5_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Listeria marthii FSL S4-120: Total=1

E3YKZ2_9LIST Window Positio Score=54.309 | Prion Domain: NSNGGGGSNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQOQQSONONYQSTNNDPFASDG
>Eubacterium saburreum DSM 3986: Total:

Prion Domain: AGMNMASQMGGMNANQLFOMAQNEQOMOOOQYNOONNMOOQYNGONNMOOMNOOAGNTONT

E6LLY1 9FIRM Window Position=314; Score=69.382
E6LND1_9FIRM i iti
E6LKX6_9FIRM

Prion Domain: GYNNSYQQRYNNQPGNNQGNTPNYYNNQNQYGNQYSNQYQNQYNGNQYQNQYSNQQGYRN
Prion Domain: SDNKIQNNINNNILEQSSNQGGNSNILE( NONGNTLEQSQSNNTQGNVGNTEN

E6LJZ0_9FIRM Window Position=643; Score=53.328 Prion Domain: SGTTNNNGATNNTGTANNNGTTNNTGAANNNGTTNNT NNNGATNNTGAANNNGVTNN
>Enterococcus faecium PC4.1: Total=1

D4VY74_ENTFC Window Position=208; Score=74.422 | Prion Domain: NSSNQTNP: TQREPNHPNNGSSNGG
>Bacillus sp. 7_6_55CFAA CT2: Total=2

G9Q4E5_9BACI Window Position=301; Score=73.437 | Prion Domain: QQGNNGNQQGNNGRGSQOGNNGNGQGNNGRGSQQGNNGNGOGNNGRGSQQ )GNN

G9Q0D9_9BACT Window Position=207; Score=51.094 | Prion Domain: QHHGHQGHHHHQGHQGQHGHHGHQGQHHGHQGQHHGHQGQOHOQHOOHQOYOQYOO0QOS
>Lysinibacillus sphaericus: Total=4

IF2_LYSSC  Window Position=84; Score=54.720 | Prion Domain: GQRQQSATSKPKVNNOQQE KNTKGNQNRNMT( GGGYNQ

B1HX75_LYSSC Window Position=933; Score=61.117 | Prion Domain: NGN NNGNGSNNGN( NGNGSNNGN! NGNGSNNGNE, NGNGSNNGDGSGGN

BIHP75_LYSSC Window Positio: 95; Score=83.670 | Prion Domai NNAGTNNQNNNQQQGSQQSSGNSQPSNQQGQTSQSGONNAQNGSQQONGNSQGQGOGOGQ

B1HNW3_LYSSC Window Position=1313; Score=77.078 | Prion Domain: NGNC NN
>Vibrio cholerae HC-06Al: Total=1

G6YZU6_VIBCH Window Position=441; Score=56.700 Prion Domain: Q00000000000000R0R0R0RORODS SSGASGQEAQEDS SANPSNTAQEQE QT
>Chryseobacterium gleum ATCC 35910: Total=2

D7W5V2_9FLAO Window Position=111; Score=86.389 | Prion Domain: TNNNGSYNNNSGGF NSGFRNONSGYQNNQGNONNSGFRNONNGNQNNONNNG

D7VVV1_9FLAO Window Position=257; Score=67.243 | Prion Domain: NNQQGQGNNQNSGNNNQGGQGOGNROHNNGGOGGNRQGQGGOGNRPQGOGGQGGNRFGNN
>Bacillus thuringiensis serovar chinensis CT-43: Total=2

F2HB35_BACTU Window Position=300; | Prion Domain: QQGNNGNQQGNNGRGSQQGNNGNGQGNNGRGSQQGNNGNGQGNNGRGSQQGNNGNEQGNN

F2HCC1_BACTU Window Position=228; | Prion Domain: QHHHQGOHGHHGHOGQOVHHHQGOHHHQGOHSQHSQHGQHGHOGHOOHQOYQOYQQOQ0S
>Sinorhizobium xinjiangense: Total=1

DICTT3_9RHIZ Window Position=54; Score=58.845 | Prion Domain: YNGNLNGNGNGNLNGNGNL LNGNGNLNGNGNANVNGNGNLNGNANLNANVNKN

>Staphylococcus aureus subsp. aureus Btnl260: Total=4
D2GFN3_STARU i i Score=51.345 | Prion Domain: NDNKQSTQNNHOKSNNQNONKGQOKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

D2GJR6_STARU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D2GKH6_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D2GGC3_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNQQOANONQOQOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP
>Lachnospiraceae bacterium 2_1_58FAA: Total=1

F7JTS4_9FIRM Window Position=591; Score=62.508 | Prion Domain: NNGNDNNGGNDNNSGNNNNGGSNNGGNNNTGNN NGGSHNNGSTSGSHSQSVQTGDN
>Eubacterium ventriosum ATCC 27560: Total=1

A5Z5V2_9FIRM Window Position=86; Score=76.406 | Prion Domain: SNNSSNDSTQNGSYYNNTQDGSYYNSNSNNSQNNGYYYSTNDSQTNNGYNYNSNNNNNGN
>Macrococcus caseolyticus: Total=1

BYEBP8_MACCJ Window Position=106; Score=56.892 | Prion Domain: NSQNNANNNAQQTNYNQTNNNNQONNQNVNRGONNTNNGYSQQHENPFANSSGPIDIQDDD
>Thermoanaerobacterium xylanolyticum: Total=1

F6BKY1_ THEXL Window Position=28; Score=57.171 | Prion Domain: QNNQAQQQAQQQAQQQAQQFQQQLOSMGINVTPQQOFQQOLLNQVKAQAQQQQQQTDMOVQQ
>Chloroflexus aurantiacus: Total=2

A9WKHO_CHLAA Window Position=362; Score=55.443 | Prion Domain: QQTLANTQAARQQIAQAGOQGOGOQAQQGEGOOAQAGONQOGOGONQOGOGOGQPGOGQQ

BILDS5_CHLSY Window Position=362; Score=55.443 | Prion Domain: QQTLANTQAARQQIAQAGQQOGOGQOAQQGEGQQAQAGONQQGOGONOQGOGQGOPGOGQQ
>Gemella haemolysans M341: Total=8

F3A0L4_9BACL Window Position=24; Score=73.477 | Prion Domain: QQONNQYHGNGYNGQONQONFNRNVNNONPYONQNSQVNNVNNPQFQGYSNGQNQPONNMNN

F3A4G4_9BACL Window Positio ; Score=54.308 | Prion Domain: NNNQONNRNLODFNNQENYNEQNNYQGYQNYDNVDNSQYNNFENLOGMNNEQVAAPQKNNY

F3A4Y4_9BACL Window Positio ; Score=56.594 | Prion Domain: GPNNONFNNQNFDPNYNYDPNMDNTQYNNQGYDQQYONTQYQONTQYQQPQDYNNQQONYN

F3A540_9BACL Window Position=109; Score=68.604 | Prion Domain: NQANQFNQHLNNFNQONNLAQNNAYNGFNNQNGDNALNYINQPHNVQNNGYIRQNNQQOOM

F3A0VO_9BACL Window Position=27; Score=83.706 | Prion Domain: NGQTNYNNQYENYNNHGHQEGYNQOYQNYNNNQOGENQQOYQNEFDNNQQOGENQQYQONYNNN

F3A1Q7_9BACL Window Position=776; Score=64.436 | Prion Domain: ONNGNDL DNNSNLSNQONGQ( RGGNSNGVQPGVRN

F3A0V6_9BACL Window i 4; Score=82.984 | Prion Domain: ONNNQYYNONSNQYFEQDPYLGNYNQQOYNNYNQEYNNYNQNYYNNQYNNQDYNNYNQDYN

F3A0J2_9BACL Window
>Elizabethkingia anophelis Agl:
HOKRK5_9FLAO Window Position=257; Score=81.737 | Prion Domain: QNNNNOGONNNQC DRKPFNRGGNQQ! NNNRGGNNNN

; Score=59.650 | Prion Domain: SNNNQRYNNNESNNGYQDQONTNYYDNYQNQEFLNYNENNYDQSQIYNDNYQNQEMYNGQY




HOKW61_9FLAO Window Position=111;
>Staphylococcus aureus A5937: Total=4
C8L620_STAAU Window Position=64;
C8L4D7_STAAU Window Position=400;
C8L1B7_STAAU Window Position=67;
C8L420_STAAU Window Position=55;
>Vibrio parahaemolyticus Peru-466: Total=l
E1CSP4_VIBPA Window Position=445;

>Edwardsiella ictaluri: Total=l
C5B724_EDWI9 Window Position=84;
>Bacteroides ovatus SD CC 2a: Total=1
D4WQJ4_BACOV Window Position=281;
>Bacillus cereus G9241: Total=2

Q4MXY2_BACCE
Q4MVH9_BACCE
>Vibrio cholerae HE-09:

F9AA13_VIBCH Window Position=441;
>Enterococcus faecalis HIP11704: Total=1
C7VNZ2_ENTFA Window Position=65;
>Nakamurella multipartita: Total=2
C8XGTY_NAKMY Window Positio:
C8X621_ NAKMY Window Position=:
>Enterococcus faecalis DS5: Total=2
CTWKN6_ENTFA Window Position=118;
CTWK32_ENTFA Window Position=95;
>Vibrio ichthyoenteri ATCC 700023: Total=1
F9S730_9VIBR Window Position=10;
>Ruminococcus albus 8: Total=3
E9S729_RUMAL Window Position=19
E9SD49_RUMAL Window Position=10
E9SE93_RUMAL Window Position=19
>Enterococcus faecalis TX4244: Total=l
E6FED7_ENTFA Window Position=95;
>Streptococcus suis ST1: Total=1
G7SPCO_STRSU Window Position=106;
>Enterococcus faecalis TX0043: Total=
E6GDA9_ENTFA Window Position=95;
>Paenibacillus vortex V453: Total=l
ESYZR5_9BACL Window Position=239;
>Pediococcus acidilactici 7_4: Total=2
D2EGX5_PEDAC Window Position=3167
D2EJB4_PEDAC Window Position=397;
>Francisella novicida FTE: Total=l
B4AQJ7_FRANO Window Position=656;
>Staphylococcus aureus subsp. aureus 21269:
FIKXX5_STARU Window Position=58;
F9L2G5_STAAU Window Position=341;
F9KWZ3_STAAU Window Position=55;
FIL163_STAAU Window Position=67;
>Lactobacillus crispatus MV-3A-US: Total=1
DODFC7_9LACO Window Position=277;
>Streptococcus sanguinis SK340: Total=1
FIEAM2_STRSA Window Position=155;
>Enterococcus faecium C68: Total=2
DOAKT6_ENTFC Window Position=190;
DOAQ51_ENTFC Window Position=80;
>Bifidobacterium longum subsp. longum KACC 9
F8APGO_BIFLN Window Position=314;
>Lachnospiraceae bacterium 4_1_
E9RSA2_9FIRM Window Position=13;
>Shewanella sp. HN-41: Total=1
F7RSR7_9GAMM Window Position=64;
>Bacillus cereus BDRD-ST26: Total=1l
C2SA15_BACCE Window Position=494;
>Glaciecola sp.: Total=1
FARJQ5_GLAS4 Window Position=463;
>Lactobacillus helveticus: Total=2
ABYUBS_LACH4 Window Position=282;
FONUY9_LACHH Window Position=282;
>Listeria monocytogenes FSL N1-017: Total=2
D7UKF2_LISMO Window Position=306;
D7ULD8_LISMO Window Position=106;
>Neisseria meningitidis

Window Position=331;
Window Position=194;
Total=1

S
37;

3;
7;
7;

ALIQN8 NEIMA Window Position=55;
>Listeria monocytogenes J1-220: Total=2
F3RH03_LISMO Window Position=106;
F3RHW9_LISMO Window Position=308;
>Bacillus anthracis str. A0442: Total=1
BOQDE7_BACAN Window Position=299;

>Lactobacillus fermentum ATCC 14931: Total=1
COWXHO_LACFE Window Position=100;

>Pseudoalteromonas haloplanktis ANT/505: Tot
F3BFH8_PSEHA Window Position=113;

>Enterococcus faecium TX0133C: Total=2
E4ILK2_ENTFC Window Position=210;
E4IGU3_ENTFC Window Position=80;

>Staphylococcus aureus subsp. aureus MRSA177
Position=67;
Position=58;

Window
Window

ETMCP9_STAAU
ETMIA7_STAAU
ETMD83_STAAU Window
ETMHN4_STAAU Window
>Johnsonella ignava ATCC 51276:
G5GF05_9FIRM Window
>Sinorhizobium medicae: Total=l
A6UAH2_SINMW Window Position=262;
>Staphylococcus aureus 046: Total=5
FODA65_STARU Window Position=58;
FODEJ5_STAAU Window Position=399;
FODAE1_STAAU Window Position=65;
FOD9B7_STAAU Window Position=55;
FODAQ1_STARU Window Position=67;
>Mycoplasma mycoides subsp. mycoides LC: Tot,
C7LLA8_MYCML Window Position=3; S
>marine gamma proteobacterium HTCC2143: Tota
AOYGK8_9GAMM Window Position=117;
>Marinomonas mediterranea: Total=l
F2JWN8_MARML Window Position=443;
>Mycoplasma agalactiae: Total=1
ASIYH7_MYCAP Window Position=96;
>Vibrio sp. RC341: Total=1
C9Q9V5_9VIBR Window Position=424;
>Bacillus cereus AH621: Total=l
C2PYG1_BACCE Window Position=288;
>Enterococcus casseliflavus EC10: Tota
C9CHO1_ENTCA Window Position=151;
>Listeria monocytogenes serotype 4c: Total=1l
E1U8J4_LISML Window Position=106;

Position=11;

37FAA: Total=

Score=53.193

Score=77.992
Score=58.368

Score=64.857

Score=53.123

Score=122.640

Score=97.320
Score=78.582

Score=76.360
Score=55.563

Score=62.692
Score=82.647

core=80.610 |
Score=51.100

Score=55.436
Score=80.869

Score=58.380
Score=71.537

Score=61.343
Score=78.166

Score=80.869

Score=56.784

Score=80.869

Score=51.144

Score=54.397

Score=81.481

Total=4

Score=52.151
Score=58.368

Score=53.123

Score=64.857
Score=54.763
Score=58.894
Score=66.786

Score=52.754

1563: Total=1
Score=62.783

1

Score=62.461

Score=56.172
Score=58.643
Score=50.736

Score=54.507
Score=54.807

Score=55.039
Score=56.087

Score=58.014

Score=70.686

Score=68.576
al=1
Score=59.430

Score=75.199
Score=52.754
: Total=4
Score=64.857
Score=52.151
Score

Score=54.643

Score=55.241

Score=51.003
Scor 8.368
Score=79.583
Score=51.345
Score=63.079
al=1
core=57.444 |
1=1
Score=51.276

Score=83.658

Score=56.080

Score=81.069

Score=63.522

Score=56.580

Score=56.087

Score=55.012

serogroup A / serotype 4A: Total=1
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Prion Domain:
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Prion
Prion

Prion
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Prion

Prion

Prion
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Domain:
Domain:

Domain:
Domain:

Domain:
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Domain:
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Prion Domain: NDQNNANQANNQAONNONQOQANONQQOQOQRQGGGQRHTVNGQENLYRIAIQYYGSGSP
NDNKQS TONNHQKSNNONONKGOQOK DNKKNOQONNKGNKGNKKNNRNNKKNNKNNKPONQ
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNY TNNSQTATNNYYTGGSGASYSTTSNN

GNSSNQTNP.

SQONNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATRQSSROQSSTTTQSSQOTQQOSSQTQQ

NSYGQQYGQONFOGOOFGQOSYNQGLNYEKQPQOGGFQGOOFGOOSQOGGFQGQOFGOSQ

NNNGNTQREPNHPNNGSSNGGTNNASS

TNNQOKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTS SQNRQGTSQGGNQNRTNNNN

SSNNNAGNNSGNNSGNTGNSGNTGGNNSGNTGNSSNTGNTGNTGNSGNTGNTGGGTNNNS

NAEAADNSYQOTMNYGYYSDGSQNGSGENNGAYQONYNONYNMNYNQGYQONYNONYSGN

SLTSVSSGRISDNNNSNDC

DS TN

FNNN

NDNNSQNGTTSDNNA! TTTQNQTO!
NDNNSONGTTSDNNTNNSNTTTONQTO!

TTRHNTQTSHQO!

TTQSSQTRQ:

GTFIRS

DNQGENDNQGGNNNQGGNNNQGGNNNQGENDNQDGNDNQGGNDHQGGNDNQGGNNDQGGN

QQOQDNSDQOQOGDDSQONDNSQQSDNSEQGDNNQOGEQQONEQSSDQQOSQGSEQSQDGNS

SSQTQQOS

TTRHNTQTSHQOSSTTQSSQTROSSOTOOS

STNTNANKTNTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASATT
NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQQQSONQONYQSTNNDPFASDG

TTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNN

NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODQQQSONONYQSTNNDPFASDG

NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG:

SQQGNNGNQQGNNGRESQQGNNGNQQGNNGR

AITAEAQ

QGNNGHQQENNGRGSQGNNGNQQOGNNG

NANGN DKRNOKRNOKRNONNI

Y TNPSGSNNNGNT:!

INNQGGQAT

)GQ

Domain: GARGGDQQSGGYQGNQSQGGOQOGGYQGNQAQSAQQSGGYGONNQGONNOQOGGYAPQQOOA

NGGTNN

QREPNHPNN(

TNNQQKNKNNRSYQDRGOGSGQVNQGKKPTTNONNTGNTSSQNRQGTSQGGNONRTNNNN

TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNY Y TGGSGASYSTTSNN
SKDVNKDNKDNSANDNOQOSNSNATNNDQNOTNNNQS SNNQANNNQKS SYVAPYYGONAA
NDNKQSTQNNHOKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ
Prion Domain: NDQNNANQANNQAQNNQNQQQOANONQQOQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

GNGQGQDNNLYGFNPDSNDNNYNNNSNYNNDSEGFNQNENYNSGGEFKQSRDYNNGYQNTQ

Prion Domain: NQAQFQONSAQQOQAYDQMTGLAQFYNSAQAQQYAQNANDMOMGNAAQQQQFSQNQAQMOAN

Prion Domain:

Prion Domai:
Prion Domain:
Prion Domain:
Prion Domain:

Prion Domain:

SKDVNKDNKDNSANDNQQQSNSNATNNDONQTNNNQS SNNQVNNNQKSSYVAPYYGONAA

NDQNNANQANNQAQNNONQQOANONQOOQQORQGGGORHTVNGQENLYRIATQYYGSGSP

SQLNQDNGYYSYYYYNGYNGYNNYNNYNNGYSYNNYSRYNNYSNNNOSYNYNNYNSYNTN
NDNKQSTQONNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNSKPQNQ
TONSTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

YNSSNNRNNHNNYQSNNSQRNNONDRYYQONDNKNNNYHNQYYDNRYDONQYSDYDDDRY Y

Prion Domain: QAGGYQONDGYGQSAPQOAPQOOOO0000000000000APOOO000OROOROOOAPQOOAP)

Prion Domain: QQQQ0Q00000000000000000000000000000Q0E

Prion Domain:

Prion Domain: QQPNHQDAQHNLQVVNAAEQQQQOQQ0000000000000000000000000000QD.

N

QSDDKNQDDSKI

ENNQNND

NNRD

NNGNNINIPGNSNTPTNSD

SGNRDGI

G

Prion Domain: GRGSQGNNGNQOQGNNGRESQGNNGNQOENNVRGSQGNNGNQQGNNGRESQGNNGNQQOGNN

Prion Domain:

Prion Domain:

NQGQONRPNNQGQONRPNNQGQONRPNNQGQONRPNNQGQONRPNNQGQONRPNNQGQON

NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODQQOQSONQONYQSTNNDPFASDG



>Staphylococcus aureus A8796: Total=4

D6T4A8_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONQQOOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP

D6T3X8_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D6T383_STAAU Window Positio 7; Scort 4.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D6T4F8_STARU Window Position=63; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQOKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPQNQ
>Staphylococcus lugdunensis: Total=4

D3QDB3_STALE Window Position=61; Score=55.018 | Prion Domain: AQNNHQOKSSNKSTOKSNOQQGSKQQOGNQQTKNNOKKSNONNNKGNKNNKSNKNSKNNKNN

D3QCR4_STALH Window Posltlon 342; 8.571 | NNASNDDNNSEANSDNASANNSNGVNNQANNONAQQQONGASQSNSAQGQQTHTVVGNON

F8KKI7_STALN Window i 42; 8.571 | NNASNDDNNSEANSDNASANNSNGVNNQANNONAQQOONGASQSNSAQGQOTHTVVGNON

FB8KN44_STALN Window Position=61; Score=55.018 | Prion Domain: AQNNHQKSSNKSTQKSNQOQGSKQQOGNQQTKNNQKKSNC NNKSNKNSKNNKNN
>Listeria monocytogenes F6900: Total=2

C8K7R9_LISMO Window Position=309; Score=56.817 | Prion Domain: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ II

C8KCV2_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQQQSONONYQSTNNDPFASDG
>Streptococcus sanguinis SK353: Total=1

FOFEN1_STRSA Window Position=166; Score=58.894 | Prion Domain: NSYGQQYGQONFQGOOFGQQSYNOGLNYEKQPQOGGFQGOOFGQOSQOGGFQGQOFGOSQ
>Staphylococcus aureus A9299: Total=4

C8M3I1_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOOQANONQQOOQQRQGGGQRHTVNGQENLYRIAIQYYGSGSP

C8M5UL_STARU Window Position= Score=53.123 | Prion Domain: NDNKQSTONNHOKSNNONONKGOOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ

C8MAI5_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8M3Y1_ STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Amycolatopsis mediterranei: Total=2

D8HLJY9_AMYMU Window Position=696; Score=59.200 | Prion Domain: TSPQDDQLOFQOLOQOQQOQQFOQO000Q000Q0DODOQEQRETIGRGGNODQOOQOOQQONR

D8HWJO0_AMYMU Window Position=215; Score=66.236 | Prion Domain: QNONGQQOORQRNQDQQONQODONKQGONKNONONNQDKANQDKANQDKANONQAGQAQQ
>Nitrosomonas eutropha: Total=1

QOAH42_NITEC Window Position=75; Score=50.277 | Prion Domain: NNGNDNSTNSSTADNNGNDNSTNSSTADNNGNDNSTNSSTADNNGNDNSTNSSTADNNGN
>Myroides odoratus DSM 2801: Total=1

H1ZE76_9FLAO Window Position=307; Score=57.684 | Prion Domain: NSSNSNYSRSGYSN. TNSNY TSNTNY YN, NPSYS
>Staphylococcus aureus A8117: Total=4

D1QXG8_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQONNANQANNQAQNNONQQQOANONQQQQQQROGGGORHTVNGQENLYRIAIQYYGSGSP

D1R2P7_STARU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
D1QWU6_STARU i iti 3.123 | Prion Domain: NDNKQSTONNHQKSNNONQNKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ
D1QZG3_STAAU Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Lentisphaera araneosa HTCC2155: Total:

AGDINS_9BACT Window Position=112; Score=70.425 | Prion Domain: SSKENSDSKQNSGONNQNN( )NNRNKNWKNNNNNKNRNR
>Vibrio anguillarum: Total=1
F7YSD9_VIBAT Window Position=442; Score=75.734 | Prion Domain: AQQQQOQQ00000000000000000000000000000SGEPSDPNQDONRSENKNNEQNKN
>Lachnospiraceae bacterium 1_1_57FAA: Total=2
F7JFI0_9FIRM Window Position=278; Score=56.219 | Prion Domain: NYQNAGTDHMNQONSKTNCESQAGSTNYEGQONMGTNYNNQGTNYNNQGPNYNNQGTNYNNQ
F7JE92_9FIRM Window Position=704; Score=84.553 | Prion Domain: QNGNI DNNNC NNSGNNN; NTSAPSAKT
>Bacillus cereus: Total=26
B7HSS6_BACC7 Window POSlthn 224; | Prion Domain: QGQHGHHSQHHHQGQHGHHGQHHHQGOHGHHGQHGHOGQOHQOHQOHQQYQQYOQQQQSS
B7IQG0_BACC2 Window | Prion Domain: QQGNNGNQQGNNGRGSQQGNNGNQOGNNGRGSQOGNNGNQQGNNGRGSQQGDNGNQOGNN
BTHRI9_BACC7 Window | Prion Domai: DNQGENDNQGGNNNQGGNNNQGGNNNQGENDNQDGNDNQGGNDHQGGNDNQGGNNDQGGN
B9J1EO_BACCQ Window | Prion Domai: YOTHQGOHGHQGOHGHHHQGHHGHQGOHGOHGOHGHOGY OGOOHQOHOQYQOYQQOQSSP
ClELS7_BACC3 Window | Prion Domain: SQGNNGNQQGNNGRGSQGNNGNQOGNNGRESQGNNGNQOGDNGRGSQOGNNGNQOGNNGR
B7IPD5_BACC2 Window O; Score=53. Prion Domain: SFMNQAQAQQQQOPYVNQAQQAQQQOQPYVNQAQOSQOOOPYVNOAQOSQAQOPYMNOOQQQ
B7IL04_BACC2 Window Position=247; | Prion Domain: QGHQGHQGHQOGHQGHQGHOGHQGHQGHQGHQGHHGQHGHQGOHSQQHOQHOQYQQYOOQ)
B7HF61_BACCA Window i 94; | Prion Domai: NNNQGGNNNQGGNNNQGENNNQGENNNQGGNNNQGGNNNQGENNNQGGNNNQGENNNQDN
B7JGA6_BACCO Window Position=310; | Prion Domain: NNGRGSQGNNGNQQGNNGRGSQGNNGNQQOGNNGRESQGNNGNQQGNNGRGSQGNNGNQQG
B9J1D5_BACCQ Window Position=58; Score=55.841 | Prion Domain: SSQDNQQNQSNQNQQQSAKQDESSQGQQQQQQQQHSKQDISEQNQQQHSKQDNSEQDQQQ
B7JGF8_BACCO Window Position=433; Score=83.829 | Prion Domain: GGAVDNNKPNNNONNN NSSSILAYAKGMOG
B9J049_BACCQ Window Position=500; Prion Domai DNQGENDNQGGNNNQGGNNNQGGNDNQGENDNQDGNDNQGGNDHQGGNDNQGGNNDQGGN
B71JU6_BACC2 Window Prion Domain: GSIKPLDNQGGNDNQGGNNNQGGNNNQGGNNNOGGNDNQGGNNNQGGNDNQGGNNNODNN
B7H6G2_BACC4 Window Prion Domai: QOGNNGNQQGNNGRGSQQ( JGNNGRGSQQ JGSNGRGSQQ QGNN
B9IST8_BACCQ Window Prion Domai SQQGNNGNQOQGNNGRESQQGNNGNQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQQGNNG
Q72Y70_BACC1 Window Position=216; Prion Domain: QHGHHGHHHHQGQHGHHGQHHHQGQHGHHGOHGHQGOQHOQHOOHQOYQOYQOYQOOQSS

Prion Domain: QQGNNGNQQGNNGRESQQGNNGNGQGNNGRGSQQGNNGNWQGNNGRGSQQGNNGNGQGNN

0813B4_BACCR Window

Q817J7_BACCR Window Position=621; Prion Domain: YDVQFVFDQDSIKALGNQGGNDNQGGNNNQGGNDNQDGNNNQGGNNNQGGNNNQGGNNNP

Q73CF3_BACC1 Window i 5; Score=108.209 Prion Domai NNSN NNNN

Q633P6_BACCZ Window Position=486; Prion Domain: NQGGNDNQGGNENQGGNENQGGNDNQGGNENQGENNNQGGNDNQGGNNNQGGNNNQDNNT

Q638E4_BACCZ Window Position=300; Prion Domai: SQOGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQGNNGHQQENNGRGSQGNNGNQOGNNG

Q632V8_BACCZ Window Position=132; Prion Domai SNQDQQOQQQHSKQDNSNQDQQQOHSKQDDSNQDQQHSKQDNSNODQQQHSKQDDSNOGQOON

Q632V3_BACCZ Window POSlthn 199; Prion Domain: QGQHGHHGHHGHQGQYGHQGHHGHQGQYGHOGOHGHQGHHGQOHQOHOOHQQYQQYQQ0Q

0727J7_BACCL Window Prion Domain: NQGGNDNQGGNDNQOGGNDNQGGNDNQGGNDNQGGNDNQOGGNDNQGGNDNQGGNNNQDNNT

Q734G5_BACCL Window Prion Domai QOENNGRGSQGNNGNQEGNNGRGSQGNNGNQQGNNGRGSQGNNGNQEGNNGRGSQGNNGN

C2NKH3_BACCE Window Position=354; | Prion Domai: SQGNNGNQOGNNGRGSQGNNGNQQGNNGRESQGNNGNQQGDNGRGSQQGNNGNOQGNNGR
>Leptospira interrogans serogroup Icterohaemorrhagiae serovar copenhageni: Total=1

Q75FLO_LEPIC Window Position=95; Score=55.540 | Prion Domain: PNNNSDSSSNATTNSQTSGNN: NSN: TSVGSNSDS
>Lactobacillus gasseri: Total=5

Q043U4_LACGA Window Position=147; Score=62.355 | Prion Domain: SQSQSQSSQTSQSSTOSYASSASQTTTQGOTOOANONSYONNONTWONYSGNSSSQNQAP

Q043H2_LACGA Window Position=730; Score=101.002 | Prion Domain: SSSQKQSST ONQONNNQQOTENKSNNQNNN QuNmNQNNQNQQQNQ

Q046Q5_LACGA Window Position=183; Score=66.088 | i TNTSSNSSQNNSNTANTONN KQSSHTTT

Q04318_LACGA Window Position=294; Score=53.106 | SSQQSSSSQSSKSEEHNDAKQESQSQSNTTSQSTDNKESNQQSQNNNTNNQQGQNQNNQQ

Q042C0_LACGA Window Position=279; Score=73.082 | Prion Domain: GONSQSTNTQQSSSTSQSSTNNVNTQTQONONTONRQGTONTONTQGOTNTNQNNGGOSN
>Rahnella aquatilis CIP 78.65 = ATCC 33071: Total:

H2IVZ3_RAHAQ Window Position=34; Score=52.723 | Prion Domain: TNPSQORMOQOOONNOOMOKROOEQDLRNSQQOQOLKLKSQIQSNOQRLOIQONNQOTLNQ
>uncultured bacterium: Total=1

B8PYCO_9BACT Window Position=86; Score=51.455 | Prion Domain: QMOMLGARGGDQOGGGYQGNQGGQQGGGYONNOQGGGYGONNOGOOGGGYGQOQQAAPAQ
>Bacteroides plebeius DSM 17135: Total:

B5CVR3_9BACE Window Position=149; Score=53.198 | Prion Domain: QQQNQONQDQOQQNKQDQKQODDKQONKDQQODONEKEQQONPOOOQONONQOMSKENAQQLLN
>Desulfovibrio salexigens: Total=1

C6C019_DESAD Window Position=102; Score=54.698 | Prion Domain: ANNIQGLDSRQDAGGYQGQQONGYQQQGGGOYNNQQOGGYQGQPQOOOYNQQPQOOGGGE
>Gemella sanguinis M325: Total=7

F3A695_9BACL Window Position=782; Score=82.235 | Prion Domain: NQNNDNNNDNNDNDNNI NSSRSONSSRNSQPST

F3A923_ 9BACL Window Position=189; Score=86.205 | Prion Domai NNNGQTFYQGQNGGQFNQYGQQNYQNGQQQFNQNQQGYNGYQNQQNPNFQGNNGYQSY'NN

F3A8V1_9BACL Window Position=1203; Score=51.509 | Prion Domain: AITNGIHNVNINITKLNASPSEDNTNTL ONNTNSNNTNNTNSN

F3A7A1_9BACL Window Position=26; Score=61.458 | Prion Domain: NNHPNDQYNQYNEQYNNPDYNGQYNNPGYTGQQYDNQNTQYNNTVNDQQYYNQQNNQQYN

F3AR09_9BACL Window Positio: 95; Score=52.182 | Prion Domain: ISKGKKPSTNTNTNSNDKDDSSNNKNTNNSTNDKNSAT NN

F3A925 9BACL Window Position=12; Score=65.129 | Prion Domain: ETDNQDNNQQYGNYNQPNGQYNNQQYGNYNQPNGQYNNQQYGSYNQPNGQYNNQQYGNYD

F3A926_9BACL Window Position=12; Score=77.953 | Prion Domain: SNNQNSNSNNQQYYENYNNGNSYEDNQNYGNYNNGNPYENNQNYGNYNNDNSYVNNQNYS
>Listeria monocytogenes serotype 1/2a: Total=4

D2NYL4_LISML Window Position=309; Score=62.090 | Prion Domain: STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASA

D2P015_LISM1 Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNEFGQAPTNNGGFGQDQOQSQNQNYQSTNNDPFASDG

D2PA33_LISM2 Window Position=309; Score=62.090 | Prion Domain: STNTNANKTNTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQ

D2PBD9_LISM2 Window Position=106; Score=56.087 | Prion Domai: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODQQQSQONONYQSTNNDPFASDG
>Streptococcus pneumoniae GA41538: Total=1

G6M6D9_STRPN Window Position=104; Score=55.710 | Prion Domain: SRNSQQONTQGHQDHHGGYQQQGYSNQGSSFONGNNQGNNFONGNSYGQQGSSFEGNTTNL
>Bacillus cereus F837/76: Total=2

G8UCJ3_BACCE Window Position=63; Score=50.738 | Prion Domain: QQNQSNONQQQSAKQDESSQGQONHSKQDDSNOGQONHSKQONDSDOGQOQHSKQDDSNOG

G8U3E2_BACCE Window Position=298; Score=70.686 | Prion Domain: GSQQGNNGNQQOGNNGRESQQGNNGNQQGNNGRGSQGNNGHQOENNGRGSQGNNGNQQOGNN
>Enterococcus faecium 1,231,410: Total

C9C4X6_ENTFC Window Position=190; Score=66.786 | Prion Domain: NQTNPSGSNNNGNTQREPNHPNNGSSNGGTNNASS

C9COA2_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQNRQGTSQGGNONRTNNNN
>Clostridium butyricum E4 str. BoNT E BL5262: Total=l

C4IKP3_CLOBU Window Position=234; Score=51.181 | Prion Domain: NGNLQGTIISYNLTGGMEFHNYPFKGNQPQYNSCC
>Enterococcus faecium TX0133a0l: Total=2

E4JJ32_ENTFC Window Position=210; Score=75.199 | Prion Domain: )TNPSGSNNNGNTQREPNHPNNGSSNGGTNN

E4JEWT_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQOGKKPTTNQNNTGNTSSQNRQGTSQGGNONRTNNNN
>Streptococcus sanguinis SK678: Total=1

FOFTT5_STRSA Window Position=45; Score=77.625 | Prion Domain: NGGYNNYNYGYNNYNYRNNRNYRYNNYNYGYNNYNYGYNNYNYGYNYGYNGYNYNYGYNN
>Enterococcus faecium Coml5: Total=1

C9ASJ4_ENTFC Window Position=208; Score=72.644 | Prion Domain: NSSNQTNP: TOQREPNHP] N
>Enterococcus faecalis TUSoD Efll: Total=1

E1EN36_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSQNNNGGN
>Staphylococcus epidermidis VCU045: Total=4

F3TZ75_STAEP Window Position=373; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNONQODNANQONSNNQOATQGQQSHTVYGQENLY

F3TWX3_STAEP Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN



F3TVP6_STAEP Window Position=46; Score=60.215 | Prion Domain: QQNKSNOSSENRQSTONKSNQTQSTRPQ! ONAS SGONTOKONNNNONSQS SKKD

F3TV53_STAEP Window Position=58; Score=56.704 | Prion Domain: NNNQQSGSNKNNSSENNKQKPNQNKTNQSYHQPAQSTPQOSSQHNNQSDSQONGNSNNNS
>Staphylococcus capitis SK14: Total=8

B9CUM1_STACP Window Position=62; Score=62.351 | Prion Domain: SPQOAQQGNNSNYSNANQSTQSYNSYNNYNNYRTNNQTQSYNSNNGGGLGANYSTSDRNV

BICUU4_STACP Window Position=60; Score=61.946 | Prion Domain: NTQNNHOKSNNKONONNKGNQSNKDK( OKNNNQOKNONKKNGONNKGKQONKNN

BICUS3_STACP Window Position=126; | Prion Domain: SMQNNTNNNNYNNHSQQNSONSTQPSTSEKPNNOQSSSONSENKPSNOONNNNSTQNKHE

BICQVE_STACP Window Position=186; | Prion Domain: QPSSQQDNRKQQSQSNSNTSNSSNOSVOKNTSQTOQSSNQOSSSTOERSSNQSSSNNSSON

B9CVM6_STACP Window Position=157; | Prion Domai: NSNTESAYTESQNINNTNNNNTNNNNT MSGNNINSMPKINNHSLHSNHENN

BICTV7_STACP Window Positio: 57; | Prion Domai: NNNNDTMNDNSNNEATEFNNNDQNDGQEDTSNNNQTTDDNNYQNQYQONNEQNNTLNDDAN

BICQU4_STACP Window iti 03; | Prion Domain: QNNNANNANNTNSNNQNSYNNQANSQNQOONQTNNTQONNSQROQPSONNQQOYSTGNNQ

B9CS36_STACP Window Position=439; | Prion Domain: NSANGGAAGSDQNANSTDNSSNONGTANNONQGTQNNQONNGNSTQGNNNNQONTQGQQS
>Paenibacillus polymyxa: Total=1

E3EB51_PAEPS Window Position=1892; Score=50.275 | Prion Domain: NVNNGASNVNNGASNVNNGASNVNNGASNVNNGASNVNNGTSNVNNGASNVDNGASNVNN
>Staphylococcus lugdunensis M23590: Total=2

E6M7E5_STALU Window Position=342; Score=58.571 | Prion Domain: NNASNDDNNSEANSDN; NNSNGVNNQANNONAQQQONGASQSNSAQGOQTHTVVGNQN

E6M800_STALU Window Position=69; Score=55.018 | Prion Domain: AQNNHQKSSNKSTQKSNOOOGSKQQGNQQTKNNQKKSNONNNKGNKNNKSNKNSKNNKNN
>Listeria seeligeri FSL N1-067: Total=1

E3ZL17_LISSE Window Position=106; Score=55.493 | Prion Domain: NSNSGGGNNYQGGNTTNNSNYNNGGNNFGQAPTNNGGFAQDQQQSONONHQSTNNDPFAS
>Lactobacillus crispatus JV-V0l: Total=1

C2KBN1_9LACO Window Position=297; Score=50.863 | Prion Domain: NNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATRQSSRQQSSTTQSSADTNNGNDGGNNNN
>Bacillus cereus F65185: Total=l

C2XE82_BACCE Window Position=294; Score=73.437 | Prion Domain: QQGNNGNQQOGNNGRGSQQGNNGNGQGNNGRGSQQGNNGNGQGNNGRGSQQGNNGNEQGNN
>Gordonia araii NBRC 100433: Total=1

GTH3J9_9ACTO Window Position=41; Score=59.273 | Prion Domain: QQQAYGQQDYSQQGYGQQOAYGOODYGOOOGYAQGYGOOGYAQOGYGOOOAYGOQGYGOQ
>Fischerella sp. JSC-11: Total=1

G6FTM6_9CYAN Window Position=32; Score=55.304 | Prion Domain: ( NNTTT NNTSTTTSSTTTSSNSGSTQSPSSTSTASS
>Lactobacillus jensenii JV-V16: Total=2

D65520_9LACO Window Position=289; Score=51.019 | Prion Domai: SNSGTTQSSYTNTYSQSSSIATSSSSVYTQSSQASSSQTNTNQTNTNQTSQNTTNONTGN

D65594_9LACO Window Position=718; Score=55.497 | Prion Domain: SSSSSSSSSSQGREDGSTSNSSSSQASSGGNPNNNQGTTTNNQTNNNNTAGOGONNGGNN
>Streptococcus sanguinis SK115: Total=1

FOI6Y9 STRSA Window Position=47; Score=76.034 | Prion Domain: NGGYNNYNYGYNNYNYRNNRNYRYNNYNYGYNNYNYSYNYGYNGYNYNYGYNNYYPGYNN
>Atopobium parvulum: Total=1

C8WIN8_ATOPD Window Position=254; Score=52.821 | Prion Domain: KKSDSNNSSNSSNSSDNSSSNNSGTDNSSSNSESNQNSNSGNSSNSGSNSSGSSSSTGSN
>Listeria monocytogenes J2818: Total=2

D4PX37_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODQQQSONQNYQSTNNDPFASDG

D4PRAQO_LISMO Window Position=309; Score=56.817 | Prion Domain: STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQG ASAII
>Staphylococcus aureus subsp. aureus 65-1322: Total=4

C8A3F5_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

C8A424_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOOQANONQQOOQQRQGGGQRHTVNGQENLYRIAIQYYGSGSP

C8AOE5_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C7ZZNO_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Lactobacillus amylolyticus DSM 11664: Total=1

D4YVC8_9LACO Window Position=280; Score=58.043 | Prion Domain: SSTQSSSTTNSYNKQQSSSHOSQTQSSQTQSSTTORNQTKNDONNQGQSGKGQQSSONNN
>Pedobacter sp. BAL39: Total=1

A6EDV9_9SPHI Window Position=398; Score=54.696 | Prion Domain: QSQEQAQROOQADOORQOOADQOROQOAEQQOROOOQROEQSOROQOAEQQOROORQOO00Q
>Clostridium symbiosum WAL-14673: Tota

E9SPB8_CLOSY Window Position=18; Score=82.055 | Prion Domain: SQNSSONNS ONNSONS:! ONSSONSSRNSSONSSQNSSKNYSQONN

E9SIM9_CLOSY Window Position=1608; Score=52.604 | Prion Domain: KGNSGNGNGNNKDNT NK NGD NGSQGNSGNGNKQ

E9SSE8_CLOSY Window Position=528; Score=63.109 | Prion Domain: QQMLRGOMQSAQMRONQLROGOMOQSRSQOSQTQQSQTOOSQTQOONOIQONPMNOSQVOQ
>Lactobacillus sanfranciscensis: Total=2

G2KUB6_LACSM Window Position=73; Score=51.157 | Prion Domain: NSGNHHTTTASQNRTNSAKPSNNNHVNSNQQOGNHSNTNH KTQ QRNSG

G2KTM7_LACSM Window Position=675; Score=65.238 | Prion Domain: TQNQOVNNNQSVTKNSQONONNQONNGNDSNNNHTNNGTNAPTEQTPNNSNNNPONTTNNN
>Clostridium difficile 002-P50-2011: Total=1

G6BDA1_CLODI Window Position=572; Score=50.231 | Prion Domain: NSGNSGGNSGSSNSGNSGGNSGNNGGNSGGSNSGNSG GGSNSGDNGGSSGGSNSGDN
>Enterococcus faecalis T2: Total=l

C7D453_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTS( N
>Eubacterium cellulosolvens 6: Total=2

E4MJPO_9FIRM Window Position=319; Score=57.216 | Prion Domain: GQNGYNQGGYGQNGYGONGYGQGGYGONGYGQGSYSQONSYGONGYGONGVGQGGYGONGY

E4MLQ2_9FIRM Window Position=144; Score=52.369 | Prion Domain: QNNSGQYNGGVNNGAQYGGPYNNSPYGGAQNGNSQYGSSQYGNTPYNNGQYGGQYNNQQY
>Vibrio cholerae HC-28Al: Total=l

G7AHL1_VIBCH Window Position=441; Score=56.700 | Prion Domain: 00000000000000000Q0QQQQQQQD:! EAQED! NPSNTAQEQE. QT
>Enterococcus faecalis TX0012: Total=2

E6I2T0_ENTFA Window Position=118; Score=64.668 | Prion DAAAQQOODOOAQQOQ00Q000Q0EQQOOQEQQQOQEAONOOQQOAQNQQPVYDTVOS

E6I0A2_ENTFA Window Position=114; | Prion QSNTQNRSNQTNTNNONRNTONNNGSTTNONRTNONNNGGNNQNRGGONRNNRNNENNON
>Staphylococcus aureus subsp. aureus 21310: Tota

F5WGS9_STAAU Window Position=58; Score=56.545 | Prion Domain: SNDVNKDNKDNSANDNQQQSNSNATNNDONQTNNNQSSNNOANNNQKSSYVAPYYGONAA

F5WH11_STARU Window Position=340; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQQOANONQOQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

FSWEH9_STAAU Window Position=67; 4.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

F5WHRY_STAAU Window Position=66; Score=80.329 | Prion Domain: QLNQODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

F5WAH6_STARU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQOKSNNONONKGOQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
>Streptomyces roseosporus NRRL 15998: Total=1

D6AKD9_STRFL Window Position=10; Score=50.004 | Prion Domain: QAAHGQGQYGDQQQSYPQDPYAQQHQQYQGQGHOQQPYDOHQOYGOOONHQHOOONHOQY
>Methylobacter tundripaludum SV96: Total=1

G3ITE9_9GAMM Window Position=162; Score=53.117 | Prion Domain: GNSNTTVSSGRQAGQONNSQGSSNQQGSSGQQGNTTQGSNPQGNNPTGNNTQSYSNSSSSS

>Enterococcus faecalis TX1322: Total=2
C2DFT7_ENTFA
C2DDF6_ENTFA
>Bacillus cereus var. anthracis: Total=1

| Prion Domai: QNONQNONQNONONONONONONONONONONONONONONQNPDKSGKTTSESSLDNSLNSS
| Prion Domain: QQORNNNNONRHGQSNTQNRSNQTNTNNONRNTQNNNGSTTNONRTNONNNGGNNQNRNNN

D8HS5T1_BACAI Window Position=332; Score=67.151 | Prion Domain: NNGRGSQGNNGNQQGNNGRGSQGNNGYQQENNGRGSQGNNGNQOGDNGRGSQQGNNGNQQ
>Bacillus thuringiensis subsp. aizawai: Total=3

Q2AAT9_BACTA Window Position=482; Score=54.892 | Prion Domain: MQGYASNNNPHTGNMYGQSYNGNYNQNTSDVYHQGYTNNYNQNSSNMYNQNYTHNDDLHS

Q8VW63_BACTA Window Position=481; Score=54.892 | Prion Domain: MQGYASNNNPHTGNMYGQSYNGNYNQNTSDVYHQGYTNNYNQNSSNMYNQNYTHNDDLHS

0Q8VIW61_BACTA Window Position=481; Score=54.892 | Prion Domain: MQGYASNNNPHTGNMYGQSYNGNYNQNTSDVYHQGYTNNYNQNSSNMYNQNYTHNDDLHS
>butyrate-producing bacterium SS3/4: Total=1

D7GPD3_9FIRM Window Position=2937; Score=63.692 | Prion Domain: SNNGNGGNGGNNGGGNSGNNGGGNSGNNGGGNSGNNGGDNSGNNGGDNGGNNGGDNSNNN
>Clostridium ramosum DSM 1402: Total=1

BONBF2_9FIRM Window Position=273; Score=53.719 | Prion Domain: NGt DSC DSSTSDNLGEKIYAARAYAKLGSRY
>Gardnerella vaginalis: Total=1

E3D7Z7_GARV3 Window Position=795; Score=51.353 | Prion Domain: NIVNKQNSHDQGAQONNKQDTQSNTQPNTNONTQSQGNSTQTAQNQGGONAGSQKQHKQT
>Enterococcus faecium E1162: Total=2

D4RO67_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQOKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQNROGTSQGGNONRTNNNN

D4QYF7_ENTFC Window Position=210; Score=66.786 | Prion Domain: TNPSC TQREPNHPNN TNNASS
>Micromonospora aurantiaca: Total=1

DITES8_MICAT Window Position=185; Score=50.481 | Prion Domain: PQNGGQI QNGGNNNGGONGGNNGGGNNNGGGQNNGGGNGLNVLAKDCSGSQLQ
>Staphylococcus aureus subsp. aureus 2119 Total=4

F9JR23_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
F9JPG375TAAU i iti 8.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
F9JL50_STAAU Score=51.345 | Prion Domain: NDNKQSTQNNHOKSNNONONKGOOKDNKKNQOQONNKGNKGNKKNNRNNKKNNKNNKPOSQ

F9JS73_STAAU Window Position= Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQONQQOANONQOQOQORQOGGGORHTVNGQENLYRIAIQYYGSGSP
>Shewanella putrefaciens: Total=2

B4Y2V9_SHEPC Window Position=167; Score=61.250 | Prion Domain: SLTSVSSGRISI T NGTFIRSR

E6XH77_SHEP2 Window Position=167; Score=64.957 | Prion Domain: SLTSVSSGRISDI T N, DSSNGTFIRS
>Enterococcus faecium E1071: Total=2

D4QXN7_ENTFC Window Position=210; Score=62.760 | Prion Domain: NSSNQTIPSGSNNNGNTQREPNHPNNGS SNGGTNNASS

D4QRH2_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSONRQGTSQGGNQNRTNNNN
>Roseburia inulinivorans DSM 16841: Total=3

COFRJ5_9FIRM Window Position=7; Score=50.945 | Prion Domain: ONENNONEYGTSQNIYGNTQTTYGDTQNSYGSENNYGGTONSYGGTQNTYGYNNQPQYQOS

COFXI5_9FIRM Window Position=0; Score=50.681 | Prion Domain: MDNQSNYNNGNNGYGGGGYGSGGPGNNGSNGNNNNNGNNGDNNNKNNKNGOMIMVEILVS

COFUS6_9FIRM Window Position=2; Score=91.471 | Prion Domain: NNYY TNSNSNY QYSDSFYSYNNQONHGNQNNTQNDSTGS
>Vibrio harveyi HY0l: Total=1

AGAJM8_VIBHA Window Position=445; Score=122.640 | Prion Domain: QQ0Q0Q000000000000000000000000000000000000000000000000000000
>Clostridium sp. D5: Total=1

F025J2_9CLOT Window Position=257; Score=52.482 | Prion Domain: QNGGNSSDQRNNGYQNQRYNNNNNNNRGQRPAGGQGGNFGRNONGERSYNNQGGDRNYGG
>Enterococcus faecium E980: Total=1l

D4QP89_ENTFC Window Position=209; Score=78.279 | Prion Domain: NSSNQTNPSGSNNNGNTQREPNHPNNGSSN

>Rothia mucilaginosa M508: Total=2
G5EPKO0_9MICC Window Position=24; Score=57.116 | Prion Domain: NQONGQYGONTQYGQYGQYGQGSYGQYGQSSYDQYSYDQYGONSYGQDSYGONQYDPYGQQ



GSESW3_9MICC Window Position=28; Score=51.805 | Prion Domain: QQTSQQAQYGQQQTYGOYGQQQYDOOGYGONAYGQPQYGOOAQYGQOPYGOQYGQPQYGQ
>Lactobacillus plantarum subsp. plantarum ATCC 14917: Total=3

D7VBQ1_LACPN Window Position=111; Score=75.198 | Prion Domain: SNT TSNNRTNNT C TTT NN

D7VA41_LACPN Window Positio 35; | Prion Domai: RGNNRRGGNNGNYR JHRGGNNNNHRNGNSNG! ISTNNN

D7VEB4_LACPN Window Position=120; | Prion Domain: NNNYNNGNSNYNNNNNGYSNQGONAAPQQSSANNNNPFGNGNTGNASSAAPSSSANNNNQ
>Clostridium cellulovorans: Total=l

D9STZ8_CLOCT Window Position=39; Score=55.220 | Prion Domain: SSNYQSSRSYKGNNAQONNDVQQNGNAEQSNNAYRSNNTQQGHNNMHORNKTKQSNNTQQ
>Achromobacter sp. SY8: Total=1

HOF6I6_9BURK Window Position=451; Score=66.105 | Prion Domain: AQQARQQOQQORDOOAQOARQOOOOORNQOAQOARQOQOOORDOQAQOAROQOOQOORDON
>Vibrio cholerae HC-43Al: Total=l

G7BKH1_VIBCH Window Position=443; Score=61.924 | Prion Domain: QQQQ000000000000000000000000DSSSGASGQEAQEDSSANPSNTAQEQEASSQT
>Streptococcus macacae NCTC 11558: Total=1

G5JUW9_9STRE Window Position=130; Score=78.731 | Prion Domain: NQNONQONKKDQKNNNQSQONKQGOKKTNOSQNQONKNONKNQSONKONGNONONNWNONN
>Streptococcus sanguinis SK1059: Total=1

F3UIT5_STRSA Window Position=155; Score=58.894 | Prion Domain: NSYGQQYGQONFQGOOFGQQSYNOGLNYEKQPQOGGFQGOOFGQOSQOGGFQGQOFGOSQ
>Listeria monocytogenes FSL J2-071: Total=1

D3KK40_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODQQQSONQNYQSTNNDPFASDG
>Enterococcus faecalis X98: Total=1

C7UQK4_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSQNNNGGN
>Vibrio sp. MED222: Total=1

A3XT61_9VIBR Window Position=444; Score=67.700 | Prion Domain: QQ00000000000000000QQDDSKSKDONEQDOQGOOGOOGOQGO0GOQDDSSQSSODY
>Pantoea sp. aB: Total=1

EOM3Y2_9ENTR Window Position=124; Score=78.775 | Prion Domain: QQLQRQQQQVQQQQQVOQQORQOQLOAQQOQOROLOLOQQQQOROQOQQLORQOOOQQQQQOON
>Eubacterium rectale M104/1: Total=2

D4JNE7_9FIRM Window Position=245; Score=56.348 | Prion Domain: QQPQD: MNN; NSQGMI. NMMNQGMMNONMGAQNMI GNQVNVQNAQ

D4JK46_9FIRM Window Position=58; Score=63.485 | Prion Domain: NSANQONAGGQYNGGYQONNGAGQYNAGYQNNGAGQYNAGYONNGAGQYNTGYQNNGGQTP
>Bacteroides sp. D22: Total=1

D7JBE7_9BACE Window Position=281; Score=77.517 | Prion Domain: QQQQOSQQQOAQQORPRIVRPRDNNNGNNNVNNNSNNANNNNNNEQRNNNNONQVONONQ
>Streptococcus sanguinis SK355: Total=1

F3UQW8_STRSA Window Position=155; Score=51.725 | Prion Domain: NSYGQQYGQONFQGOOFGQQSYNOGLNYEKQPQOGGFQGOOFGQOPQOGGFQGQOFGOSQ
>Vibrio parahaemolyticus K5030: Total=1

ELEDB4_VIBPA Window Position=445; Score=122.640 | Prion Domain: QQ0000000000000000000000000000000000000000000000000000000000
>Xanthomonas campestris pv. campestris: Total=1

BORWT8_XANCB Window Position=93; Score=82.542 | Prion Domain: QSQQQORFNOAQQQONONQAQSQGOGOGQOROOOGOGONQGOGOGQGQOGOGONQGQGONQ
>Staphylococcus aureus subsp. aureus 21340: Total:

HOCXG3_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOQQANONQOOOQQRQGGGORHTVNGQENLYRIAIQYYGSGSP

HOCZ71_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

HOCYX7_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDQNQTNNNQSSNNQANNNQKSSYVAPYYGQONAA

HOCT92_STARU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

HOCZN4_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQOKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
>Enterococcus faecalis TX0309B: Total=1

E6HIX9_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN
>Xylella fastidiosa Dixon: Total=1

Q3RFA2_XYLFA Window Position=35; Score=74.079 | Prion Domain: SLQGSRYIVGQQQ000QQ0000000000000000000000000000000QQQHCDHRRVE
>Prevotella ruminicola: Total=1l

D5EXS2_PRER2 Window Position=242; Score=81.945 | Prion Domain: NDQQOSGQQQSGOOOSGOOQSGOOQSGOOOSGOROSGOOONGORQSGOOONGOOONGOOQ
>Vibrio cholerae CT 5369-93: Total=1

DOHYJ8_VIBCH Window Position=443; Score=53.371 | Prion Domain: QQ0000000000000000000000D:! QEAQEDSSANPSNTAQEQEASSQTKGAS
>Enterococcus faecalis TX0855: Total=1

EOGEQ8_ENTFA Window Position=99; Score=82.647 | Prion Domain: TNGQQRNNNNNONRHGQSNTONRSNQTNTNNQNRNTQNNNGSTTNQNRTSQNNNGGNNON
>Bifidobacterium animalis subsp. lactis CNCM I-2494: Total=1

GOH7U2_BIFAN Window Position=742; Score=72.868 | Prion Domain: GNSGNQNGNTSGNNGC NSGDSGN: ONGNTGGNNGSQNNTGN
>Coprobacillus sp. 8 2 54BFAA: Total=1

H1AME3_9FIRM Window Position=273; Score=53.719 | Prion Domain: NG DSGNNNNGGNNNNDSSTSDNLGEKIYAAAYAKLGSRY
>Enterococcus faecium 1,141,733: Total

C9BI23_ENTFC Window Position=208; Score=74.422 | Prion Domain: )TNP! TQREPNHPNNGSSN(
>Bacillus cereus 03BB108: Total=3

B3ZXP3_BACCE Window Position=208; Score=84.589 | Prion Domain: TSEGNNGGNKQDNSKPRIEYDSL

B3ZIF9_BACCE Window Position=360; Score=68.876 | Prion Domain: SQGNNGNQQGNNGRGSQGNNGNOQGNNGRESQGNNGNQOGDNGRGSQOGNNGNQOGNNGR

B3ZNIO_BACCE Window Position=488; Score=54.414 | Prion Domain: DNQGENDNQGGNNNQGENDNQGGNNNQGENDNQGGNNNQGENDNQGENDNQGGNDNQGGN
>Clostridium perfringens: Total=1

Q0TQP2_CLOPL Window Position=310; Score=76.093 | Prion Domain: NINSNNINNSATTNNTSNNTSNNTSNTNNIANID INNST TGNSSS
>Bacillus licheniformis: Total=1

Q65GI0_BACLD Window Position=101; Score=71.638 | Prion Domain: QQAVQOQLNQALQGIQTNQAMNOMSQALOOAQQSFNQOGOQGOOGQONOONQOONQNFOQP
>Staphylococcus aureus subsp. aureus D139: Total=5

D2FLE8_STARU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHOKSNNONONKGOQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ

D2FM16_STAAU Window Position=398; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQOANONQOOOOORQOGGGQRHTVNGQENLYRIAIQYYGSGSP

D2FPT3_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGONAA

D2FPE1_STAAU Window Position=66; Score=80.329 | Prion Domain: QLNQODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D2FQDO_STARU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Lactobacillus helveticus MTCC 5463: Total=1

F3MRE7_LACHE Window Position=284; Score=58.358 | Prion Domain: NNSQNGTTSDNNTNNSNTTTQNQNQTQSSSTTRHNTQTSHQQSSTTQSSQTROSSQTOQS
>Clostridium botulinum: Total=17

B2V125_CLOBA Window Position=: Score=63.191 | Prion Domain: MNGANMMNNPNMNNNALMNMLMGNONNGGNPFNGMNSMNKI TNSN

C3KU69_CLOB6 Window Position=44; | Prion Domain: NKGNNNYNNHNNYDDDYDDDETYDSNNSFNNMNNNVNNNMNKNLENNMNPNOMONDYTLQ

A7GIG4_CLOBL Window Positio 4; | Prion Domain: NKGNNNYNNHNDYDDDDDDETYDSNNSENNMNNN NLEFNNMNPNQMONDY

B2TJX9_CLOBB Window Positio 5; | Prion Domain: ANFNNNTVNNTGFNNNNSSEFNNNNSSFNNNSSNNNNSFNNGNRSFNNSSNVSNIVNNNNS

B1L2K3_CLOBM Window Score=61.108 | Prion Domain: GYNNQQQOSQNQGGYNNPQLTNQGGYNNQQLONQTGYNSPELINQGGYNNQOLONQGGYNQ

A516V3_CLOBH Window Score; | Prion Domain: NKGNNNYNNHNNYDDDYDDDETYDSNNSFNNMNNNVNNNMNKNLENNMNPNOMONDYTLQ

B2TKS6_CLOBB Window Position=84; Score=59.051 | Prion Domain: NMMNGANMMNNPNMNNNPLMNMLMGNONNGVNPEN: NMNKI

B1INCY_CLOBK Window i 4; Score=55.833 | Prion Domain: NQLSNIMSSLNKGNNNYNNHNDYDDDDETYDNNNNSF FNNMIPN

B2UZH9_CLOBA Window Position=79; Score=82.213 | Prion Domain: NFNNNTVNNSGFNNNTVNNSGEFNNNNSNE NNSNRSFNNSNNLSNSVNNNN

C3KS47_CLOB6 Window Position=106; Score=65.807 | Prion Domain: NQQQSQONONGYNNQQSVNQOSEYNNQQLONQNIYNSPELINQGGSYNQOONQSGYNQPIQN

ATFYH4_CLOB1 Window Position=44; Score=50.211 | Prion Domain: NKGNNNYNNHNNYDDDYDDDETYDSNNSFNNMNNNVNNNMNKNLENNMNPNQOMONDYTLQ

B2TPB4_CLOBB Window Position=55; .869 | Prion Domain: GLNLANLAPLANMAGINLGNFGNTNOR NDNINAMN

B2UX07_CLOBA Window Positio .390 | Prion Domain: NSNQMNNMNNMNNMNNMNNMNPMNGDSNINNMNDITNDETNTSNDIMQDFMNTSNNMNFQ

C1FL98_CLOBJ Window Positio 4; .908 | Prion Domain: NKGNNNYNNHNNYDDDYDDDETYDSNNSENNMNNN NLEFNNMNPNQMOND

B1L1C9_CLOBM Window Position=44; .380 | Prion Domain: NKGNNNYNHHNNYDDDYDDDETYDSNNSFNNMNNNVNNN NLFNNMNPNOMOND

D5VWM3_CLOB2 Window Position=44; | Prion Domain: NKGNNNYNNHNDYDDDDDDETYDSNNSENNMNNN NLENNMNPNQMONDY

E8ZV45_CLOBO Window Position=47; | Prion Domain: NNNYNNHNNYDDDYDDDDETYDSNNSFNNMNNN NLENNMNPNOMO
>Pseudoramibacter alactolyticus ATCC 23263: Total=l

E6MG93_9FIRM Window Position=202; Score=55.243 | Prion Domain: NSSGSRYNSNSTSTQNSGNTSRYPSYNRDSNTQNH QHGNT! OGN
>Gemmatimonas aurantiaca: Total=2

C1ACBY_GEMAT Window Position=1019; Score=82.560 | Prion Domain: QGQOGQOGOOGOOGOGOOGOOGOOGOOGOOGOOGOOGROGOOGRNGANGANGONGOOGO

C1AT7T5_GEMAT Window Position=821; Score=74.204 | Prion Domain: QQGQOGOOGQQOAGOOGKPQGOOOGOQGOOGOOGOOGO0GOOGO0GEOOGGOGO0GO0G
>Acinetobacter sp. SH024: Total=2

D6JQF7_ACIG3 Window Position=11; Score=92.783 | Prion Domain: NNQQQOQQQONDNRNNQQOQQGNQQONDOQOONNOQOQONDNRROQQOGSNQKDSGQONSNNN

D6JV46_ACIG3 Window Position=296; Score=58.256 | Prion Domain: PINNLMGNNQN NT NGSSISTPSINLI NSISSFSON
>Enterococcus faecalis TX2134: Total=1

EOGR96_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQNRSNQTNTNNQNRNTQNNNGSTTNONRTS( N
>Nitrococcus mobilis Nb-231: Total=l

A4BVO8 9GAMM Window Position=63; Score=73.348 | Prion Domain: NANSNNNDGGNGNANSNANGNANANGNANANGNANADPN: NG NANGN
>Enterococcus faecalis Flyl: Total=1

CTVWK4_ENTFA Window Position=95; Score=79.622 | Prion Domain: NNQSTNGQQRNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRISONNNGGN
>Clostridium botulinum Bf: Total=2

B10QI9_CLOBO Window Position=106; Score=67.752 | Prion Domain: NQQQSONONQNGYNNOQQSONOSEYNNQOLANRDGYNQSINQAGYNSPELINQGGYYNQQ

B1QM47_CLOBO Window Position=44; Score=50.211 | Prion Domain: NKGNNNYNNHNNYDDDYDDDETYDSNNSFNNMNNNVNNNMNKNLENNMNPNQOMONDYTLQ
>Pseudomonas syringae pv. tomato: Tota

087VZ2_PSESM Window Position=142; Score=59.750 | Prion Domain: NQQRQOIQQQONQOROVERQQQQQIQQQOLOQRNVERQQQQQIDQQORDOQOROIQQOONQQ
>Vibrio fischeri: Total=1

Q5DZP4_VIBF1 Window Position=468; Score=57.661 | Prion Domain: DQNKDKQONQDNKDGSDQSSDSKNSQSQDSQONQONQONOONQONQONOONQOKDKSQSEN
>Marinobacter adhaerens: Total=l

E4PFW8_MARAH Window Position=452; Score=50.861 | Prion Domain: NQEQONQDGNQDNNQOOESRNSQGDGSNQOONRQGONGNNESENPGSQGNSQQONPENNES
>Bacillus megaterium WSH-002: Total=1

G2RV58_BACME Window Position=841; Score=72.589 | Prion Domain: QNNGSDQGDDSSTQPDDNONSNNGNNNGGNNSGNNSGNTDNNNNDSGNANNGNNGNNNNN
>Staphylococcus aureus subsp. aureus 21252: Total=5

H1SQX2_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN



H1SLK6_STAAU Window Position=71; Score=66.111 | Prion Domain: NGYYSYYYYNGYNNYNYNNYSRYNNYSNNNOSYNYNNYNSYNTNSYRTGGLGASYSTSSN
H1SKV8_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONQONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

H1SMW1_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDQONQTNNNQSSNNQANNNQKSSYVAPYYGONAA

H1SK06_STAAU Window Position=401; Score=62.797 | Prion Domain: NDQNNANQSNNQOAQNNONQOQOANONQQOOQQOOQROGGGORHTVNGQENLYRIAIQYYGSG
>Myroides odoratimimus CIP 101113: Total=4

H1HALO_9FLAO Window Position=238; Score=62.064 | Prion Domai: NNNRSSYSRSSYQTNNRGNSNSGY YSRSSYGTSSYNNSRY YN

H1H3F0_9FLAO Window Position=620; Score=64.468 | Prion Domai: NMNNGYGNNNNGGYGGNGGYGGNNGGFGNNGGFGNNGGYGNNGGYGNSGGYGNNNNQYNS

H1HB68_9FLAO Window Position=133; | Prion Domai: QNNQAQOMGGENQGQOGGFAQNNOAQQGGFNONQQOGFAQNTQSQOMGGFNONONQQGEN

H1H2MO_9FLAO Window Position=297; | Prion Domain: AKPGTAEGGNTT N QGGGQ NKFGNRNQRRNQQA
>Staphylococcus aureus subsp. aureus TCH130:

C502L1_STAAU Window Position=58; | Prion Domain: SKDVNKDNKDNSANDNQQOQSNSNATNNDQNOTNNNQSSNNOANNNQKSSYVAPYYGONAA

C5Q2T8_STAAU Window Position=66; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C5Q019_STAAU Window Position=63; Score | Prion Domain: NDNKQSTQNNHQKSNNQNONKGOOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

C5PZW8_STARU Window Position=402; Score= | Prion Domain: NDQNNANQANNQAQNNQNOQQANONQQOOQQRQGGGORHTVNGQENLYRIAIQYYGSGSP
>Tepidanaerobacter acetatoxydans: Tota

F4LWI4_TEPAE Window Position=87; Score=54.011 | Prion Domain: QQAIDALSQAQONIQTNQVFYQMNQLLDQSTKOLQOLNOQSQOQQOQQ0OKQOOQ0AGOQ
>Clostridium acetobutylicum DSM 1731: Total=1

F7ZPI2_CLOAB Window Position=46; Score=56.937 | Prion Domain: SSVSGRQSFYGTQSOMSQQGOQGOOAQQSQQTATQLMSQIONFROQAQOQQQQTQQOLON
>Lactobacillus fermentum 28-3-CHN: Total=1

DODQUY_LACFE Window Position=53; Score=75.512 | Prion Domain: NQGSONNQNRNNRGNRNNRGNRNNN NANGNGGNQKRNQKRNQNNNNN
>Acinetobacter calcoaceticus RUH2202: Total=2

D0S2Z0_ACICA Window Position=11; Score=76.772 | Prion Domain: NNQQQQOQQONDNRNNQQQPNGNOQOONNQOQQOONDNRRPQOGSNOKDPSQONSNNNNQOR

D0S621_ACICA Window Position=296; Score=58.256 | Prion Domain: PINNLMGNNONSSSNTSGSNGSSISTPSINLNI ONSISSFSQN
>Oenococcus oeni: Total=2

QO04HF4_OENOB Window Position=66; Score=71.195 | Prion Domain: PQQAQQAQQAQQAQQAQQAQQAQQAQQAQQAQQAQOAQOAQQAQQAQQAQQAQOAQQOAQQD

QO04F56_OENOB Window Position=94; Score=63.444 | Prion Domain: QGNLNNONGNNQDFNFGQONSAEQNQSFYQQFNDQGQQSSSDSFNQSRQDOGNLNNONGNN
>Vibrio furnissii CIP 102972: Total=1

C9PI18_VIBFU Window Position=445; Score=52.078 | Prion Domain: KQQQQQQ00000000000000000KSSQGSEQKPNPSSSNGDOSKARQNSSSQTAKDEQN
>Psychrobacter cryohalolentis: Total=1

Q109B8_PSYCK Window Position=124; Score=61.561 | Prion Domain: NNQGGQSNQOGGYGNQGGGFSNOGGONDYGQOGGNOPAQQGGYNQGGSASQGGHONSFNNQ
>Eubacterium rectale: Total=3

CA4ZAN3_EUBR3 Window 6.348 | Prion Domain: QQPQDSGSMNN. NSQGMTI! INMMNQGMMNONMGAQNMI GNQVNVQONAQ

C4ZGI1_EUBR3 Window Score=63.485 | Prion Domain: NSANQOQNAGGQYNGGYQNNGAGQYNAGYQONNGAGQYNAGYQONNGAGQYNTGYQNNGGQTP

C4ZAD7_EUBR3 Window Position=204; Score=72.343 | Prion Domain: NQQYGONMYGNGANQQYGONMYGNGANQQYGONMYGNGTNQQYGONMYGNGANQQYGONP
>Staphylococcus aureus subsp. aureus M899: Total=4

D2FUU7_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

D2FXY9_STAARU Window Positio: 6; Score=78.551 | Prion Domain: QLNODNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D2FVH1_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQQOANONQQOOQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

D2FR61_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Vibrio cholerae bv. albensis VL426: Total=1

C2HYJ7_VIBCH Window Position=441; Score=70.357 | Prion Domain: Q0000000000000000000000000Q0QQOD:! EAQEDSSANPSNTAQEQ
>0Oscillibacter valericigenes: Total=2

G4KPU1l_0OSCVs Window Positio: 04; | Prion Domain: SQQLSSLQSQWSSYVSQNQOLNNONYWNQANLANSNYWNQONMDLSQQQLSSNNYWNQON

G4KW51_0sCVs Window Position=34; Score=69.902 | Prion Domain: QDHTENQAQDQSQODQSQGONQNOTQDONONONODOSQSOSQSONQGODONQAQAQNGQOT
>Rhizobium sp.: Total=1l

C3M936_RHISN Window Position=49; Score=51.841 | Prion Domain: QEQSSESYNGNLNGNGNLNGNGNGNLNGNGNGNLNGNGNVNGNGNGNLNGNANLNANINK
>Clostridium sp. 7_2 43FAA: Total=3

C1I208_9CLOT Window Position=157; Score=51.181 | Prion Domain: NQLMSMLMGGGSQTN; NNN; MDPLGMLFNAMN MNNNVNS!

C1I4J7_9CLOT Window Position=0; Score=50.733 | Prion Domain: MNFNGWGNFEDLIRSY T TNCNDIPPSPFQTI

C112J1_9CLOT Window Position=131; Score=51.375 | Prion Domain: MNNNMGNMNTGVTGMNNNMGNMNTGVTGMNNNMGNMNTGAAGMNNNMGNMNTVAAGMNNN
>Eubacterium rectale DSM 17629: Total=3

D6DZJ7_9FIRM Window Position=211; Score=72.343 | Prion Domain: NQQYGONMYGNGANQQYGONMYGNGANQQYGONMYGNGTNOQYGONMYGNGANQQYGONP

D6DYD3_9FIRM Window Position=58; Score=63.485 | Prion Domain: NSANQONAGGQYNGGYQNNGAGQYNAGYQNNGAGQYNAGYQNNGAGQYNTGYQNNGGQTP

D6EAY6_9FIRM Window Position=245; Score=56.348 | Prion Domain: QQPQDSGSMNN. NSQGMTI! INMMNQGMMNONMGAQNMI GNQVNVONAQ
>Enterococcus faecalis TX0860: Total=1

EOGVMO_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTS( N
>Prevotella dentalis DSM 3688: Total=6

HIM4B2_9BACT Window Position=79; Score=72.083 | Prion Domain: NSMNQHTGSTESSSNSNFNHSQQQOASNNTHQQOFONQQOYQQOHQQFONQQYQQQPHGYQ

HIM7B6_9BACT Window Positio 30; Score=70.857 | Prion Domain: NSSDASNSDKNSSSDNANGANSQATNNONONGGNSONGQGQSSQONGQQGNSQNSNSNQQ

H1M4M8_9BACT Window Position=72; Score=75.600 | Prion Domain: QQSNQKONNNKSNNONKQNNNNKGKQONNONNNNNKKNNKNNKNNKNNKKNNQKQSSPQQ

HIM589_9BACT Window Position=74; Score=73.257 | Prion Domain: NDNNSTSNNQDSDHNQQASSNNNGSSSDQOTQNTNGNNNGATNNDQQPNNTNNNQGSSNQ

H1M231 9BACT Window Position=48; Score=63.514 | Prion Domain: QQGNYHYDWKGNWSPNQQOGNNNSYSYGNQATONYNSNNATNNNONTQSYTANNTNNQGG

|

H1M368_9BACT Window Position=91; Score=68.100 Prion Domain: NHNKQATTONNGONAQQGSPSQQSNGONQQQOSQYQQPQOSNGONQQOSQSQQPQOSTGON
>Bacillus cereus NC7401: Total=2

HONGK8_BACCE Window Positios ; | Prion Domain: QGQHGHHSQHHHQGQHGHHGQHHHQGQHGHHGOHGHQGOOHOOHQQHOQYQQYQQOQOSS

HONW13_BACCE Window Position=504; | Prion Domain: DNQGENDNQGGNNNQGGNNNQGGNNNQGENDNQDGNDNQGGNDHQGGNDNQGGNNDQGGN
>Legionella pneumophila: Total=7

AS5IGK1_LEGPC Window Position=50; Score=59.194 | Prion Domain: NQNTQONQLNQPVQSNGQQPTQTIQNNQONQPSQTGEQQSNONTONNQONQPAQQQTTQQ

A51126_LEGPC Window Position=: 8.454 | Prion Domain: NQDQQNQDKQONKNQQNQDQQONQDKQONKNQQONQDQONQDKQONKNQONRDQQONKAQQONKNON

Q5X134_LEGPA Window Positio 0.197 | Prion Domain: DQONKDQONQDQONQDKQNKNQONQDOQNQDKONKNQONQDQONQDKONKNQONQDOONQ

Q5WYJ1l_ LEGPL Window Position=50; Score=59.194 | Prion Domain: NQNTQONQLNQPVQSNGQQPTQTIONNQONQPSQTGEQQSNONTQONNOONQPAQQOTTQQ

Q5WSWO_LEGPL Window Position=141; Score=60.902 | Prion Domain: DQQONKDQONQDQONQDKONKDQONQDQONQDKONKNOONODOONQDKQDKNQONQEQONQ

Q5X742_LEGPA Window Position=50; Score=52.308 | Prion Domain: NQNTQONQLNQPVQSNGQQPTQTIONNQPNOPSQTGEQQSNONTQONNQONQPAQOQTTQQ

E1Y191 LEGPN Window Position=50; Score=58.894 | Prion Domain: NQNTQONQLNQPVQOSNGQQPTQAIONNQONQPSQTGEQQSNONTQONNQONQPAQQQTTQQ
>Enterococcus faecalis TX0104: Total=1

COX4T2_ENTFA Window Position Score=80.869 | Prion Domain: NNQOSTNGQORNNNNONRHGOSNTONRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN
>Listeria monocytogenes serotype 4b: Total=4

Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQOQSQNONYQSTNNDPFASDG

C1KV86_LISMC Window Position=106; Score=56.087
C1LOL1_LISMC i iti Score=50.473
Q725B9_LISMF Score=56.087

Prion Domai NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG: ASATTIAEAQ
Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQOQSQNQONYQSTNNDPFASDG

Q722W8_LISMF Window Position=310; Score=50.473 Prion Domain: NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ
>Synechococcus sp. PCC 7335: Total=1

BAWH33_9SYNE Window Position=857; Score=54.838 | Prion Domain: NC GNGNGGGGGGGNKNN
>Clostridium hiranonis DSM 13275: Total=2

B6G1E2_9CLOT Window Position=477; Score=50.551 | Prion NENSDSVIATNLVRTTNNNQNNNTNNONNDAANNNQSNNTONNNATQNKS DVNNKNNKKP

B6G149_9CLOT Window Position=705; Score=63.522 | Prion NONNTSGNTGGN NNGNAGNSI TPSDNNTGDNNANNNNGGNNAPDNGGNN
>Vibrio cholerae HC-21Al1: Total=1

G6ZNC9_VIBCH Window Position=441; Score=56.700 | Prion Domain: 00000000000000000000000000DSSSGASGQEAQEDSSANPSNTAQEQEASSQT
>Lactobacillus parafarraginis F0439: Total=2

G9ZQA9_9LACO Window Position=106; Score=69.536 | Prion Domain: JQGGNAPQONNGNNNPEDNT PNNNGGNN. GQONNSN

G9ZNB4_9LACO Window Position=1857; Score=58.278 | Prion Domain: NNNC TTPNGGNAGGNTTPSSNNN
>Acinetobacter baumannii 6013150: Tota

FSHWF9_ACIBA Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQONSGSNTSGSNGASISTPAINLN ONNITSFNON

FSHXK3 ACIBA Window Position=4; Score=93.450 | Prion Domain: NNQANQRNNQQOQOQQQONDNRNQQOHGNQOOHGNQQONDOOQONNOQQQONDNRGOQQGSN
>Listeria monocytogenes Finland 1998: Total=2

G2KHR9_LISMO Window Position=307; Score=56.817 | Prion STNTNANKTNTNTNTNNTNTNTPSKNTNTNSNTNTNTNSNTNANQGSSNNNSNSSASATIT

G2KE04_LISMO Window Position=106; Score=56.087 | Prion NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQQQSONONYQSTNNDPFASDG
>Bacillus thuringiensis serovar israelensis ATCC 35646: Total=4

Q3EZW6_BACTI Window Position=109; Score=52.988 | Prion Domain: NMSQGYPHONQYPNOQYQQGYPNQQYPNQQYQQQOGYPQQOGYPQOGONYYSQQONNROQQ

Q3F0X3_BACTI Window Position=101; Score=64.671 | Prion Domain: QGNGQQQOFQQQGQOQFOQPQYQQOGQOQQFQGONPYAQQGOQQFQOQPPYQQQGOQGOYN

Q3ET21_BACTI Window Positio | Prion Domain: QQGNNGNQQOGNNGRGSQQGNNGNOQGNNGRGSQOGNNGNQQGNNGRGSQQGNNGNQOGNN

Q3EP10_BACTI Window Position= | Prion Domain: FDQDSIKALGNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGGNNNQGGNNNP
>Sinorhizobium fredii HH103: Total=2

G9AH47_RHIFR Window Position=56; Score=68.028 | Prion Domain: Gl

GYA1CS5_RHIFR Window Position=54; Score=58.845 | Prion Domain: YNGNLNGNGNGNLNGNGNLI LNGNGNLNGNGNANVNGNGNLNGNANLNANVNKN
>Bifidobacterium breve DSM 20213: Total=1

D4BLN3_BIFBR Window Position=618; Score=66.286 | Prion Domain: SSVN NNQONNQNNQNNQNNQNNQ YGNGNGNNDGGTGDGGGFSDPF
>Desulfitobacterium dehalogenans ATCC 51507: Tota

H1JDQ3_9FIRM Window Position=516; Score=57.771 | Prion Domai: GNSGNDGNKGNNC [ NSGNSGDK GNGGNT

H1JDR1_9FIRM Window Position=98; Score=69.655 | Prion Domain: N NNGNKI JKSNNC NKGN:

H1JCA2_9FIRM Window Position=50; Score=50.624 | Prion Domain: QQHYDTINQMIAGQAPSMSQGQGQQSQGMOQQGOGMOQOGOGMOGMSGTQSQGSKNYSON
>Staphylococcus hominis subsp. hominis C80:

E5CJ86_STAHO Window iti Score=66.914 | Prion Domain: SNHSQSNYNHNYNNNSYNYNSNYSYTTNNNQTSTNNNQSYTTNNTTGGLGANTASTSNSN

E5CK33_STAHO Window Score=63.301 | Prion Domain: NYNYNYNYNTYNNYSNTNSTYSYNNYNTNNSNQVASNPTQSYTTSNQQTGGLGAASTSNN
ESCNX4_STAHO Window Position=175; Score=57.058 | Prion Domain: NNDSKQTHSTHNQNSQNSTQYNHTNESNTTKDNTNNVNQONSTLNTTQONTQSNNTNNNINQ
ESCMK2_STAHO Window Position=718; Score=58.770 | Prion Domain: NSTSTSDNNSNTTSTTNGNTTTNTGNTTDN TT TTSTQONNNNDNTNNN

>Enterococcus sp. 7L76: Total=1



D4MHF1_9ENTE Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTS( N
>Bacillus sp. NRRL B-14911: Total=l

Q2BOA5_9BACI Window Position=56; Score=65.077 | Prion Domain: ANRSGGGNQSKSEC RC ONKGKQHTNHAPQ
>Lactobacillus plantarum: Total=8

IF2_LACPL  Window Position=150; Score=78.905 | Prion Domain: TSNNRTNSTGNRTNNGGQ)! TTT NN.

SSB_LACPL  Window Position=120; Score=65.173 | Prion Domain: NNNYNNGNSNYNNNNNGYSNQGONAAPQOSSANNNNPFGNGNTGN: P! NNNNQ

C6VIHT_LACPJ Window Position=120; Score=63.626 | Prion Domai: NNNYNNDNSNYNNNNNGY SNQGONAAPQO: NNNNPFGNGNTGN. AP NNNNQ

C6VQX6_LACPJ Window Position=150; | Prion Domai: TSNNRTNSTGNRTNNGG TTT NN,

C6VM99_LACPJ Window Positio: 357 | Prion Domai: RGNNRRGGNNGNYRRN! DHRGGNNNNHRNGNSNC TNNN

E1TLE6_LACPS Window iti | Prion Domai RGNNRRGGNNGNY: DHRGGHNNNHRNGNSNGRR! TNNN

E1TQ33_LACPS Window | Prion Domai: NNNYNNGNSNYNNNNNGY SNOGONAAPQQSSANNNNPFGNGNTGNASSAAPSSSANNNNQ

F9UM19_LACPL Window Position=742; | Prion Domain: GNNGNYRRN! HR TNNN
>Bifidobacterium angulatum DSM 20098: Total=2

C4FD51_9BIFI Window Position=339; Score=97.186 | Prion Domain: AKQQEQQNNQSQNONONONONQNOONQSQONSSQSNONONNONNQSONSQNQOSNTSTSGR

CAFEP7_9BIFL Window Position=250; Score=59.503 | Prion Domain: NSNSGTSSNKGTNSNSGNSNSSGNSTNQ! NSGN: N NGSNGSGN:
>Staphylococcus pseudintermedius: Total=4

E8SFEO_STAPH Window Position=69; Score=53.535 | Prion Domain: NGASSSDVNQGTNDGQSTTESQQONONQADQGQSSTQDOONNATNGNGNGONQTSQSSSQS

FOP5V2_STAPE Window Position=69; Score=53.535 | Prion Domain: NGASSSDVNQGTNDGQSTTESQQNONQADQGQSSTQDQONNATNGNGNGONQTSQSSSQS

E8SH56_STAPH Window Position=676; Score=63.433 | Prion Domai: SPDGNTTSNFTESSNGT RNGNNGONL. o] IFGN

FOP695_STAPE Window Position=676; Score=63.433 | Prion Domai: SPDGNTTSNFTESSNGTN. NNSRNGNNGQNLSNGNNNSQ( NGIFGN
>Staphylococcus aureus subsp. aureus C427: Total=4

D2FD87_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNQQQOANONQQOQOQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

D2FGR3_STARU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

D2FFZ6_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D2FCL2_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ
>Bacillus anthracis Tsiankovskii-I: Total=1

B3IZGY9_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQGNNGHQQENNGRGSQGNNGNQQOGNNG
>Veillonella sp. oral taxon 158 str. F0412: Total=1

EALDQ5_9FIRM Window Position=142; Score=50.381 | Prion Domain: ANNRP PNDARNNDNRNNDNRNSDNRNNDNRNND DRRN
>Vibrio brasiliensis LMG 20546: Total=1

EBLVB1_OVIBR Window Position=438; Score=85.210 | Prion Domain: VRQAQQQQO00Q000000000000000000000000GESSQDOSQOOSESQSSSSSONQQ
>Gallionella capsiferriformans: Total=1

D9SGG1_GALCS Window Position=121; Score=50.468 | Prion Domain: QQVQQQVQQVOQVOOVOOVOOVOQVOOVOQVOOVORVORVOOLOOLOOLOOGOOGOOGO0
>Mycoplasma penetrans: Total=3

QBEVX6_MYCPE Window Position=71; Score=51.149 | Prion Domain: NQDNNNNSGDNDNNSNPNGDGNQNOGGDENTDGNDNQNOGQDGNNGDGNONQGGDGDTNT

Q8EV87_MYCPE Window Position=31; Score=63.783 | Prion Domain: SVADNNTNL NN QGNGDSNSNNQGESNPNENNGNGNQGDQQTE

QBEWG7_MYCPE Window Position=36; Score=93.374 | Prion Domain: NNDYSNNQGSYNNONNNGNGYNNNGYNNNLGGYNNONNNYGNNGYNNPNNNYYGNNGYNN
>Streptomyces hygroscopicus subsp. jinggangensis 5008: Total=2

H2JUW6_STRHY Window Position=55; Score=62.902 | Prion Domain: SGNGVFPGNGNENGNGNFNGNGHFNGNGNGNFNGNGNNHGNGNENGNNHGNGNNNHGNDN

H2JYK7_STRHY Window Position=154; Score=61.313 | Prion Domain: TAQNANQTTAGGOOONGGOQOOGGQOONGGOOOGGO00GEO00GONGOOGNIGGOAGNGPY
>Enterococcus faecium TX1330: Total=l

C2HAQ0_ENTFC Window Position=208; Score=74.422 | Prion Domain: NSSNQTNP: NNNGNTQREPNHPNNI N
>Eggerthella sp. HGAl: Total=2

FOHPI9 9ACTN Window Position=54; Score=51.501 | Prion Domain: GAQQQQPQGGSNNRRONASNAGK( QKQOGGGONRONNSQONORRORROHDNNRGN

FOHQJ4_9ACTN Window Position=26; Score=60.999 | Prion Domain: SSDNAGNNDNGGDNANPATENNDNGNGNNGDNNNGNNNADNNNSNNGNNNNGNQMGDGSS

>Ruminococcus flavefaciens: Total=1
XYNA RUMFL Window Position=414; Score=77.357 | Prion Domain: NNNQQONNDWNQWNNONNWNNNQOQONNDWNOWNNQGQONNDWNQWNNONNWNONNNOONA
>Bacillus cereus MM3: Total=3

C2PLM8_BACCE Window Position=100; Score=76.106 | Prion Domain: QNQQONSKQNDSNONOOHSKQDNSDQNQOONSKONDSNONQQONSKQNDSNQNQQOHSKQ

C2PHW4_BACCE Window Position=294; Score=72.913 | Prion Domain: QQGNNGNQQOGNNGRGSQQGNNGNEQGNNGRGSQQOGNNGNQQGNNGRGPQOGNNGNQQOGIN

C2PL36_BACCE Window Position=613; Score=63.190 | Prion Domain: NQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGRNDNQGGNN
>Vibrio scophthalmi LMG 19158: Total=2

FORIP1_9VIBR Window Position=493; Score=96.420 | Prion Domain: QSQQSQQSQQSQQSOQSOQSOQSQQSQOSQOSROSANSARSQRSORSORSOQSORSOOSQ

FI9RQ53_9VIBR Window Position=0; Score=51.202 | Prion Domain: RQSQQSQQSQ0SQQSQOSQOSQOSQOSQQAENGDQAQGKQAEKQSKPKASHSQDNANNSN
>Leptospira interrogans serogroup Icterohaemorrhagiae serovar Lai: Total=2

Q8EXJ2_LEPIN Window Position=76; Score=55.540 | Prion Domain: PNNNSDSSSNATTNSQTSGNN: NSN: TSVGSNSDS

G7QQ00_LEPTT Window Position=76; Score=55.540 | Prion Domain: PNNNSDSSSNATTNSQTSGNN: NSN: TSVGSNSDS
>Staphylococcus simiae CCM 7213: Total=6

G5JJQ7_9STAP Window Positio 8; Score=57.459 | Prion Domain: HNATSTDTSHHQSTNQOHTQSNDQAFNQOHNGQQYGOQQAPYGQOSQQYNQQOPNGQQQQ

G5JFRO_9STAP Window Position=68; Score=81.508 | Prion Domain: QNNYNYYYYYNNYNNNYNYYNYSYNNYNNYSYNNYSNYNNYSTTTTSTKNYSYNNYNSYN

G5JLG3_9STAP Window Position=353; Score=51.233 | Prion Domain: NNNQENHHTSIINONNENHSLQANNQSNDTGNNQQTPTIQNNEHNNSQDLSSSNVNNTNH

G5J170_9STAP Window Position=72; Score=92.930 | Prion Domain: NYYYNNYGYTNYNNYNNYNNYSYNYNNYNSYNNYSQONTNNYNNYSNYNYSYNNQASSNNQ

G5JFW3_9STAP Window Position=169; Score=52.450 | Prion Domai: QONNNANQQOTQTORPTQSQOQSGGGSAANNNGGNRNNQATTAPKQASQQSQSSNATOAN

G5JKU2_9STAP Window Position=158; Score=53.752 | Prion Domai: NGSSNSQQSGNHSNNSNAHQSNQSSNPSQONHSQNQOGT INNGWNNKSNHLSSSGPQQGSY
>Francisella novicida FTG: Total=l

E2MNCO_FRANO Window Position=664; Score=68.424 | Prion Domain: GADDONNDONNDQNNDQNNDQNNDONNDQNNDQNNDONNDONNDONNDQNNNAGSAGNWN
>Clostridium sp. 7_3_54FAA: Total=3

G5FIR2_9CLOT Window Position=520; Score=52.929 | Prion Domain: RQEQMOAMQOMLRGOMQSAQMRONQLROGOMOQSRSQQSQTQONQTROSQTQPGOMQOQON

G5F620_9CLOT Window Position=22; Score=82.055 | Prion Domain: SQNSSQONNS: QNNSQNS. ONSSQ INSSQNSSKNYSQNN

GS5FF32_9CLOT Window Position=2928; Score=50.278 | Prion Domain: NDNGNNC NHYGWEEGESGGNSG( TNNTG
>Streptococcus sanguinis SK49: Total=2

F3UXF4_STRSA Window Position=62; Score=77.735 | Prion Domain: NNYSYNNYGYNYNNYGYGYNNYNYGYNNYYYGYNNYNYGYNNYNYGYNNYYPGYNNWNYN

F3UW85_STRSA Window Position=156; Score=58.894 | Prion Domain: NSYGQQYGQONFQGOOFGQQSYNOGLNYEKQPQOGGFQGOOFGQOSQOGGFQGOOFGOSQ
>Acinetobacter baumannii ABNIH3: Total=2

F9J172_ACIBA Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQNSGSNTSGSNGASISTPAINLN ONNITSFNQN

F9IYR6_ACIBA Window Position=11; Score=91.377 | Prion Domain: NNQQQOQQONDNRNQOQQHGNQQONDQOQONNQOOOONDNRGQOOGSNOKDSGOONSNNNQ
>Sporosarcina newyorkensis 2681: Total

FIDNP4_9BACL Window Position=832; Score=60.431 | Prion Domain: NSNNQGNQGNQGNQDGQGNPNDQGNQGNOGNOGNOGGQGNQGQDSNPSISTPNSSQSNNN
>Bifidobacterium bifidum: Total=4

E4P0J1_BIFBP Window Position=338; Score=63.836 | Prion Domain: NNDKNNGNSSNNGNSGNSGN: NSGNNGGNGN: TGNSGSSSQG

E3ERHO_BIFBS Window Positio 42; 1.707 | Prion Domai NNGN: NSGNSGNSGN: NSGN:

E3ELG8_BIFBS Window Position=571; Score=76.033 | Prion Domain: N INNQNNONGNGQONGNGNGNGNNGNSNNGNGNDSNGYGNNDYGNGGEFSDP

EANYG2_BIFBP Window Position=568; Score=70.841 | Prion Domain: SAVNGSC NNONNQONGNGC NNGNGNNGNGYGNNDYGNGGFSDPFG
>Enterococcus faecalis TX1467: Total=1

F3R288_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTQONNNGSTTNONRTS( N
>Enterococcus faecalis TX1342: Total=1

E6FYBO_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN
>Enterococcus faecalis: Total=4

IF2_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSOQ! N

F2MMJ4_ENTFO Window Position=648; Score=108.292 | Prion Domain: DONQNQNQNONONONONONONONONONONQNQNONONONONONONQNQNONPDKSGKTTS

F2MQY6_ENTFO Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQOSNTONRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN

FOPDX0_ENTF6 Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSQNNNGGN
>Trichodesmium erythraeum: Total=1

Q10Y01_TRIET Window Position=2792; Score=54.206 | Prion Domain: NSGNMNQONSGGNANNIQTAGRDONGRNMNQNSGGNANNIQTAGRDONGRNMNONSGGNAN
>Providencia rettgeri DSM 1131: Total=1

D4BVJ3_PRORE Window Position=55; Score=58.307 | Prion Domain: QHQHQHQHQHQHOHQHQHQHQHOHQHQHOHQHOHQHQHOHQHOHQHOHQHQHQHQHQHQY
>Clostridium symbiosum WAL-14163: Tota

E7GPK1_CLOSY Window Positiol ; Score=74.223 | Prion Domain: NSYNDMDNNSSKNSSQNSSQNNSOQ! QNNSQNSS! ONSSKNYSQNNSS

E7GU15_CLOSY Window Position=524; Score=62.700 | Prion Domain: QMRONOLRQGQMOOSRSQQSQTQOSQTQONQIQONQTROSQTQPGOMOQONPMNOSQVOQ
>Vibrionales bacterium SWAT-3: Total=1

ASKU20_9GAMM Window Position=444; Score=75.415 | Prion Domain: QQ00000000000000000000000Q0DNSESKDOKDODODODODOONQQGOOGQOGOQG
>Moritella sp. PE36: Total=1

AGFH13_9GAMM Window Position=158; Score=64.466 | Prion Domain: DSQNQODSQSQQDSQSQQDSQSQODSQSQODSQSQODSQSQODSQSQODSQSQODSONQQ
>Collinsella tanakaei YIT 12063: Total=1

G1WFAT_9ACTN Window Position=224; Score=94.885 | Prion Domain: NNG TGNAGNTNNGC T
>Ruminococcus obeum A2-162: Total=1

D4LX62_9FIRM Window Position=511; Score=65.365 | Prion Domain: NSGSNN. TGGNN: NGSSTGGGSSS
>Bacillus cereus R309803: Total=2

C2QIMO_BACCE Window Position=229; | Prion Domain: QGQHGHHGQHGHQGQHGHOGQHGHQGQHGHQGOHGHQGOHGOOHQOQHOHQQYOQYOO0Q)

C2QI19_BACCE Window Position=597; | Prion Domain: NGNQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGGNDNOGGNNNQGGNDNQGGNNNQDN
>Alkaliphilus metalliredigens: Total=1

AGTWD8_ALKMQ Window Position=122; Score=69.357 | Prion Domain: DQAQQQLMOMNSQQOGQQOGOOGNOMSGOOGOOGOOGNOMSGOOGNOMSGOOGSOMGGQOGN
>Corynebacterium matruchotii ATCC 33806: Total=1

COEOCO_9CORY Window Position=221; Score=59.583 | Prion Domain: NNANNGNNQGNQDNNANNGNNNQDGNKPDNGNKPDNKPADQANNGNNQANQANONNQGNN
>Oenococcus oeni ATCC BAA-1163: Total=1

AONI85_OENOE Window Position=55; Score=52.786 | Prion Domain: QAIDSFTFGRAPQOAQQAQQOAQQAQQAQQAQQAQQAQOAQQAQOAQOAQQAQQAQQAQQA

>Mycoplasma mycoides subsp. capri str. GM12: Total=1



CTMKE8_MYCML Window Position=3

>Vibrio nigripulchritudo ATCC 27043: Total=1

F9TMA8_9VIBR Window Position=44; Score=74.202
>Gordonia polyisoprenivorans NBRC 16320: Total=2

HORAK1_9ACTO Window Position=52; Score=52.835

HORA30_9ACTO Window Position=183; Score=52.624
>Enterococcus faecalis TX0312: Total=1

E6HWK6_ENTFA Window Position=95; Score=80.869
>Phascolarctobacterium succinatutens YIT 12067: Total=1

E8LDE2_9FIRM Window Position=80; Score=57.258
>Streptococcus parauberis: Total=1

F52JS2_STRPW Window Position=104; Score=58.592
>Vibrio cholerae HC-61Al: Total=1

G7C2W0_VIBCH Window Position=443; Score=61.924
>Bifidobacterium catenulatum DSM 16992: Total=1

B6XS86_9BIFI Window Position=604; Score=50.041
>Lachnospiraceae bacterium 3_1_S7FAA CT1: Total=1

F7KJ37_9FIRM Window Position=8; Score=55.978
>Neisseria meningitidis serogroup B / serotype 15: Total=1

E6MW56_NEIMH Window Position=28; Score=58.711
>Synechocystis sp.: Total=2

F7UK54_SYNYG Window Position=69; Score=52.465

P72769_SYNY3 Window Position=69; Score=52.465
>Actinomyces odontolyticus ATCC 17982: Total=1

ATBAU4_9ACTO Window Position=725; Score=62.850
>Fusobacterium varium ATCC 27725: Tota

C6JPK5_FUSVA Window Position=146; Score=80.302
>Listeria monocytogenes FSL R2-503: Total=2

C8Jz86_LISMO Window Position=106; Score=56.087

CB8K3H7_LISMO Window Position=306; Score=55.039
>Lactobacillus ruminis ATCC 25644: Total=l

E7FM89_9LACO Window Position=288;
>Staphylococcus aureus subsp. aureus 58-424:

D6HCQ5_STAAU Window Position=67; Score=64.857

D6HGB3_STAAU Window Positio: 5; Scor: 1.345

D6HBY8_STAAU Window Position=66; Score=78.551
>Enterococcus faecalis TX0027: Total=2

E6GH81_ENTFA Window Position=118; Score=55.436

E6GGM2_ENTFA Window Position=59; Score=80.869
>Mycoplasma mycoides subsp. capri LC str. 95010: Total=1

F4MQOZ1_MYCML Window Position=3; Score=57.444 |
>Bacillus thuringiensis serovar thuringiensis str. T01001: Total=1

C3D8G5_BACTU Window Position=231; Score=50.895
>Brachyspira hyodysenteriae: Total=3

COQYIO_BRAHW Window Position=183; Score=96.755

COQVD2_BRAHW Window Positio:

COQXX7_BRAHW Window Position=225;
>Helicobacter pylori 98-10: Total=1

BIXWE9_HELPX Window Position=268; Score=53.102
>Streptococcus salivarius: Total=3

FBLOA9 STRES8 Window Position=44; Score=52.060

FBHCT1_STRES Window Position=48; Score=53.895

FBLIKS_STREH Window Position=39; Score=53.895
>Staphylococcus xylosus: Total=1

ASHOF6_STAXY Window Position=440; Score=61.849
>Micromonospora sp.: Total=1

E854S0_MICSL Window Position=182; Score=67.685
>Paenibacillus sp.: Total=l

C6CS94_PAESJ Window Position=140; Score=101.240
>Legionella pneumophila subsp. pneumophila: Total=2

Q5ZRM6_LEGPH Window Position=194; Score=55.504

Q52XM3_LEGPH Window Position=42; Score=52.512
>Shewanella baltica 0S183: Total=1

H1YKD3_9GAMM Window Position=167; Score=51.423
>Enterococcus faecalis DAPTO 516: Total

E2YBK5_ENTFA Window Position=95; Score=80.869
>Staphylococcus aureus subsp. aureus EMRSAl6: Total=4

D6MOF3_STAAU Window Position=66; Score=78.551

D6LXW9_STAAU Window 8.368

D6M166_STARU Window Score=64.857

D6LX87_STAAU Window Position=55; Score=51.345
>Lactobacillus johnsonii pf0l: Total=4

F7SGL3_LACJH Window Position=188; Score=60.701

F7SHEO_LACJH Window Position=310; Score=51.943

F7SHC2_LACJH Window Positio: 34; Scor 7.726

F7SEQ8_LACJH Window Position=278; Score=69.758
>Shewanella oneidensis: Total=1

Q8E9Z7_SHEON Window Position=167; Score=51.602

>Corynebacterium glutamicum: Total=2

SSB_CORGL Window Position=128; Score=64.900 | Prion

; Score=57.444 |

A4QI24_CORGB Window Position=128; Score=65.978
>Staphylococcus aureus subsp. aureus 21201: Total=4

F9K27Z9_STAAU Window Position=400; Score=58.368

F9K1Q7_STAAU Window Position=64; Score=77.992

FI9K2M9_STARU Window Position=67; Score=64.857

FIKOKO_STAAU Window Position=55; Score=53.123
>Streptomyces scabies: Total=2

C9ZHF3_STRSW Window Position=164; Score=80.615

C9zC81_STRSW Window Position=560; Score=53.390
>Vibrio splendidus 12B01: Total=1

A3ULI4_VIBSP Window Position=444; Score=74.202
>Pediococcus claussenii: Total=2

G8PDB3_PEDCP Window Position=121; Score=72.650

G8PF78_PEDCP Window Position=133; Score=50.675
>Clostridium botulinum NCTC 2916: Total=1

B1QA18_CLOBO Window Position=44; Score=56.908
>Bhrensia sp. R2A130: Total=1

EOMSE6_9RHOB Window Position=643; Score=58.015
>Arsenophonus nasoniae: Total=4

D2TZ56_9ENTR Window Position=251;

D2TWJ1_9ENTR Window Position=205;

D2TWJO_9ENTR Window Position=224;

D2TWI9_9ENTR Window Position=293;
>Staphylococcus aureus subsp. aureus WBG10049: Total=4

D2G1Y8_STAAU Window Position=400; Score=58.368

D2G0S1_STAAU Window Position=55; Score=51.345

D2G3N1_STAAU Window Position=66; Score=78.551

D2G4E7_STAAU Window Position=67; Score=64.857
>Staphylococcus epidermidis VCU028: Total=2

F3TS71_STAEP Window Position=106; Score=54.057

F3TNU5_STAEP Window Position=373; Score=60.660
>Bacillus cereus Rock4-18: Total=1

C2X3I3_BACCE Window Position=236; Score=60.061
>Enterococcus faecalis D6: Total=1

C7UUM8_ENTFA Window Position=95; Score=80.869
>Bacillus thuringiensis subsp. berliner: Total=1

C3FRU6_BACTB Window Position=231; Score=50.895
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>Vibrio cholerae MO10: Total=1

C6YJ08_VIBCH Window Position=443; Score=88.820 | Prion Domain: QQQQ00Q000Q0Q0000000000000000000000000000000QQQD: GASGQEAQEDSS
>Enterococcus faecium E4453: Total:

G9SPA2_ENTFC Window Position=210; Score=66.786 | Prion Domain: GNSSNQTNPSGSNNNGNTQREPNHPNNGSSNGGTNNASS

G9SVE3_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQONRQGTSQGGNONRTNNNN
>Lachnospiraceae oral taxon 107 str. F0167: Total=2

F3B3I2_9FIRM Window Position=391; Score=51.462 | Prion Domain: SNTGTTLNQSSTESNNSANENNTGNNSGONNTGANPNQSSTESDNSANENNTGNNSGONN

F3AZJ3_9FIRM Window Position=92; Score=85.404 | Prion Domain: NQNRTMGYNNTYQSGORYNNQLNNQGNMPNYYONQNQYNNONQYSNQYQONQYSGSNQYON
>Streptococcus gordonii: Total=1

ABAWI5_STRGC Window Position=73; Score=53.831 | Prion Domain: NSRYNNYSYGYNNYGYGYGYGYNNYYLGSNIWDYFYPNYNYNNYGYNYNNYGYNGWNNYN
>Paracoccus denitrificans: Total=l

A1BA58_PARDP Window Position=28; Score=53.262 | Prion Domain: QGOGQGQGQOGQGOLNKQAQGQDOGODODOGQOGOGODOGOGQHOSQSNANDNANANANANS
>Pseudoalteromonas sp. BSi20439: Total

GTFHJ7_9GAMM Window Position=108; Score=56.829 | Prion Domain: QMQMLGARGGDQQSGGYQGNQGGOQSGGYQGNQGGQOSGSYGONNQGONSQQGSYAPQQQ
>Staphylococcus aureus subsp. aureus 21283: Total:

H1TLZ8_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

HITIA5_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

H1THJS_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOQQANONQQOOQQRQGGGORHTVNGQENLYRIAIQYYGSGSP

H1TKV8_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

H1TJZ9_ STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQOSNSNATNNDQONQTNNNQSSNNQANNNQKSSYVAPYYGQNAA
>Listeria monocytogenes J1816: Total=1

F3R9N4_LISMO Window Position=106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODOQQSONONYQSTNNDPFASDG
>Capnocytophaga sputigena ATCC 33612: Total=1

E2N6P9_CAPSP Window Position=168; Score=103.333 | Prion Domain: NNQONQNNQONQONONNQONQONONNQONQONONNONQONNKNNONNQDNKDNKDQGDNKQ
>Rickettsia felis: Total=1

Q4UNGO_RICFE Window Position=9; Score=59.421 | Prion Domain: QQAGQAAAQEVAQQQVRVNSQTQAMOAQAQQGQAQONQQOVOONQQQVOQONOQQQQAQ
>Cellulosilyticum lentocellum: Total=1

F2JRQ7_CELLD Window Position=112; Score=85.431 | Prion Domain: NQ GSGNQ NGNC NSGN N
>Lactobacillus paracasei subsp. paracasei ATCC 25302: Total=1

C2FBU3_LACPA Window Position=210; Score=51.387 | Prion Domain: NQQAQQQAAEQAQQAQQAQQOOVQOQQAQQAAAQOKQOOQVOQQAVSQPVAQTTQTSQ
>Weissella thailandensis fsh4-2: Total

GOUHF3_9LACT Window Position=86; Score=51.925 | Prion Domain: QHNKQKPQONNANDGN QNKNRRF RRGKKNQ
>Listeria seeligeri FSL S4-171: Total=1

E3ZV25_LISSE Window Position=30; Score=57.888 | Prion Domain: NSNGGAGNNYQGGNTNNNSNYNNGGNNFGQAPTNNGGFAQDQQQSQONONYQSTNNDPFAS
>Bacillus cereus BDRD-Cer4d: Total=2

C2T728_BACCE Window Position=611; Score=51.970 | Prion Domain: YDVQFVFDQDSIKALGNQGGNDNQGGNNNQGGNDNQDGNNNQGGNNNQGGNNNQGGNNNP

C2T3N5_BACCE Window Position=294; Score=69.938 | Prion Domain: QQGNNGNQQGNNGRESQQGNNGNGQGNNGRGSQQ( JGNNGRGSQQOGNNGNGQGNN
>Acinetobacter baumannii AB210: Total=2

F5JMR8_ACIBA Window Position=11; Score=91.377 | Prion Domain: NNQOOOQQONDNRNOQQHGNQQONDOQOONNQOOOONDNRGOOOGSNOKDSGOONSNNNQ

F5JT30_ACIBA Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQONSGSNTSGSNGASISTPAINLI NONNITSFNON
>Gemella haemolysans ATCC 10379: Total=9

C5NYJ9 9BACL Window Positio ; Score=72.533 | Prion Domain: QONQQYTNQQONNYYRGPGYTQQONLNGNANFQQOGYQNYQQTNPQFNNVNNQOQFNNQNRYNN

o4

C5NYAL_9BACL Window Positio Score=82.344 | Prion Domain: NQQYQONYNNYNEQONYNGNFENQQYTGQPYQNYNNQOYYNQENQNYANANQQVYNQOYON
C5NVY8_9BACL Window Positio ; Score=93.931 | Prion Domain: NRNNQGPNNONYNNONYNNQNFDNTQYNNQGYDQQYONTQYQNFDQOONYNNQOONYNNQ
C5NVR1_9BACL Window Position=77; Score=51.790 | Prion Domain: YRENNDSNSKI ESNKSSNINKPVSNTQNN ISNNAANNSN

CSNYL9_9BACL Window Score=62.555 | Prion Domain: NNNQRYNNQONYEYGNNNYQNQQYQDMDYTGQYDNVDYANQYVHNSNNYNDSYSSQNTNYN

C5NYA2_ 9BACL Window ; Score=90.130 | Prion Domain: NNNNNQNNRNSDNQHYSNYENTNNQONLNQQYSNNSSONYNQQYQNYNNAGNQGYYNQNY

C5NXE7_9BACL Window 80; Score=74.962 | Prion Domain: NNNI DI INDT SNNNN R TTATTPGVRNNSGV

C5NY97_9BACL Window Position=72; Score=82.552 | Prion Domain: NTNONYNNYNNELNNNNYSQDEQYGSYDNTYYNNYNQGONYNFNNONYNONYYNYSQNNQ

C5NV00_9BACL Window Position=79; Score=82.301 | Prion Domain: MNVGQQSNQNNNNC INGSNSNSONDNQSSNVONNSNNINTQONVONAKSQQ
>Shigella dysenteriae 1617: Total=1

E2X9J9_SHIDY Window Position=252; Score=80.600 | Prion Domain: SYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYNSYN
>Oenococcus oeni AWRIB429: Total=l

D3L9F2_OENOE Window Position=94; Score=63.444 | Prion Domain: QGNLNNQONGNNQDFNFGONSAEQNQSFYQQFNDQGQQSSSDSFNQSRQDOGNLNNONGNN
>Rheinheimera sp. Al3L: Total=1

FINZX2_9GAMM Window Position=166; Score=63.522 | Prion Domain: SISVTAGGISSSQGGNSGGN: INSNQSNNONNNNONGNONSQGGSGNGSSVQSSSQ
>Enterococcus faecalis TX0635: Total=1

E2YWP8_ENTFA Window Position=95; Score=82.647 | Prion Domain: NNQSTNGQORNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTNONNNGGN
>Neisseria cinerea ATCC 14685: Total=1l

DOW2R6_NEICT Window Position=21; Score=58.566 | Prion Domain: SACGSKQQATPNTHSTTISQDNC TGNSTNNGGNTSNT NANNNNTGNNTNQ
>Bacillus thuringiensis subsp. konkukian: Total=1

Q6HGO0_BACHK Window Position=299; Score=76.134 | Prion Domain: GSQQGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQGNNGNQQOGNNGRGSQGNNGNQQGNN
>Bacillus thuringiensis subsp. finitimus: Total=2

FOPJC5_BACTO Window Position=636; Score=66.468 | Prion Domain: NQGGNNNEGGNNNQGGNNNEGGNENQGGNNNEGGNNNQGGNNNEGGNENQGGNNNQGNNT

FOPKX1_BACTO Window Position=496; Score=76.134 | Prion Domain: SQQGNNGNQQGNNGRGSQGNNGNQQGNNGRGSQGNNGNQOGNNGRESQQGNNGNQQGNNG
>Enterococcus faecalis TX0411: Total=2

EOHD74_ENTFA Window Position=95; Score=82.647 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTQONNNGSTTNONRTN( N

EOHFB4_ENTFA Window Position=118; Score=51.093 | Prion Domain: SSSDAARAQQQQDOOAQOOOOOEQQQQQEAQNQQOEAONOOQQQAQNQQPVYDTVOSGEGA
>Clostridium difficile 70-100-2010: Total=1

G6COA7_CLODT Window Position=572; Score=52.009 | Prion Domain: NSGNSGGN: N NSGNSGGN: N: N
>Staphylococcus aureus A8115: Total=4

C8M3C4_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONQOOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP

C8LYQ6_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C8LXW3_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8M2R8_STARU Window Position= Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNQONONKGOOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ
>Enterococcus faecium Coml2: Total=1

COAI58_ENTFC Window Position=208; Score=74.422 | Prion Domain: G NSSNQTNP! TOREPNHPNNGSSNGG
>Vibrio sp. RC586: Total=1

DOIHS7 9VIBR Window Position=444; Score=57.105 | Prion Domain: Q0Q00000000000000000000000000DSVSESAGOAQQEKSSDNSSDTNESEKTSSQ
>Rothia mucilaginosa: Total=3

D2NQV7_ROTMD Window Position=24; Score=57.116 | Prion Domain: NQNGQYGONTQYGQYGQYGOGSYGQYGQSSYDQYSYDQYGONSYGODSYGONQYDPYGOQ

D2NSA8_ROTMD Window Position=54; Score=54.815 | Prion Domain: QONTYGQAQQONATPONSTQONQYGQFGAQSSSQNAYGONVAQGTSAQGAATONTYGQAQQ

D2NP91_ROTMD Window Position=36; Score=57.813 | Prion Domain: QQTSQQAQYGQQAQYGOQOQTYGQYGQQYDQQGYGONTYGQOPYGQQYGQPQYGOQAQYGO
>Vibrio cholerae HC-32Al: Total=1

G7B326_VIBCH Window Position=441; Score=56.700 | Prion Domain: 000000000000000000000Q00QOD: EAQEDSSANPSNTAQEQEASSQT
>Lactobacillus crispatus: Total=1

D5H284_LACCS Window Position=277; Score=55.828 | Prion Domain: SQNNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATHQSSRQQSSTTTQSSQOTOQSSQTQQ
>Vibrio cholerae BX 330286: Total=1

C2JD74_VIBCH Window Position=441; Score=76.631 | Prion Domain: 0000000000000000000000000R0ONVOQQQD:! QEVQEDSSANPSNT
>Staphylococcus aureus subsp. aureus T0131: Total

F4FJY6_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

F4FLY6_STARU Window Positio 7; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

F4FMK6_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOQANONQOOQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

F4FL19_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

F4FKD9_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDONQTNNNQSSNNQOANNNQKSSYVAPYYGONAA
>Pseudoalteromonas sp. BSi20311: Total=1

GTEXES_9GAMM Window Position=106; Score=53.432 | Prion Domain: TGQMOMLGARGGDQQSSGYQGNQGGQQSSGYQGGQQSGGYGONNQGONSQQGSYAPQQQS
>Staphylococcus aureus subsp. aureus 21262: Total=5

H1SUC5_STAAU Window Position=58; Scor 2.151 | Prion Domain: SKDVNKDNKDNSANDNQOQSNSNATNNDQNOTNNNQSSNNOANNNQKSSYVAPYYGONAA

H1SY78_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

H1SUV7_STAAU Window 00; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNQQQANONQOOQQQRQGGGORHTVNGQENLYRIATIQYYGSGSP

H1SS71_STAAU Window 5; Score=53.123 | Prion Domain: NDNKQSTQNNHOKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

H1SY57_STAAU Window Position=66; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
>Lactobacillus crispatus 214-1: Total=l

D4FCCA_9LACO Window Position=277; Score=54.763 | Prion Domain: SQNNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATROSSROQSSTTTQSSQQTQQSSQTOQ
>Synechocystis sp. PCC 6803 substr. PCC-P: Total=1

HOPI77_9SYNC Window Position=69; Score=52.465 | Prion Domain: FNSSSRSQSRSSGQANRQSNRQAGSQSRQDNRQGNQONRQSNRQTGSQNRQDNRQGNQON
>Methylobacterium chloromethanicum: Total=1

B7KV09_METC4 Window Position=691; Score=52.974 | Prion Domain: QQQGOQGORGQQPGOQGEGQEGOOGQOGRGOOGORGOGOQGOGOQGOGGGOQGQSMGORQ
>Eubacteriaceae bacterium CM5: Total=5

G9XBL5_9FIRM Window Position=192; Score=86.886 | Prion Domain: VTFNKSRRGMGIILYEKNQKLNC

G9XBAO_9FIRM Window Positio: 9; Score=52.726 | Prion Domain: YSINGSYNSYFSYGSYNSYNSYNSYNSYSSYNSYNSYNSYNSYGSYGSFANAYSLYNSFY

G9XBL4_9FTIRM Window Position=306; Score=64.145 | Prion Domain: GGAMMGFMGMGMAQQAGGMNAQNLFQOMGQQOOMOOQOMOOQOMOQOOMOOOOMOQQOQPQQ

G9XBK4_9FIRM Window Positio: 25; Scor: 8.074 | Prion Domai: NQOYQONOQYONQPYQDOQYONQPYQDOQYONQPYQDOQYONQPYQDQOYONQOYGONNYY

G9XEL9_9FIRM Window Position=792; Score=59.062 | Prion Domain: NFIKTQGYVQVNSQNLIVAKGVGEYTSSDNNNNNGNN. NNNN
>Gluconacetobacter xylinus: Total=1
G2I375_GLUXN Window Position=32; Score=50.885 | Prion Domain: QQAAQRAQOMOQQOFOQOOMOFROQQOEQMYMORDQOMOOMHOQFDOQOMOLDQOARQMVNQ




>Bacteroides ovatus ATCC 8483: Total=1

ATM2K2_BACOV Window Position=311; Score=78.933 | Prion Domain: NNNGNNNANNNGNNGNNTNNNFQRNNNNONQVONPNONONQNONQQRSPMPRAAQONNAG
>Neisseria meningitidis: Total=1

Q9AER5_NEIME Window Position=55; Score=55.990 | Prion Domain: ISNSKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQQOTTNNKQOTTNNKQOTTNN
>Listeria monocytogenes serotype 4a: Total=2

B8DAM1_LISMH Window Position=106; Score=56.087 | Prion NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDOOQSONONYQSTNNDPFASDG

F8B868_LISMM Window Position=106; Score=56.087 | Prion : NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDOQQSONONYQSTNNDPFASDG
>Vibrio harveyi 1DA3: Total=1l

DOXEJ7_VIBHA Window Position=442; Score=75.919 | Prion Domain: KLKQQQQQQ0Q000000000000000000000000000KSQSDAKQEQGOQSONQOEPEN
>Roseibium sp. TrichSKD4: Total=1

E2CLH2_9RHOB Window Position=308; Score=51.813 | Prion Domain: NGNSGGNGNGTGGGN NGNGGGNGGGNGNSGGNGN,
>Pseudoxanthomonas suwonensis: Total=1

E6WV15_PSEUU Window Position=0; Score=69.485 | Prion Domain: MGTQQONQDOOKRQOODQPGOOQHOOGQODONERONONOOOQDNOQGONOQQOQODRODO
>Bifidobacterium dentium: Total=1

D20922_BIFDB Window Position=278; Score=55.010 | Prion Domain: NNQYNSGNSATPNPGNNQQQSGGNSSGNTSSNNSGTNTGGNGQSTNTNTGGNTNSGSASG
>Lactobacillus kefiranofaciens: Total=4

F6CGA6_LACKZ Window Position=365; Score=71.831 | Prion Domain: GGQNONSNGNANGQNSQSQ: ONSNGSTNNGNANNGSVGSNSGSGST

F6CG65_LACKZ Window Position=856; Score=108.627 | Prion Domain N: ) NNGSN

F6CG08_LACKZ Window Position=771; Score=66.514 | Prion Domai: NSNRVVIIELRPNNONONGNQTRONNONNOGNONSNNTNNNTGNNQPNNSNNONQEQTNN

F6CG80_LACKZ Window Position=319; Score=66.432 | Prion Domai: LLSNNLSNTGNAGSGTTTNGSSLSTTSNDKNDTN
>Enterococcus faecalis TX0017: Total=l

E6H8R8_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQNRSNQTNTNNQNRNTQONNNGSTTNONRTSQNNNGGN
>Enterococcus faecalis Merz96: Total=2

CTWX13_ENTFA Window Position=556; Score=71.218 | Prion Domain: DQNQNONQNONQNONONQONONQNONQNONONQNONPDKAGKTTSESSLDNSLKSSANQGT

C7X2H9_ENTFA Window Position=67; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGOSNTONRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN
>Dinoroseobacter shibae: Total=1

ABLL42_DINSH Window Position=650; Score=66.490 | Prion Domain: MQNQOGOOGQQQGOOOGOOOGOOOGOOPGOOPGOGOOGOGOOGOOFGOGOOPGOGOGO00
>Bacillus cereus AH1273: Total=1

C22V57_BACCE Window Position=141; Score=76.172 | Prion Domain: NQGGNDNQGGNDNQGGNDNQGGNDNQGGNNNQGGNDNQGGNNNQGGNNNQGGNNNQGNNT
>Oribacterium sp. oral taxon 078 str. F0262: Total=

D4CR35_9FIRM Window Position=686; Score=83.159 | Prion Domain: NNGNANNGNANNGNANNGNANNGNANNGNANNGNANNGNINNGNANNGNINNGNANNSNT
>Ralstonia metallidurans: Total=l

Q1LG83_RALME Window Position=755; Score=55.137 | Prion Domain: QQRQOAMORQQVDOORQAQEQOROVOEQOROMOEQORQOODRORQIQOO00000000000
>Acinetobacter baumannii ABNIH4: Total=2

F9J626_ACIBA Window Position=11; Score=91.377 | Prion Domain: NNQOOOQQONDNRNOQQHGNQQONDOQOONNQOOOONDNRGOOOGSNOKDSGOONSNNNQ

F9JDD6_ACIBA Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQONSGSNTSGSNGASISTPAINLI QNNITSFNON
>Staphylococcus epidermidis VCU012: Total=8

HODI12_STAEP Window Position=681; Score=65.825 | Prion Domain: SNTTSQKPNGQ GQOQTGQOQOOGNOOQTGQQTGNN

HODIT3_STAEP Window Position=49; Score=53.619 | Prion Domain: YNQQSGNKQSAHNNHAQKNNQGNKQOSKGONNKGOORQNKQOSNQDKSKNNNGQOHRNNNKG

HODKZ1_STAEP Window Position=83; Score=51.057 | Prion Domain: NEQENQSTQAQQQASINQOEEQENSQNNQYAQNAQMOONNOEKDLSANNQQVYQNQOATOO

HODK70_STAEP Window Position=167; Score=62.523 | SNSNKDNNASDNGQOKQQPKQQPKSDNSTSQ ONGAQONQ

HODJM9_STAEP Window iti | NOQODSTNTQQKONVTQONQANPSNASQOONAMOFNONNEQQAQAONVKOTDOSEAQQAQ

HODK65_STAEP Window | Prion Domain: NAQAEQQONQDQQTEQNEQAQQVNONQOAAQNOQQTNOENQTOQQQOANQONQAQQOQQP

HODJW6_STAEP Window | Prion Domain: NYNNVNNNNYSYNYTNNNNYSYNYTTNNNANYQPQTYTTNNNTTGGKGATYNTQSTSSNN

HODHY4_STAEP Window Position=323; Score=85.281 | Prion Domain: NNNNGNQGNDQSQNNGQONGQATANNGONQGOGQGONGNSNGQONGQGONGNQSTNSNGQ
>Vibrio cholerae HC-33A2: Total=l

G7BDMO_VIBCH Window Position=441; Score=56.700 | Prion Domain: AAQQQQQ00000000000000000Q0QQD:! A EAQEDSSANPSNTAQEQE. QT
>Streptomyces griseoflavus Tu4000: Total=1

D9XLO5_9ACTO Window Position=95; Score=75.007 | Prion Domain: NGNQQGNAQQQSGNANQHNGNSNAQQQTGSTNOQAGNSHOOGTANQQAGNSNQQSSGNQQ
>Bacillus weihenstephanensis: Total=3

A9VJIKT_BACWK Window Position=866; Score=60.408 | Prion Domai: NQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNDNQGGNN

A9VMM5_BACWK Window Position=271; Score=66.634 | Prion Domai: NNGNQOENNGRGLOGNNGN NNGR )GNNGRGSQGNNGNQOGNNGHQOEN

A9VLAO_BACWK Window Position=293; Score=67.117 | Prion Domain: QHHHQGQHHHQGQOHHQGOQHHOGQQHHOGQOHHQGOOHHOGOOQHOGOQOYOQYOO00Q
>Staphylococcus epidermidis VCU144: Total=4

F3T0Q0_STAEP Window Position=84; Score=60.215 | Prion Domain: QQONKSNQSSENRQSTQNKSNQTQSTRPQ INASSGONTQKQONNNNONSQSSKKD

F3SYWO_STAEP Window Position=373; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNQNQQODNANQNSNNQOATQGQQSHTVYGQENLY

F3SVQ9_STAEP Window Positios Score=50.667 | Prion Domain: NNNQOQSGSNKNNSSENNKQKPNONKTNOSDHQPAQSTPQQSSQPNNNQSDSQONGNSNNN

F3T037_STAEP Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
>Bacteroides sp. 3_1 _23: Total=l

D7JWT1_9BACE Window Position=311; Score=78.633 | Prion Domain: NNNGNNNANNNGNNGNNAI 'QRNNNNONQVONPNONONQONONQORSPMPRAAQONNAG
>Chthoniobacter flavus E11in428: Total=l

B4D3H2_9BACT Window Position=532; Score=72.323 | Prion Domain: DQKDQQOQOQQQOKSGGSQKQDONQOONSQQOQOQQQSONQOSQGSSGQOQQPONOQGKEQQ
>Enterococcus faecalis ATCC 29200: Total=1

C2H5L3_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN
>Ruminococcus torques L2-14: Total=2

D4M4L7_9FIRM Window Position=234; Score=57.360 | Prion Domain: NN. N N

D4M275_9FIRM Window Position=66; Score=56.651 | Prion Domain: YKSVNQEQNTSYGEPNNYEYGQGYGQONQNYNQONONYTQOAPNYGQONQGYYQONNFNG
>Myroides odoratimimus CCUG 12901: Total=4

H1GZZ8_9FLAO Window Position=240; Score=62.541 | Prion Domain: SRSSYSRSSYQTNNRGNSNSGYNNNSRSSYSRSSYGTSSYNNARYNNNSSNNSNSNYNNN

H1H156_9FLAO Window Positio: 33; | Prion Domai: QNNQAQQOGGFNQGQOGGFAQNNOAQQGGFNONQQOGFAQNPQSQOMGGFNONONQQGEN

H1GS85_9FLAO Window Position=297; Score=57.761 | Prion Domain: AKPGTAEGGNTT N QGGGQ NKFGNRNQRRNQQA

H1GT33_9FLAO Window Position=620; Score=64.468 | Prion Domain: NMNNGYGNNNNGGYGGNGGYGGNNGGFGNNGGFGNNGGYGNNGGYGNSGGYGNNNNQYNS
>Ruminococcus bromii L2-63: Total=2

D4L4Q8_9FIRM Window Position=81; Score=54.536 | Prion Domain: NQTYYQQPQPNKTSYGQQFTNSPNNDYGANQSKYGNQYQSYNNGYNQQYNTQYQQTYNSQ

D4L6C6_9FIRM Window Position=111; Score=51.329 | Prion Domain: NSNSQQSSVIEKSETSKTTNNSSSKTDSGKTNNNK NNN:
>Lactobacillus paracasei subsp. paracasei 8700:2: Total=1

C5F8V0_LACPA Window Position=190; Score=50.386 | Prion Domain: NQOAQOOAAEQAQQAQOAQQQOVOQOOAQQARAQOKOQOOVOOQAVSQPVAQTTQTTQ
>Synechocystis sp. PCC 6803 substr. GT-I: Total=1

HOP0J6_9SYNC Window Position=69; Score=52.465 | Prion Domain: FNSSSRSQSRSSGQANRQSNRQAGSQSRODNRQGNQQONRQSNRQTGSQONRQDNRQGNQON
>Vibrio cholerae NCTC 8457: Total=1

A3GIR8_VIBCH Window Position=443; Score=60.462 | Prion Domain: QQQ00000000000000000000000000QD: QEVQEDSSANPSNTAKEQE.
>Paenibacillus lactis 154: Total=1

G4HGS5_9BACL Window Position=137; Score=60.817 | Prion Domain: GGNSNQSGGNQNQI KGNQSQGNQAQGNQSGGNRSGGNQAQGNQ! NRSGGNQTRGN
>Bacillus thuringiensis serovar andalousiensis BGSC 4AW1: Total=2

C3G5S0_BACTU Window Position=319; Score=68.248 | Prion NNGRGSQGNNGNQOGNNGRGSQGNNGNQQGNNGRGSQGNNGHQOENNGRGSQGNNGNQQG

C3FZP9_BACTU Window Position=39; Score=108.199 | Prion DONNNNNI NN NNSN NNSN NN
>Teredinibacter turnerae: Total=1

C5BNA8_TERTT Window Position=610; Score=53.262 | Prion Domain:
>Bacillus sp. 2_A_57 CT2: Total=2

ESWCV6_9BACT Window Position=91; Score=73.372 | Prion Domain: ONKPGENRNQGQGSQSSNNR! NKNNKGKQQQT

ESWD34_9BACT Window Position=378; Score=56.226 | Prion Domain: PQQGQQONNSNQONNQONQA NGSG. GNGTGSGNGSGSGTGAGSGNGSGS
>Prevotella disiens FB035-09AN: Total=3

E1KSB6_9BACT Window Position=240; Score=58.180 | Prion Domain: NNSNRVFGNMNQRSSRFGNNNSNYNSRNTYNNSREGNONSRFGNQQSREGNQORQSQFNN

E1KQGY_9BACT Window Position=182; Score=51.067 | Prion Domai: YQSRGGYNNNRQGGYNNRGGYNNRQGGGYQNRGGYNNNRQGGYNNNRGGYGQQGGYRQHS

E1KT19_9BACT Window Position=252; Score=76.486 | Prion Domai NQOQGGOQGOSGS SNOQQGGQOGOSGS SNOQOGGOOGOSGSGNQOOGGOOGOSSSGNQOQ
>Clostridium kluyveri: Total=2

ASN7Y6_CLOKS Window Position=576; Score=51.351 | Prion Domai: GSNNG NN NNGDGSND! NN NN NNGDGSNNGGGSNNGSGSGTPQ

BY9E1ET_CLOK1 Window Position=584; Score=51.351 | Prion Domain: GSNNGSGSNNGSGSNNGDGSNDI NNGI GSGTPQ
>Coprococcus comes ATCC 27758: Total=3

COBD12_9FIRM Window Position=100; Score=57.805 | Prion Domain: NNQSGGWNQSQONGWDNQONGWNQNONGWNNQONGWNONQONSWDNQONGWNONQONGWDNQQ

COBBQ6_9FIRM Window Position=87; Score=55.945 | Prion Domain: SGTSDGTYENNTYNGNSYYNGTNQSGAYTNGYSDNQYQNSGYNTGFNASGYNNNYNSQONN

COBEY5_9FTIRM Window Position=1270; Score=50.101 | Prion Domain: GN NNGGTGSG! SGGNNTVNNIT NSGKVQTGDRNN
>Chloroflexus aggregans: Total=1

BBGCV6_CHLAD Window Position=349; Score=51.896 | Prion Domain: RNTQAAAANQQAVQQOALNNTQAARQQIAQAGQPGOOGOOAQOGOGOQGRQGQGANGOGO
>Staphylococcus epidermidis M23864:Wl: Total=6

C5QRL7_STAEP Window Position=62; Score=61.785 | Prion Domain: NNDNKQONTQDNHOKSNSKONQNNKGKQONKNNOQOKGNOQSNONKKNGONNKGKQONKNN

C500G3_STAEP Window Position=82; Score=71.114 | Prion Domain: QQNNKONHPTNNNASQANNTTKQSQYNNNNANONAANNNQANTANQQONQTNGKAQNKVQ

C5QMD2_STAEP Window Position=68; | Prion Domain: NNYNNYNYNNYSNYSNSNNYYNYNNYGNTNQSYSNAYNQTGGLGSSYSSTSRNVHVTSTS

C5QNJ5_STAEP Window Position=68; | Prion Domain: NSGSYNGDQSTNSSNNTTKQPNNNQYQNNTHQSNTNNNASSNQSGQGSAPSNONNNHSQQ

C5QNC3_STAEP Window Positio 1; | Prion Domain: GNYHYNWQGNWSPNQAQQGNNANYSNANQGTQONYNSNNYYSYNYNGSNNNQTQSYQSNNN

C5QSM3_STAEP Window Position=418; Score=74.472 | Prion Domain: GSDEN ONONGTTNNQNQGTONQNNQONNGNAAQGNNGQONKQG
>Listeria innocua FSL J1-023: Total=l

E3Z3F3_LISIN Window Position=105; Score=57.175 | Prion Domain: RNSNGGGGNNNYQGGNNNNTYNNGGNNFGQOAPTNNGGFGODOQQSONONYQSTNNDPFAS
>Enterococcus faecalis T8: Total=1

CTYAK3_ENTFA Window Position=95; Score=82.647 | Prion Domain: NNQSTNGQQRNNNNONRHGOSNTQNRSNQTNTNNONRNTONNNGSTTNONRTNONNNGGN

>Vibrio cholerae HC-70Al: Total=1
F8ZP31_VIBCH Window Position=443; Score=52.070 | Prion Domain: QQQ000000000000000000000DSSSGASGOEAQEDSSANPSNTAQEQEASSQTKGAS




>Staphylococcus aureus subsp. aureus 21259:
F9KKZ6_STARU Window Position=58;
F9KJL1_STAAU Window Position=68;
F9KH25_STAAU Window Position=67;
F9KIA2_STAAU Window Position=55;

>Actinomyces sp. oral taxon 171 str. F0337:
E7N6P4_9ACTO Window Position=672;

>Coprococcus sp. ART55/1: Total=3
DSHEG1_9FIRM Window Position=122;
DSHEV7_9FIRM Window Position=69;
DSHDY2_9FIRM Window Position=43;
>Spiroplasma melliferum KC3: Total=1
G9XZM6_SPIME Window Position=114;
>Enterococcus faecium U0317: Total=2
D4RPN1_ENTFC Window Position=210;
D4RN20_ENTFC Window Position=80;
>Xanthomonas oryzae pv. oryzae: Total=2
B2SJE8_XANOP Window Position=100;
Q5GUR6_XANOR Window Position=100;
>Acinetobacter sp. RUH2624: Total=2
DOC1K8_9GAMM Window Position=296;
DOC5D8_9GAMM Window Position=11;
>Acidobacterium sp.: Total=2
E8X3G5_ACISM Window Position=467;

Total=4

Score=84.863
4.249
Score=53.123
Total=1
Score=56.732

Score=74.642
Score=77.800
Score=50.835

Score=63.937

Score=66.786
Score=52.754

Score=84.892
Score=83.591

Score=57.939
Score=91.377

Score=54.946

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

SKDVNKDNKDNSANDNQQOSNSNATNNDQNOTNNNQS SNNQANNNQKS SYVAPY YGONAA
NODNGYYSYYYYNGYNNYNYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNS
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNY Y TGASGASYSTTSNN
NDNKQSTONNHQKSNNONONKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

Prion Domain: NNNANNN; NAC NANNNAGGNGGKSGNQPSTAVS

Prion Domain: YGQQGYNONTYNQNAYGQQQOGYDONAYGQOQYNONAYGQOGYDQONAYNONAYGOQQYNON
Prion Domain: NQQGYGQOMNQQGAYNQQGYGQOMNQOMYNQQGYGQOMNQGAYNQOGYGQOMNQOMYGQQ
Prion Domain: QYGONDQONYGQSDGQYGONDQNYGQSDGQYGONYGQQGGQYDONYGQPGGQYGONYGQPG

Prion Domain: QQFNQQSNLGSQYQQONGNNONYNPLSTNQGGQPSQQYQQONVNQQYSPNANNWGQONSQ

Prion Domain:
Prion Domain:

TNP. NNNGNTQREPNHPNNGSSNGGTNNASS
TNNQOKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTS SQNRQGTSQGGNQNRTNNNN

Prion Domain: QQQORFNQAQQQONQONQSQSOGOGOQOQAQAQAQGONQNAGONOOGOGGQGQGONQQGONQD
Prion Domain: QQORFNQAQQQQNONQAQSQGOGOQQAQAQAQGONONAGONQOGOGGOGOGONQQGONQQ

Prion Domain: GNNK

Prion Domain:

INGLIGNNONSSSNTSGSNGSSISTPSINLI ONNITSENON
NNQOQQOONDNRNQOQHGNQQONDOQQONNQOQQONDNRGQOQOGSNQKDSGQONSNNNQQ

Prion Domain:

NOONQOVEQORNVONQOMEQORNOOVEQORNVONQAREQQONQORVOOQOVONQRATQOQ

E8X1Y5_ACISM Window Position=22; Score=76.040 | Prion Domain: SNP
>Staphylococcus aureus: Total=105

SSAA2_STAAM Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Y2650_STAA8 Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNOQQSNSNATNNDQNOTNNNOSSNNQANNNQKSSYVAPYYGQNAA
SSAA2_STAAR Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
SSAAl_STAAN Window Position=67; Score=64.857 | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
EBPS_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOQANONQOQQOQRQGGGORHTVNGQENLYRIAIQYYGSGSP
IF2_STAA2  Window Position=55; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONONKGQOKDNKKNQQC KNNRNNKKNNKNNKPONQ
IF2_STAAS Window Position=55; Scor: 3.123 | Prion Domain: NDNKQSTONNHOKSNNONQNKGQOKDNKKNOQONNKGNKGNKKNNRNNKKNNKNNKPONQ
IF2_STAAR  Window Position=55; Score=51.345 | Prion Domain: NDNKQSTONNHQKSNNONONKGQOKDNKKNQO( NKKNNRNNKKNNKNNKPOSQ
IF2_STAAB  Window Position=55; | Prion Domain: NDNKQSTQNNHQKSNNQNONKGOQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQNQ
IF2_STAAE  Window Position=55; | Prion Domain: NDNKQSTONNHQKSNNONONKGOQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
IF2_STAAM Window Position=55; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONONKGQOKDNKKNQQ( KNNRNNKKNNKNNKPQNQ
EBPS_STAAS Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONQOOQOOORQGGGORHTVNGQENLYRIAIQYYGSGSP
EBPS_STAAN Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONOQQOOORQGGGQRHTVNGOENLYRIAIQYYGSGSP
IF2_STAAL Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQOKSNNONQNKGQQOKDNKKNQQC KNNRNNKKNNKNNKPQNQ
EBPS_STAAE Window Position=400; Score=58.368 | Prion Domain: NDQONNANQANNQAONNONQOOANONQOQQOORQGGGORHTVNGOENLYRIAIQYYGSGSP
SSAA_STAR8 Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
IF2_STAAT  Window Position=55; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONONKGQOKDNKKNQQC KNNRNNKKNNKNNKPONQ
EBPS_STAAM Window Position=400; Score=58.368 | Prion Domain: NDONNANQANNQAONNONQOOANONQOQQOORQGGGORHTVNGOENLYRIAIQYYGSGSP
SSAALl_STAAW Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Y2365_STAAC Window Position=58; | Prion Domain: SKDVNKDNKDNSANDNQOQOSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGONAA
SSAA2_STAAN Window Position=64; | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
EBPS_STAAB Window Position=397; Score=58.368 | Prion Domain: NDONNANQANNOAONNONQOOANONQOOQOORQGGGORHTVNGQENLYRIAIQYYGSGSP
SSAAl_STAAR Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
IF2_STAAC Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNQONQNKGQQKDNKKNQQC KNNRNNKKNNKNNKPQNQ
EBPS_STAA8 Window Position=400; Score=58.368 | Prion Domain: NDONNANQANNQAONNONQOOANONQOQQOOQRQGGGORHTVNGOENLYRIAIQYYGSGSP
EBPS_STAA3 Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQONNONQOOANONQOQQOORQGGGORHTVNGOENLYRIAIQYYGSGSP
SSAA2_STAAS Window Position=66; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
EBPS_STAAW Window Position=400; Score=58.368 | Prion Domain: NDONNANQANNQAONNONOQOANONQOQOOQOROGGGORHTVNGQENLYRIAIQYYGSGSP
Y2248 _STAAB Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQOQSNSNATNNDQNQTNNNQSSNNQOANNNQKSSYVAPYYGONAA
SSAA2_STAAW Window Position=66; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
EBPS_STAAR Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONOQQOOORQGGGQRHTVNGOENLYRIAIQYYGSGSP
Y2315_STAA3 Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQOQSNSNATNNDQNQTNNNQSSNNOANNNQKSSYVAPYYGONAA
IF2_STAAN Window Position=55; | Prion Domain: NDNKQSTQONNHOKSNNONONKGQOKDNKKNQQO( KNNRNNKKNNKNNKPQNQ
IF2_STAAS  Window Position=55; | Prion Domain: NDNKQSTQNNHQKSNNQNONKGQQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ
IF2_STAA3 Window Position=55; | Prion Domain: NDNKQSTQNNHQKSNNQONQNKGQQKDNKKNQQC KNNRNNKKNNKNNKPQNQ
SSAA1l_STAAS Window Position=67; | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
SSAA2_STAAC Window Position=64; .992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
SSAA_STAAE Window Position=67; .857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
SSAA1_STAAC Window Position=67; .857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
SSAA2_STAA8 Window Position=64; .992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
IF2_STAAW Window Position=55; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONONKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ
EBPS_STAAC Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONOQQOOORQGGGQRHTVNGOENLYRIAIQYYGSGSP
IF2_STAA8 Window Position=55; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONONKGQOKDNKKNOQO( KNNRNNKKNNKNNKPONQ
SSAAl_STAAM Window Position=67; Score=64.857 | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
ABZ559 STAAT Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQOSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGQNAA
A6U423_STAA2 Window Position=64; Score=77.992 | Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
A6QJDY9_STARE Window Position=64; Score=77.992 | Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
ATX6T5_STARL Window Position= Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
A7TX5N7_STAAL Window Positio | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
A6QJLO_STAAE Window Positio | Prion Domain: SKDVNKDNKDNSANDNQQQOSNSNATNNDQONQTNNNQSSNNQANNNQKSSYVAPYYGONAA
ABZ3G7_STAAT Window Positio | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
AGULUY STAR2 Window | Prion Domain: NDQNNANQANNQAQNNONQOQANONQOQOQQQORQGGGORHTVNGQENLYRIAIQYYGSGSP
ABZ396_STAAT Window | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
AT7X2J0_STAAL Window | Prion Domain: NDQNNANQANNQAQNNQONQQQANONQQOQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP
A5IV80_STAAY Window | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
A6U4UT_STAR2 Window | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
ABZ461_STAAT Window Position=400 8.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONOQQOOORQGGGQRHTVNGQENLYRIATQYYGSGSP

ASIT08_STAAY
ASIVZ2_STAAY

Window
Window

Position=400;
Position=

D9RDZ1_STAAJ Window Positio 0.813 |
ES5QW48_STAAH Window Positiol Score=64.857 |
DIRH61_STAAJ Window Position=400; Score=58.368 |
DIRCG1_STAAJ Window Position=66; Score=80.329 |
ESRAB2_STAAG Window Position=64; |
D3ETB4_STAA4 Window Position=67; Score=64.857 |
D3ERSO_STAA4 Window Position=64; 7.992 |
D9RQ74_STARK Window Position=64; Score=77.992 |

D3EWM5_STAR4

Window

Position=400; Score=58.368 |

E5QXU0_STAAH Window Position=66; Score=78.551 |
D1GSFO_STAAQ Window Position=58; .151 |
DOK883_STAAD Window Positio: .992 |
DIRQUO_STAAK Window Positio .151 |
D2N6P7_STAAS Window Position=55; .123 |
D2NAM1_STAAS Window Position=63; 021 |
D2NON2_STAAS Window Position=66; 8.551 |
D2N9V4_STAAS Window Position=57; Score=50.280 |
ES5R5V2_STAAG Window Position=400; Score=58.368 |
DOK4I9 STARD Window Position=55; Score=53.123

D2NAE9_STAAS

Window

Score=64.857

|

Position=67; |
Score=53.123 |
|

|

DI9RQ45_STARK Window Position=:

E50QX61_STAAH Window Position= Score=51.345
DOK9Q7_STAAD Window Positio:

DOK559_STAAD Window Positiol |
DIGRZ9_STAAQ Window Positiol ; |
D9RJC8_STAAK Window |

D2N7A6_STAAS

Window

Position=402
Position=398

E5QVT6_STAAH Window Position= |
D3EW15_STAR4 Window Positio: i
D9RJJ2_STARK Window Position=67;

ESRBZ0_STAAG
D1GTE8_STAAQ

Window
Window

Score=64.857
Score=64.857

Position=67;

|

Score=64.857 |

|

Position=67; |

Prion Domai:
Prion Domain:
Prion Domain:
Prion Domain:

Prion Domain:

NDONNANQANNQAQNNONOOQANONOOQOQQOROGGGORHTVNGQENLYRIATQYYGSGSP
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
NPSQLEQNNTYYYNNYNTYNNSYNNYSYNNYNNYNHSYQYNNYTNNSQTATNNYYTGGSG
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

NDONNANQANNQAQNNQNQQQANONOOOQQORQGGGORHTVNGOENLYRIATQYYGSGSP

Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: NDQNNANQANNQAQONNONOQQANONQOOOQQROGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: SKDVNKDNKDNSANDNQQQOSNSNATNNDQNQTNNNQSSNNQANNNQKSSYVAPYYGONAA
Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGONAA
Prion Domain: NDNKQSTQNNHOKSNNONQNKGQOKDNKKNOQONNKGNKGNKKNNRNNKKNNKNNKPONQ
Prion Domain: NQNNNGVTNGNQSSTPSTVONNGSTAPANTQPSNPNQSNSNHGGGSQSSTNNQNNQQONT
Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: NSKDVNKDNKDNSANDNQQQOSNSNATNNDONQTNNNQSNSGQTTNNQKSSYVAPYYGONA

Prion Domain: NDONNANQANNQAQNNONOOQANONQQQQQQRQGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: NDNKQSTONNHQKSNNQNQNKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Prion Domain: NDNKQSTQNNHOKSNNONONKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ
Prion Domain: NDNKQSTQONNHQOKSNNONONKGQOKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ
Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

Prion Domain: NDONNANQANNQAQNNONOQOANONOQOQOQORQOGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

Prion Domain: NDQONNANQANNQAQNNONQOOANONOOQOQORQGGGORHTVDGQENLYRIAIQYYGSGSP

Prion Domain: NDONNANQANNQAQNNQONQOQOOANONQQQQQQORQGGGORHTVNGQENLYRIATQYYGSGSP

Prion Domain: NDQNNANQANNQAQNNQONQQQOANONQOQOOQORQOGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: NDNKQSTQNNHQOKSNNONONKGQOKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPONQ
Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN




D1GUUL_STAAQ
D1GT79_STAAQ
DYRD17_STAAJ
E5RBP6_STAAG
Q2YWE3_STAAB
02YYUS5_STAAB
Q2FEJ4_STAA3
Q2FDU1_STAA3
BBYE28_STAAU
EOAST2_STAAU

Window
Window
Window
Window
Window
Window
Window
Window
Window
Window

Position=

G1BWG7_STAAU Window
G1BWG8_STAAU Window Position=:
GOYZL6_STAAU Window Positio:
G1BWG6_STAAU Window Position=

>Syntrophobotulus glycolicus: Total=2
FOSWM5_SYNGF Window Position=
FOSVU6_SYNGF Window Position=
>Bdellovibrio bacteriovorus: Total=2
Q6MJ51 BDEBA Window Position=
Q6MNQ1_BDEBA Window Position=
>Bacillus cereus Rock3-29: Total=3
C2VHP4_BACCE Window Position=:
C2VKH1_BACCE Window Position=
C2VIA3_BACCE Window Position=.
>Enterococcus faecalis R712: Total=1
D4EU23_ENTFA Window Position=
>Pseudomonas syringae pv. syringae: Tota

Q4ZNAS_PSEU2 Window Position=
>Enterococcus faecium TX0133A: Total=2

E4J3V0_ENTFC Window Position=.

E4IXK1_ENTEC Window Position=:

>Bacteroides sp. 2_1 _22: Total=l
DOTYC2_9BACE Window Position=.
>Bermanella marisrubri: Total=2
QIN4V7_9GAMM Window Position=!
QIN641_9GAMM Window Position=
>Corynebacterium glutamicum S9114: Total
G2EJV3_CORGL Window Position=
>Vibrio alginolyticus 40B: Total=1
DOWUN2_VIBAL Window Position=:
>Acinetobacter radioresistens SH164: Tot
DOT258 ACIRA Window Position=
DOT1D6_ACIRA Window Positio:
DOT7N9_ACIRA Window Position=:
>Clostridium clostridioforme 2_1_ 49FAA:
G5I1C1_9CLOT Window Position=!
G5HZJ0_9CLOT Window Position=:
>Vibrio cholerae MAK 757: Total=1
D7HPI7_VIBCH Window Position=:
>Listeria monocytogenes str. Scott A: To
F3YRG2_LISMO Window Position=.
F3YLP7_LISMO Window Position=
>Enterococcus faecalis TX0645: Total=1
E6IG54_ENTFA Window Position=
>Sinorhizobium meliloti: Total=2
F6BXD5_SINMB Window Position=!
F6ECO7_SINMK Window Position=!
>Silicibacter sp. TrichCH4B: Total=1
C9D301_9RHOB Window Position=
>Capnocytophaga ochracea: Total=1

CTM6V6_CAPOD Window Position=
>Streptococcus mutans: Total=2

Q8DUR3_STRMU Window Position=i

Q8DSA7_STRMU Window Position=
>Vibrio furnissii: Total=1l

FOLYBS_VIBFN Window Position=:
>Staphylococcus aureus subsp. aureus 212
HOB201_STAAU Window Position=

HOAWI4_STAAU Window
HOB3V6_STAAU Window
HOAWW2_STAAU Window Position=!
HOB1F7_STAAU Window Position=
>Enterococcus faecalis TX4000: Total=2
E6EKAL_ENTFA Window Position=
E6ENX5_ENTFA Window Position=
>Dickeya dadantii: Total=1
E0SGB9_DICD3 Window Position=

>Pseudomonas syringae pv. glycinea str.
E7PJH6_PSESG Window Position=

>Bifidobacterium dentium ATCC 27679: Tot
E0Q6W4_9BIFT Window Position=
E0Q869 9BIFI Window Position=

>Lactobacillus gasseri Mv-22: Total=5

E3R8H2_9LACO Window Position=.
E3R854_9LACO Window Position=:
E3RAC3_9LACO Window
E3RAAT_9LACO Window
E3RAM9_9LACO Window Position=

>Enterococcus faecium E4452: Total=2
G9TOD4_ENTEC Window Position=i
G9SX34_ENTFC Window Position=:

>Staphylococcus aureus subsp. aureus WW2

400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQQQANONQQOQQQQRQGGGQRHTVNGQENLYRIAIQYYGSGSP

5; Score=53.123 | Prion Domain: NDNKQSTONNHQKSNNONONKGOOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
8; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQOSNSNATNNDQONQTNNNQSSNNQANNNQKSSYVAPYYGONAA
; Scor 3.123 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
Score=62.659 | Prion Domain: TQNNTYYYNNYNTYSYNNESYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Score=78.691 | Prion Domain: NQDNGYYSYYYYNGYNNYNYNNYNNYNNGYSYNKYSRYNNYSNSNOSYNYNNYNSYNTNS
Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
| Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
| Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
| Prion Domai: NDQNNANQANNQAQNNONQQQANONQQQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP
400; | Prion Domain: NDQNNANQANNQAQNNONQOQANONQQOQQOQORQGGGORHTVNGQENLYRIAIQYYGSGSP
00; | Prion Domain: NDQNNANQANNQAQNNONQQOANONOOOOQORQGGGORHTVNGQENLYRIAIQYYGSGSP
00; | Prion Domain: NDQNNANQANNQAQONNONQOOANONOOOOQORQGGGORHTVNGQENLYRIAIQYYGSGSP
192; Score=57.359 | Prion Domain: QQAQOOAQQOVOOQVOQQFIPQQVFNRSQSYQGONYGGORLODYQQSRYGLONQRONQON
46; Score=68.992 | Prion Domain: SGQSQSQONQDQSRNODQSQNONONONONQNONKDOSRSQGQSQGOSQGOSQGQGQGAAAP
207; Score=101.240 | Prion Domain: NNGNN
192; Score=68.218 | Prion Domain: GGNRNQQONOKQGQOKQGGOOOKQGQOKQGQPKQOONOKPOOOONONRNONONRNQOOGO
447; Score=51.363 | Prion Domain: GSIKPLNNQGGNDNQGGNDNQGGNDNQGGNNNQGGNDNQGGNDNQGGNDNQGGNDKQDNN
710; Score=55.125 | Prion Domain: DGSDNDNNNT! NGSDNSNNNT NSSDNSNNNTNSGNISDNNNTSSNNNTTSTLDNK
230; Score=58.417 | Prion Domain: QHHHQGQHHHQGOHHHQGOQHHOGQQHHOGQHHHQGOHHHQGOOHHOGOQOYOQYOO0QQ
95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGOSNTQNRSNOTNTNNONRNTONNNGSTTNONRTS(

1=1

41; Score=63.226 | Prion Domain: NAQORQOQQQQORAQEQNNQORQIQQQONQLROVERQQQQQINQQQOTNOORQIQEQONQORQ
210; Score=75.199 | Prion Domain: )TNP. NTQRE PNHPNN( GTNN
80; Score=52.754 | Prion Domain: TNNQOKNKNNRSYQDRGQGSGQVNQGKKPTTNQNNTGNTSSQNROGTSQGGNONRTNNNN
281; Score=78.582 | Prion Domain: QQOQQSQQOQAQQQRPRIVRPRI NNNNNNFQHNNNNQNQVONQNQ
557; Score=51.117 | Prion Domain: NK] RNOSDNRNQSNGGRNNNQRNGKTNNRRQENTSKP
50; Score=62.024 | Prion Domain: QQQQONQOQGOQENANEQNNSDQQSSSEQNSDNQSDOQSDLOSENQSDNNSKSPNNNSQQ
=1

128; Score=65.978 | Prion Domain: GNYGGGNQGGGFGGNQGNQQGGFSNQNSGGFGGNQGNQOQSNQGGFGGNONQSQGNNENQ
445; Score=96.858 | Prion Domain: QQQQ0QQ000000000Q000Q000000000000000000Q000Q00KSONEGKEAQGQQSQONQ

al=3

; Score=54.981 |
; Score=76.945 |
1; Score=74.860 |
Total=2

Prion Domain: MANQDNKRDNNQRQOQGSNNQQOQSGSNNQKQQGGGGONSRQQSQQSGNNSSGRGFASMD
Prion Domain: MRNFKMSNQONQONDQQOHQOQGQONQQSGOQGOOSSQOGOONQONDQORQONDONONDQHM
Prion Domain: DQONYNPQGOQONQYNOQSQQOGSSQSOQGONMGOQGMSQOGQSLNQOGGVNNNQQOGTNRGQ

57; Score=52.174 | Prion Domain: NGNNGNGGNVNHCGWGNGNNGNGNGNSGNENGNSGNGNGNSSTGGTNDNNGNASGNTNNT
0; Score=91.263 | Prion Domain: QONNSQNSSQONSSQNSSQONSSQ QNNSQNNSQ QNSSQI NNN
441; Score=52.926 | Prion Domain: 000000000000000000000RQOQQD:! EVQEL NPSNTAKEQE QT
tal=2

310; Score=50.473 | Prion Domai NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNAN! IIAEAQ
106; Score=56.087 | Prion Domain: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGQDQOQSQONONYQSTNNDPFASDG
95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQONRSNQTNTNNONRNTQONNNGSTTNONRTSQNNNGGN
53; Score=53.998 | Prion Domain: DRSYRPG
53; Score=53.998 | Prion Domain: DRSYRPG

62; Score=66.283 | Prion Domain: NGNM LNGNGNANGNGNHNGNANGNANGNANGNANGNANLNANGNLNSNTND

158; Score=74.312 | Prion Domain: PQNNKNNKDKNNQONONNQONQONQNNONNQONONNONKNQDNKNNQDNKDNKDNKKDQG

; Score=73.572 | Prion Domain: NSNNNAANSQAEND ESNONQTATTANDSNSNSANQNQANSQSQANNQONQNN

32; Score=78.731 | Prion Domain: NONONONKKDQKNNNOSQONKQGQKKTNQSQNQONKNONKNOSONKONGNONONNWNONN
442; Score=56.748 | Prion Domain: QALKQQQQ000000000000000000000KSSQGSEQKPNPSSSNGDQSKDAQNSSSQTA
09: Total=5

8; Score=52.151 |
8.368 |
; Score=77.992 |
55; Score=53.123 |
67; Score=64.857 |

Prion Domain: SKDVNKDNKDNSANDNQQQOSNSNATNNDQNQTNNNQOSSNNQANNNQKSSYVAPYYGONAR
Prion Domain: NDONNANQANNQAQNNONOQOOANONQOQOOORQOGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: NDNKQSTQNNHQKSNNQNQNKGQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

; Score=82.647 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQONRSNOTNTNNONRNTQNNNGSTTNONRTNC N

73; Score=51.377 | Prion Domain: QNQONONONQONONKNONQNONONONQNPDKSGKTTSESSLDNSLNSSANQGTKSTESTHAF
185; Score=61.983 | Prion Domain: QSNGSGYQSRQGNNYQSRONNNHQSRONNNYQSRONSHQSSRQGNKSYQRRNQSYGGQSY
race 4: Total=1
121; Score=58.593 | Prion Domain: NGDQONNYIDAGAGNDTIITGNGNNTVIAGL IITGTGN
al=2
278; Score=50.310 | Prion Domain: AQQQSQAQTQONYSNTNYNRTNSGTSTYSAPTQOAQTQQSAPQQSQTONNSSSSSSGYANF
274; Score=55.010 | Prion Domain: NNQYNSGNSATPNPGNNQQQSGGNSSGNTSSNNSGTNTGGNGQSTNTNTGGNTNSGSASG
224; Score=66.088 | Prion SNSSNNSNTNTSSNSSQNNSNTANTONNSAASKQSSHTTTSNSNANNSSNTN NSN:
279; | Prion GONSQSTNTQQSSSTSQSSTNNVNTQTQONONTONRQGTONTONTQGOTNTNQONNGGQSN

| Prion SSQQSSSSQSSKSEEHNDAKQESQSQSNTTSQSTDNKESNQQSQNNNTNNQQGONQONNQQ

| Prion Domain
Prion Domain:

OKQSST ONONNNQQTENKSNNONNNSQONTNNONNONQOONQGNNSNNN
SQSQSQOSSQTSQSSTOSYASSASQTTTQGOTQOANONSYONNONTWONY SGNSSSQNQAP

142;

Score=62.355 |

80; Score=52.754 |
10; Score=66.786 |
703/97: Total=3

Prion Domain:
Prion Domain:

TNNQQKNKNNRSYQDRGOGSGQVNQGKKPTTNONNTGNTSSQNRQGTSQGGNQNRTNNNN
NQTNPSGSNNNGNTQREPNHPNNGSSNGGTNNASS

D2GAU2_STARU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNONQOOANONQQOOOOORQGGGQRHTVNGQENLYRIAIQYYGSGSP

D2GC51_STAAU Window Position=66; Score=78.551 | Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

D2G971_STARU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHOKSNNONONKGOQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ
>Nostoc sp.: Total=1

08YMJ8_NOSS1 Window Position=146; Score=54.970 | Prion Domain: NAQNALNTATNNRNNAQNALNTATNNRNNAQNALNTATNNRNNAQNALNTATNNRNNAQN
>Vibrio cholerae: Total=1

Q9KMZ5_VIBCH Window Position=441; Score=94.579 | Prion Domain: 00000000000000000000000000000000000000000QODSSSGASGQEAQ

>Enterococcus faecalis DAPTO 512: Total=1
E2YNRO_ENTFA Window Position=95;
>Geobacillus sp.: Total=4

S

core=80.869

Prion Domain:

NNQSTNGQQORNNNNONRHGQOSNTONRSNQTNTNNONRNTQONNNGS TTNONRTSQNNNGGN

C9S0P3_GEOSY Window Position=810; Score=62.575 | Prion Domain: N: NGQGNNNEQNGGASGG NPNNGOTNGTNNOGTNNQGTNNSGQTN

E8SXD4_GEOS2 Window Position=810; Score=62.575 | Prion Domain: NSGNNGNENGQGNNNEQNGGASGGQENGNSGGANPNNGQTNGTNNQGTNNQGTNNSGQTN

D7D4Z0_GEOSC Window Position=808; Score=60.104 | Prion Domai QGNSGNNGNENGQGNNNEQNGGASGGQENGNSGGANPNNGQTNGTNNQGTNNSGQTNGTN

E3I9T2_GEOSO Window Position=800; Score=57.721 | Prion Domain: SDQPNQDTNNGQOPNENGNGT ONNPGNNGNN NSGG
>Streptococcus sanguinis SK1087: Total=1

F3SIW9_STRSA Window Position=151; Score=53.204 | Prion Domain: EMVGNSYGQQYGQONFQGQQFGOOSQQGGFQGOOFGOOPOOPVONQOFGOOSQOGGFQGQ

>Staphylococcus epidermidis 14.1.R1.SE: Total

=5

HODZ59_STAEP Window Position=46; Score=62.413 | Prion Domain: QONKSNQSSANRQSTONKSNQTQSTRPONNGNSGNONASSGONTQKQNNNNONSQSSKKD
HODZC3_STAEP Window Position=67; Score=73.502 | Prion Domain: NTSYNYNSYNNYNNYGYNNYSNYNNYNNYSNYNNYNNYQSNNTQSORTTQPTGGLGASYS
HODUC5_STAEP Window iti 79; Score=63.095 | Prion Domain: NNDSDKNTNDDSDNSSSNPNATSTNNNDNVANNNSNYTNONQODNANONSNNOQTTOGOQ
HODYF4_STAEP Window Position=69; Score=69.893 | Prion Domain: SYNYNSYNNYNNYGYNNYSNYNNYSNYNNYNNYOSNNTQSQRTTQPTGGLGASYSTSSSN
HODWS0_STAEP Window Position=106; Score=50.498 | Prion Domain: NNKQKPNONKTNOSDHOPSQSTPQOSSQPNHNOSDSQOQNGNSNNNSNNONHGTNDNONKN

>Listeria innocua FSL $4-378: Total=1
E3YUE2_LISIN Window Position=105;
>Bifidobacterium longum: Total=2

Score=59.954

Prion Domain: RNSNGGGGNNNYQGGNNNNNYNNGGNNFGQAPTNNGGEGQDQOQSQNONYQSTNNDPFAS



B3DP39_BIFLD Window Position=303;

08G6I2_BIFLO Window Position=316;
>Natranaerobius thermophilus: Total=1

B2A714_NATTJ Window Position=24;

Score=51.380 |
Score=59.703 |

Prion Domain:
Prion Domain:

Score=93.230 | Prion Domain:

>Bacillus cereus 95/8201: Total=5
C2TJB2_BACCE Window Score=68.084 | Prion Domai:
C2TQW5_BACCE Window Score=100.521 | Prion Domai:
C2TN43_BACCE Window Score=51.950 | Prion Domain

C2TPC2_BACCE Window Score=51.242 | Prion Domai;

C2TMW8_BACCE Window Position=471; Score=76.480 | Prion Domain:
>Streptococcus sanguinis SK72: Total=1

FOI080_STRSA Window Position=155; Score=58.894 | Prion Domain:
>Parvimonas micra ATCC 33270: Total=1

ABSK19_9FIRM Window Position=295; Score=52.993 | Prion Domain:
>Clostridium sp. L2-50: Total=1

ATVEE2_9CLOT Window Position=120; Score=66.574 | Prion Domain:
>Bifidobacterium dentium JCVIHMP022: Total=2

EINCY9_9BIFI Window Position=274; Score=55.010 | Prion Domai:

EIN907_9BIFI Window Position=261; Score=50.310 | Prion Domain:

>Flavobacteriaceae bacterium: Total=1
C6X302_FLAB3 Window Position=85;
>Enterococcus faecium E1039: Total=2
D48J12_ENTFC Window Position=210; Score=75.199 |
D4SNE4_ENTFC Window Position=80; Score=52.754 |
>Geobacillus thermoleovorans CCB US3 UF5: Total=
G8MZ07_GEOTH Window Position=808; Score=57.903 |
>Xanthobacter autotrophicus: Total=1
A7IPJ6_XANP2 Window Position=455; Score=65.532 |
>Prevotella sp. C561: Total=1
G1VGS6_9BACT Window Position=191; Score=51.721 | Prion Domain:
>Fusobacterium nucleatum subsp. vincentii ATCC 49256: Total=l
Q7P5T7_FUSNV Window Position=125; Score=59.056 | Prion Domain:
>Lactobacillus fermentum: Total=2
IF2_LACF3  Window Position=86;

Score=58.209 | Prion Domain:

Prion Domain:
Prion Domain:

Prion Domain:

Prion Domain:

Score=74.839 | Prion Domain: NN(

DSGSNNQHESSNNNAGNTGGNNSGNTGNSGNTGNTGNTGNSGNTGNTGGGTNNNSGSSGS
NNNAGNTGGNNSGNTGNSGNTGGNNSGNTGNSGNTGNTGNTGNSGNSGNTGNTGGGTNNN

QGNTQSSNQOGIQQSQSNQONQOOGNOQQOGNMOSQOOGNOONOQQGNQOGMOOMGOONQQ

QOENNGRGSQGNNGNQOGNNGRGSQGNNGNQQGNNGRESQGNNGNQQGNNGRGSQGNNGN
NNSNC
QONQSNONQOQSAKQNESSQEQONHSKQNDSDQGQQOHSKQDDSNQGQONHSKQDDSNQG
INYNGQTGYIGTRYLSKTPVGGAVDNNKPNNNQNNNONNN TGNNSGN: I
NQGGNDNQGGNDNQGGNNNQGGNDNQGGNNNQGGNNNQGGNDNQGGNNNQGGNDNQGGNN

NNN

NSYGQQYGQONFOGQOFGOOSYNQGLNYEKQPOQOGGFQGQOFGQOSQOGGFOGQOFGOSQ

MFSDYLLNKSGSSQVDTDKNKNNTNTKNNNNK NNNNKNNKNNKNNN

YNGGYQNQQYGAYNQNQOPYNGGYNQNQQPYNGGYNQNQQYGGYNQGGNNPY SNGNDNNN

NNQYNSGNSATPNPGNNQOQSGGNSSGNTSSNNSGTNTGGNGOSTNTNTGGNTNSGSASG
AQQOSQAQTONY SNTNYNRTNSGTSTYSAPTOOAQTOOSAPOOSOTONNSSSSSSGYANE

NONSNONQONONPNONGNONGNSNANASQNPAK POHPNOKNOEKNONONPNONRNQONTEN

) TNPSGSNNNGNTOREPNHPNNGSSNGGTNN
TNNOQOKNKNNRS YQDRGOGSGOVNQGKKPTTNONNTGNTS SONROGTSQGGNONRTNNNN

N NENGQGNNNEC INNGQTDGTNNQGTNNSGQTNGTN

QOROOOOTOOROOOOOROOEQTOOROOOOORQOEQTOOROQOOFOOROOOOOROOEQTOQ

QGGYQPRQQGSYQSRGGYNNNRGGYNNNRGGYNNNRGGYNNNRGGYNNRGGYNQGGYRQOH

NSNENVTSNSNENVTSNSNENVTSNSNENVTSNSNINVYANNNYNNNNYMSNNYMNNNN

NRNNN!

D8IHIO_LACFC Window Position=86; Score=70.821 | Prion Domain:
>Terriglobus saanensis: Total=1
E8V212_TERSS Window Position=472;
>Butyrivibrio proteoclasticus: Total=2
E0S4A9_BUTPB Window Position=
EORW79_BUTPB Window Position=
>Catenulispora acidiphila: Total=2
CTPVQ6_CATAD Window Position=35; Score=56.945 |
C70254_CATAD Window Position=151; Score=52.338 |
>Xanthomonas axonopodis pv. citrumelo Fl: Total=1
G2LWS55_9XANT Window Position=98; Score=92.125 |
>Dorea formicigenerans ATCC 27755: Total=2

Score=68.751 | Prion Domain:

03; Score=73.030 |
Score=64.498 |

Prion Domain:
Prion Domain:

Prion Domain:
Prion Domain:

Prion Domain:

B0G292_9FIRM Window Position=879; Score=53.563 | Prion Domain:

BOG7R6_9FIRM Window Position=507; Score=69.372 | Prion Domain:
>Bacillus coagulans 36Dl: Total=2

G2TJG8_BACCO Window Position=170; Score=72.660 | Prion

G2TJF3_BACCO Window Position=258; Score=54.459 | Prion

>Mycoplasma pulmonis: Total=1
Q98R0O3_MYCPU Window Position=16;
>Sagittula stellata E-37: Total=1
A3K832_9RHOB Window Position=453;
>Geobacillus kaustophilus: Total=1
Q5KXY3_GEOKA Window Position=808;
>Vibrio cholerae HC-23Al: Total=1
G7ABV7_VIBCH Window Position=443; Score=61.924 | Prion Domain:
>Lachnospiraceae bacterium oral taxon 082 str. F0431: Total=5
H1LZY6_9FIRM Window Position=184; Score=52.107 | Prion Domain:

Score=60.775 | Prion Domain:

Score=71.184 | Prion Domain:

Score=57.903 | Prion Domain:

H1LU39_9FIRM Window Position=52; Score=51.216 | Prion Domain
H1LXP9_9FIRM Window Position=317; Score=70.002 | Prion Domai:
HILTA6_9FIRM Window Positio: 48; Score=55.041 | Prion Domai:
H1LU40_9FIRM Window Position=7; Score=95.095 | Prion Domain:

>Staphylococcus aureus subsp. aureus USA300 TCH959: Total=4
CS5N5P5_STAA3 Window Position=402; Score=58.368 | Prion Domain:

C5NOB7_STAA3 Window Positio: 7; 4.857 | Prion Domain:

C5N511_STAA3 Window Position=63; Score=53.123 | Prion Domain:

C5MZR3_STAA3 Window Position=58; Score=52.151 | Prion Domain:
>Weissella confusa LBAE C39-2: Total=l

H1X696_LACCO Window Position=81; Score=81.236 | Prion Domain:
>Blastopirellula marina DSM 3645: Total=4

A3ZU70_9PLAN Window Position=719; | Prion Domai

A3ZYAT_9PLAN | Prion Domai:

A4A2G3_9PLAN | Prion Domai:

A3ZTHY9_9PLAN Window Position=135; | Prion Domain:
>Alteromonas sp.: Total=1

F5Z5L2_ALTSS Window Position=113; Score=57.046 | Prion Domain:
>Listeria monocytogenes FSL J1-194: Total=2

D4PLG6_LISMO Window Position=106; Score=56.087 | Prion Domain:

D4PIS2_LISMO Window Position=306; Score=55.039 | Prion Domain:
>Rothia dentocariosa M567: Total=6

D8UTN8_9MICC Window Position=636; Score=66.268 | Prion

D8UTF8_9MICC Window Position=621; Score=64.733 | Prion

DBUQK4_9MICC Window | Prion

DBUTK7_9MICC Window Prion Domain:

Window Prion Domain:

D8UQY3_9MICC

D8UN37_9MICC Window Position=184; Score=61.950 | Prion Domain:
>Sebaldella termitidis: Total=1

D1AL27_SEBTE Window Position=147; Score=62.307 | Prion Domain:
>Achromobacter xylosoxidans: Total=1

E3HUS9_ACHXA Window Position=327; Score=61.920 | Prion Domain:
>Spiroplasma citri: Total=1

Q14PC1_SPICI Window Position=130; Score=58.935 | Prion Domain:
>Roseburia intestinalis L1-82: Total=3

C7G9V4_9FIRM Window Position=387; Score=86.904 | Prion Domain:

C7G770_9FIRM Window Position=37;
CTGAN1_9FIRM Window Positio:
>Rothia mucilaginosa ATCC 25296: Total=3
C6R596_9MICC Window Positio:
C6R1P2_9MICC Window Position=19;
C6R441_9MICC Window Position=40;
>Listeria monocytogenes FSL F2-208: Total=1
E3YBH3_LISMO Window Position=20; Score=56.087 |
>Enterococcus faecium TX0133a04: Total=2
E4I4W3_ENTFC Window Position=80; Score=52.754 |
E4IAQ1_ENTFC Window Position=210; Score=75.199 |
>Vibrio cholerae Ol str. 2010EL-1786: Total=1
G7TW12_VIBCH Window Position=443;
>Dyadobacter fermentans: Total=1
C6W100_DYAFD Window Position=202; Score=57.547
>Ruminococcus sp. SR1/5: Total=1
D4LKGY9_9FIRM Window Position=138;
>Acetonema longum DSM 6540: Total=l
FINHS7_9FIRM Window Position=6; Score=53.031 |
>Shewanella sp. PT99: Total=1

Score=66.732 |
Score=63.941 |

Prion Domain:
Prion Domain:

Prion Domain:
Prion Domain:
Prion Domain:

Score=59.979 |
Score=56.188 |
Score=52.373 |

Prion Domain:

Prion Domain:
Prion Domain:

Score=61.924 | Prion Domain:
Prion Domain:

Score=50.350 | Prion Domain:
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Prion Domain: MOSGOSQSGSNNQONANNNGNSKONONTAQSSTAQSAAQYGTLTAAQDANNDYASSTONQ



P77974_9GAMM Window Position=111; Score=53.930 | Prion Domain:
>Staphylococcus aureus subsp. aureus CGS01l: Total
ESTJI8_STAAU Window Position=64; Score=77.992
E5TMO04_STAAU Window Position=58; Score=52.151
ESTMR5_STAAU Window Position=67; Score=64.857
ESTKUS5_STAAU Window iti 00; Score=58.368
ESTIQ7_STAAU Window Score=53.123
>Staphylococcus aureus subsp. aureus M101
D6H239_STARU Window Position=67;
D6GZPO_STAAU Window iti
D6GZY5_STARU Window
D6H423_STARU Window
>Pantoea ananatis PA13: Total=1l
GTULE3_PANAN Window Position=150;
>Listeria monocytogenes FSL N3-165: Total=2
C8JSP8_LISMO Window Position=106;
C8JV89_LISMO Window Position=307;
>Bradyrhizobium sp.: Total=1

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Score=78.551

Position=66;

Score=65.183 | Prion Domain:
Score=56.780

Score=62.090

Prion Domain:
Prion Domain:

ASEP95_BRASB Window Position=352; Score=77.308 | Prion Domain:
>Enterobacter cloacae: Total=l
E3GAZ5_ENTCS Window Positio: Score=51.020 | Prion Domain:

>Rhodococcus erythropolis SK121: Total
C3JXCY_RHOER Window Position=40;
>Yokenella regensburgei ATCC 43003: Total=l
G9Z0T1_9ENTR Window Position=45;
>Staphylococcus epidermidis VCU006: Total=5
HOD7W3_STAEP Window Position=66;
HODCOO_STAEP Window Position=400;

Score=72.909 |

Prion Domain:

Score=56.842 | Prion Domain:
Score=80.329

Score=58.368

Prion Domain:
Prion Domain:

HODDU3_STAEP Window Position: Score=64.857 | Prion Domain:

HOD8C3_STAEP Window Position=55; Score=52.151 | Prion Domain:

HODCF4_STAEP Window Position: Score=53.123 | Prion Domain:
>Listeria monocytogenes ATCC 19117: Total=1

Window Position=310; Score=50.473 Prion Domain:
serovar monterrey BGSC 4AJ1:
C3F7V6_BACTU Window Position=453; Score=
C3F4E9_BACTU Window Position=292; Score=
>Enterococcus faecalis TX0102: Total=1
E2Y40Q4_ENTFA Window Position=95;
>Dysgonomonas gadei ATCC BAA-286: Total=1
F5J373_9PORP Window Position=444;
>Vibrio cholerae V52: Total=l
AlENX1 VIBCH Window Position=443;
>Vibrio cholerae 2740-80: Total=1
A1F3X3_VIBCH Window Position=443;

G3GMEO_LISMO
>Bacillus thuringiensis

Prion Domain:
Prion Domain:

Score=80.869 | Prion Domain:

Score=54.194 Prion Domain:

Score=108.526 | Prion Domain

Score=86.828 | Prion Domain:

>Mycoplasma mycoides subsp. mycoides SC: Total=2
i Score=94.606

Prion Domain:
Prion Domain:

Window Positio:
Q6MTK5_MYCMS Window Position=:

>Hafnia alvei ATCC 51873: Total=1
G9YDL2_HAFAL Window Position=46;

>Clostridium botulinum El str. 'BoNT E Beluga':

D9QX72_MYCMG

Score=53.273
Total=3

Prion Domain:

C5UQM4_CLOBO Window Position=7 Score=52.123 | Prion Domain:
C5URV5_CLOBO Window Position=74; Score=86.982 | Prion Domain:
C5UPL9_CLOBO Window Positio: 0; Score=60.472 | Prion Domain:

>Acinetobacter baumannii ABNIH1: Total=2
F9ICE1_ACIBA Window Position=296;
F9I8W5_ACIBA Window Position=11;

>Bacteroides sp. 2_2_4: Total-l
C3QNG7_9BACE Window Position=281;

>Staphylococcus aureus A5948: Total=5

Score=50.497
Score=91.377

Prion Domain:
Prion Domain:

Score=77.517 Prion Domain:

C8LDM7_STAAU Window Position=55; Score=53.123 | Prion Domain:

C8L8HO_STAAU Window Position=64; Score=77.992 | Prion Domain:

C8LIM6_STAAU Window Score=58.368 | Prion Domai:

C8LA62_STAAU Window Score=52.151 | Prion Domain:

C8LARS_STAAU Window Position=67; Score=64.857 | Prion Domain:
>Acinetobacter sp. ATCC 27244: Total=1

COVIAO_9GAMM Window Position=0; Score=52.407 | Prion Domain:

>Acinetobacter baumannii ATCC 19606: Total=1
DOC8B5_ACIBA Window Position=11;

>Roseovarius nubinhibens ISM: Total=1
A35060_9RHOB Window Position=56; Score=62.147

>Staphylococcus aureus subsp. aureus 21178: Total=5

Score=91.377 |

Prion Domain:

Prion Domain:

HOAJ96_STAAU Window Position=64; Score=77.992 | Prion Domain:
HOAFV4_STAAU Window Position=400; Score=58.368 | Prion Domai:
HOAMX7_STAAU Window Position= Score=53.123 | Prion Domain:
HOANF5_STAAU Window Position=58; Score=52.151 | Prion Domain:
HOAJI3_STAAU Window Position=67; Score=64.857 | Prion Domain:

>Caldicellulosiruptor kristjanssonii: Total=1

E4S6W0_CALKT Window Position=468; Score=54.807 | Prion Domain:
>Bacillus cereus NVH0597-99: Total=3

B324U3_BACCE Window Position=298; Score=66.668 | Prion Domain:

B32G65_BACCE Window Position=451; Score=72.462 | Prion Domai:

B3Z2P2_BACCE Window Position=49; Score=101.104 | Prion Domain:
>Listeria monocytogenes J0161: Total=2

G2JTz4_LISMO Window Position=307; Score=56.817 | Prion Domai:

G2Jp82_LISMO Window Position=106; Score=56.087 | Prion Domain:
>Enterococcus casseliflavus EC30: Tota

CYAVVS5_ENTCA Window Position=151; Score=56.580 | Prion Domain:

>Staphylococcus aureus subsp. aureus M876: Total=4
C8ARF3_STAAU Window Position=55; Score=51.345
C8ANM7_STAAU
C8AS17_STAAU
C8AMW4_STARU

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Score=78.551 |

Window Position=66;
>Staphylococcus aureus subsp. aureus MSHR1132: Total=4

G72SU6_STAAU
G7ZRN4_STAAU

Score=71.240

Score=52.319
Score=57.285

Score=79.191

Prion Domain:
Prion Domain:
Prion Domai
Prion Domain:

Window Position=62;
Window Position=65;
G7ZNM2_STAAU Window Position=391;
G7ZRG2_STAAU Window Position=65;
>Sulfurihydrogenibium sp.: Total=1
B2V6R3_SULSY Window Position=333;
>Enterococcus faecium 1,231,408: Total=2
C9BZ75_ENTFC Window Positio
C9BWQ3_ENTFC Window Position=
>Delftia sp.: Total=1l
F6AYK2 DELSC Window Position=644;
>Syntrophobacter fumaroxidans: Total=1
AOLHU6_SYNFM Window Position=785;
>Staphylococcus aureus A9754: Total=5

Score=62.712 |

Prion Domain:

0;

08;

Score=52.754
3.421

Prion Domain:
Prion Domain:

Score=51.952 Prion Domain:

Score=90.000 | Prion Domain:

D4U585_STAAU Window Position=58; Score=52.151 | Prion Domain:
D4U3EQ0_STAAU Window Position=63; Score=53.123 | Prion Domain:
D4U508_STARU Window Position=64; Score=77.992 | Prion Domain:
D4U3W8_STAAU Window Position=400; Score=58.368 | Prion Domain:
D4UTG5_STAAU Window Position=67; Score=64.857 | Prion Domain:

>Mycoplasma hyorhinis GDL-1: Total=1
G8XJW3_MYCHR Window Position=3; Score=54.963

>Gordonia neofelifaecis NRRL B-59395: Total=2
F1YID3_9ACTO Window Position=34; Score=64.479
F1YKMS_9ACTO Window Position=16; Score=59.876

| Prion Domain:

Prion Domain:
Prion Domain:
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PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
SKDVNKDNKDNSANDNQOQSNSNATNNDONQTNNNOS SNNQANNNOKSSYVAPYYGONAR
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNY TNNSQTATNNYYTGGSGASYSTTSNN
NDONNANQANNQAQNNONQQOANONQOQOQOROGGGORHTVNGQENLYRIAIQY YGSGSP
NDNKQSTONNHOKSNNONONKGOOKDNKKNQOQONNKGNKGNKKNNRNNKKNNKNNKPONQ

TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

NDNKQSTONNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

NDONNANQANNQAQNNONOOQANONOQQOQQOROGGGORHTVNGQENLYRIATQYYGSGSP
QLNQODNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

QOTLOHOOOVOOL.OROOOLOOQOLOSOOROOOAQOOOOROQOTOOOROEQHTOOOOSVOQ

NSNGGGGNNYQSSNNNNNYNSGGNNFGQAPTNNGGFGODQOQSONONYQSTNNDPFASDG
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QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
NDONNANQANNQAQNNONOQOANONOOQOQORQGGGORHTVNGQENLYRIATIQYYGSGSP
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNY Y TGGSGASYSTTSNN
SKDVNKDNKDNSANDNOQOSNSNATNNDQNOTNNNOS SNNOANNNQKS SYVAPY YGONAA
NDNKQSTQNNHOKSNNQNONKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQGSSNNNSNSSASAIIAEAQ

NQGGNDNQGGNNNQGGNDNQGGNNNQGGNDNQGGNNNQGGNDNQGGNDNQGGNDNQGGNN
GSQOGNNGNQOOGNNGRESQOGNNGNOQGNNGRGSQGNNGHOOGNNGRGSQGNNGNOQGNN

NNQSTNGQORNNNNONRHGQSNTONRSNQTNTNNONRNTQONNNGS TTNONRTSC N

NNQGGNNRPDNSNKQANNNKQANANPNARPNNNNRTENNNQONQONONKNNNHKNNRNDRN
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Q000QSOQQOAQQORPRIVRPRDNNNGNNNVNNNSNNANNNNNNEFQRNNNNONQVONQNQ

NDNKQSTQONNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
NDONNANQANNQAQNNONOQQANONOQQOQOROGGGORHTVNGQENLYRIATQYYGSGSP
SKDVNKDNKDNSANDNQQOSNSNATNNDONQTNNNQS SNNQANNNQKSSYVAPYYGONAA
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

MIMSNTNNQRNEERDNPQOONQNNDNRQOOQQOENGNRQOOKS SHOKDSNRQGSNONNQOK

NNQOQQOQONDNRNQQQHGNQOONDQOOOONNQOQOONDNRGOQQGSNQKDSGQONSNNNQ
NGNGNGNLNGNGNLNGNGNLNGNGNLNGNGNHNGNANGNANGNLNANGNLNANGNLNANG

PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
NDQNNANQANNQAQNNQNQOQANONQQOQOQRQGGGQRHTVNGOENLYRIAIQYYGSGSP
NDNKQSTONNHOKSNNONQNKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ
SKDVNKDNKDNSANDNQQQOSNSNATNNDQNQTNNNQSSNNQANNNQKS SYVAPYYGQNAA
TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
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NDNKQSTQONNHOKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
NDQONNANQANNQAQNNONQQQOANONQQQQQOROGGGORHTVNGQENLYRIATIQYYGSGSP

QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

NPSQLEQNNTYYYNNNNTYNTSYNNYSYSNYNNYNRSYQSSNYSYNNYTYNNQASSNYYH

NKDNSTNDNQQOQSNSNATNNDONQTNDNQSSNNQTTNNOKSNYVAPYYGONATSVARNIY
SNNNONTANQANNQTONNONQOQOANONQOOQROGGGORHTVSGQENLYRIAIQYYGSGSP

SQLNQDNGYYSYYYNNGYNNYSYNNYNSYSNNNYNRYNNYSNSYQSYNYNNYNSYNTNSY
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PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNY SNNNQSYNYNNYNSYNTNSY
NDQNNANQANNOAQNNONQOOANONOQOOQORQGGGORHTVNGQENLYRIATQY YGSGSP
TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

NNNONQSQNRKSNNFSNSFKNQORTNQLONQQOQONSFTNQAY SKONSQEKSFVNQAQFSDY

QQYGQPPNQQYGOQYGOQOSNQPOOQYGOAQYGOQQYGOOQYGOOGGYQQYGQOGGYQQY
SOSAYGQOQYGOQSGYGOOQYGOOAGYGQQYGGOOYGOEQYAQQYAQOQYAQQGYGYQQP



>Lactococcus lactis subsp. cremoris CNCM I-1631: Total=2

G6FEB6_LACLC Window Position=82; Score=74.930 | Prion Domain: ONNYSQGGSNTSQNNTNSGASNQGOGNSGC TNTNTGGNGSNT! NGGDNNN

G6FEM6_LACLC Window Position=266; Score=52.485 | Prion Domain: QASQ TSSNNT GGSTNTGNNNAAGTGNTGGSS
>Haloplasma contractile SSD-17B: Total:

F7PZH1 9BACT Window Position=104; Score=57.208 | Prion Domain: SRNSQSETVDVONTYNNNNNYNQGONNQGENONRGQQOPRNNANMGQGOAPNOQQOKKNNN
>Desulfuromonas acetoxidans DSM 684: Total=1

Q1K437_DESAC Window Position=451; Score=52.398 | Prion Domain: NQQDQQDQQODQQDOQDQODORDOODOODOQDOODOQDOQDOODOQDAODOODOODOODOQ
>Photobacterium leiognathi subsp. mandapamensis svers.l.l: Total=1

F2PDHO_PHOMO Window Position=453; Score=88.086 | Prion Domain: QNQONQQNQONQONQONQONQONQONQONQOKSDKQOOOSQGSKDKKQSQDNSQOSQONQ
>Corynebacterium variabile: Total=1

GOHI79_CORVD Window Position=127; Score=50.748 | Prion Domain: GNWNGGNQGGNQGNOGGYSGGNQGGQGNQGNOGGFGGNONRSAAPQOGNQGGFGGRNASN
>Burkholderia pseudomallei: Total=1

A3NGE2_BURP6 Window Position=50; Score=53.157 | Prion Domain: HGIDIDIDSGNGNGNGNGNSNSNGNSN N HRYHPH
>Staphylococcus aureus A9635: Total=6

C8MH68_STAAU Window Position=56; Score=50.002 | Prion Domain: NTNNTNENQNNNNGVTNGNQSSTPSTVQONNGSTAPANTQPSNPNQSNSNQSNSNQSSSNH

C8MET8_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

C8MBL1_STAAU Window Position=66; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8MAW1_STAAU Window Position=401; Score=58.368 | Prion Domai: NDQNNANQANNQAQNNONQQOANONQOQQQORQGGGQRHTVNGQENLYRIAIQYYGSGSP

C8MI70_STAAU Window Position=58; Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGONAA

C8MHN3_STAAU Window Position=64; Score=52.601 | Prion Domain: TGNWNPSQLTQNNTYYYNNYNTYSYNNASYNNYTNNSQTATNNYYTGGSGASYSTTSNNV
>Vibrio cholerae HC-49A2: Total=l

F8ZES8_VIBCH Window Position=443; Score=61.924 | Prion Domain: QQQQ000000000000000000000000DSSSGASGQEAQEDSSANPSNTAQEQEASSQT
>Veillonella dispar ATCC 17748: Total=1

C4FPU3_9FIRM Window Position=103; Score=53.875 | Prion Domain: QDQHOVDSQOLDOOOQQOO0Q000WQOOEPQOOOWQOOVPOOO00000WQ00VPQOO000
>Bacillus sp. B14905: Total=4

A3T4U0_9BACI Window Position=295; Score=83.370 | Prion Domain: NNAGTNNONNNQQOGSQOSSGNSQPSNOQGOASQSGONNAQSGSQQONGNNQGOGQGOGQ

A3TAQ9 9BACT Window Position=1329; Score=77.078 | Prion Domain: NGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNGNKNN

A3ICE6_9BACI Window Position=85; Score=52.151 | Prion Domain: QRQQSATSKPKANNQOHTQOF KNAKGNONRNMT YN

A3I905_9BACI Window Position=933; Score=67.248 | Prion Domain: NGN GNGN( GNGNC N GGN
>Enterococcus faecalis T1l: Total=2

C7V290_ENTFA Window Position=598; Score=60.905 | Prion Domain: QNQNONQNONONQNONQNONQNONONQNPDKSGKTTSESSLDNSLNSSANQGTKSTESTH

CTV533_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQNRSNQTNTNNONRNTQONNNGSTTNONRTSQONNNGGN
>Mycoplasma capricolum subsp. capricolum: Total=1

Q2SRQ7_MYCCT Window Position=334; Score=50.194 | Prion Domain: NLNSNFNQSISFDKTSNNSNMTNQRDSTSNQLEVEVLNNNNNNNNNNNNNNIQSVNLINN
>Microbacterium testaceum: Total=1

E8NA59_MICTS Window Position=268; Score=54.354 | Prion Domain: NNN: T NGGSGNNG! DNC NNGGGNN
>Mycoplasma iowae 695: Total=3

G4ENO6_MYCIO Window Position=72; Score=54.073 | Prion Domain: SYQGHYDNNQNYYNNNDSYNQYNENDESRFSYNNNNQQENFYNTNGNQSFVSYDNNVNRT

G4ELUT_MYCIO Window Position=57; Score=63.142 | Prion Domain: NNAYNRMPQNORQPYNNQQYVNNQEYNNQONYYYNQQQYTNGQYGNVQAQYPNOQYVNNQ

G4ENP3_MYCIO Window Position=288; Score=66.395 | Prion Domain: NMNNNTNNNFGQYDQYNNONLQYNDGNFDQGYNNMHQQODYNYNDQYYDPNGYNONYGYQY
>Bacillus cereus ml293: Total=3

C2MNC9_BACCE Window Position=335; Score=68.792 | NNGRGSQGNNGNQQOGNNGRGSQGNNGNQQGNNGR GNNGHQQGNNGRVPQGNNGNQQG

C2MRKO_BACCE Window Positio 83; 0.810 | NQGGNNNQGGSNDQDGNDNQGENDNQGGNNNQGGNNNQGENDNQGGNNNQGENDNKGGNN

C2MS48_BACCE Window Position=198; 0.349 | Prion Domain: QGHHGHQGOHGHOGHHGHOGQHGHQGHHGHQGOHGHQGYQGOQHOOHQOHQOYQOYQQOS
>Streptococcus sanguinis SK330: Total=2

F2C4F8_STRSA Window Position=50; Score=75.806 | Prion Domain: YNNYNYGYNNRYNNYNYGYNNYNYGYNNYNYGYNYGYNGYNYNYGYNNYYPGYNNWNYNY

F2C744_STRSA Window Position= | Prion Domain: GNSNGQQYGQONFQGOQFGQOPYNQGLNYEKQPQOGGEQGOOFGOOSOOGGFQGOOFGOQ
>Clostridium sp. DL-VIII: Total=2

GTLZG7_9CLOT Window Position=88; Score=60.000 | Prion Domain: NINSGNMGN SN QFNNG NMNDIGSLLNMLMGNQNGMNPNGMNMNNMNNM

GTM579_9CLOT Window Position=1300; Score=56.443 | Prion Domain: NGSSGDSNNT SGS! NDDNTSNT NNNVQTGONNN
>Idiomarina sp. A28L: Total=l

F7RZR3_9GAMM Window Position=120; Score=72.839 | Prion Domain: FGGQSQNYNQSSNOGSGQGSNQOGYAAQGSONOGOGGSONQGGQONQGSONONONQORPAQ
>Pediococcus acidilactici DSM 20284: Total=2

EONI38_PEDAC Window Positio 05; Score=54.397 | Prion Domai: NDNQNNNQNDNHONDNONNQNNNHQNDS SNNHGNONNQSYHVGDKVTIKNSASHWATGQS

EONH42_PEDAC Window Position=2718; Score=53.465 | Prion Domain: SNNGGSNNGSGSD DSDSNNGGSNNGSDSDSNNGGSNNGSDSDSNNGGSNN
>Clostridium acetobutylicum: Total=2

FOKC15_CLOAE Window Position=46; Score=56.937 | Prion Domain: SSVSGRQSFYGTQSQMSQQOGQQOGOQAQQSQQTATQOLMSQIQONFROOAQOQOOQTOOQLON

097GA9_CLOAB Window Position=46; Score=56.937 | Prion Domain: SSVSGRQSFYGTQSOMSQQGQQGOOAQQSQQTATQLMSOIQONFROQAQOQQOOTQQOLON
>Bifidobacterium animalis subsp. lactis BS 01: Total=1

HOKIY3_BIFAN Window Position=736; Score=72.868 | Prion Domain: GNSGNQNGNTSGNNGGNNGSNNGSNNGSNN: NSGDSGNSGNONGNTGGNNGSQNNTGN
>Eubacteriaceae bacterium CM2: Total=2

GI9X8EO_9FIRM Window Position=84; Score=55.930 | Prion Domain: SYNSYFSYGSYNSYNSYNSYNSYSSYNSYNSYNSYYTSYNSYNSYGSYGSFANAYSLYNS

G9X672_9FIRM Window Position=208; Score=110.785 | Prion Domain: KNOKLNC DIYIKKSY
>Acinetobacter sp.: Total=2

D8JLY8_ACISD Window Position=8; Score=79.781 | Prion Domain: NORDNQQOQQQQONDNRNNQOOPNGNOQQKDOQQOQONDNRRQOQQGSNQKDSGOONSNNNN

D8JHUY9_ACISD Window Position=295; Score=54.700 | Prion Domain: SNNN NSSNPINNLMGNNON, NTSGSNGSSISTPSINLNGNSNNSNONSISSFSON
>Vibrio mimicus MB451: Total=1

DOHOK7_VIBMI Window Position=444; Score=89.445 | Prion Domain: QQQQ0Q000000000000000000000000000000000Q0DSSSGSSGQAQQEKSSVNE
>Enterococcus faecium DO: Total=2

Q3Y2W1_ENTFC Window Position=210; Score=66.786 | Prion Domain: TNPS( TOREPNHPNN TNNASS

Q3XZ63_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQNRQGTSQGGNQNRTNNNN
>Acidovorax sp.: Total=1

AIWAV6_ACISJ Window Position=2; Score=126.263 | Prion Domain: QQGNQTONOQQQQQONOONQONOONQONQONOONQONQONOONQONQONQONQONQONQQ
>Vibrio coralliilyticus ATCC BAA-450: Total=1l

CI9NU39_9VIER Window Position=439; Score=67.657 | Prion Domain: RQQQ0OQQO00Q0Q0000Q000000000000Q0QQKSGDDSSSEQENSSQSGODSSSNEKSS
>Staphylococcus epidermidis VCU116: Total=8

FIL8W3_STAEP Window Position=357; Score=53.225 | Prion Domain: NNNNDTMNDNSNNEATFNNNDQNDGQEDTSNNNQTTDDNNYQNQYQQONNEQNNTLNDDAN

FIL9Q2_ STAEP Window Position=364; Score=75.049 | Prion Domain: NSANGGAAGSDQNANSTDNSSNQNGTANNONQGTQONNQONNGNSTQGNNNNQONTQGQQS

FIL3J9_STAEP Window Positio 86; | Prion Domai: QPSSQQODNRKQQSQSNSNTSNSSNQSVQKNTSQTQQSSNQSSSTQERSSNQSSSNNSSQON

FIL5P3_STAEP Window Position=126; | Prion Domain: SMONNTNNNNYNNHSQONSQNSTQPSTSEKPNNQQSSSQNSENKPSNQONNNNSTONKHE

FIL3L3_STAEP Window Positio 03; | Prion Domai: QNNNANNANNTNSNNONS YNNQANSONQOONQTNNTQONNSQRQOPSQONNQOQYSTGNNQ

F9L3C4_STAEP Window Position=157; | Prion Domain: NSNTESAYTESQNINNTNNNNTNNNNT! NGMSGNNINSMPKINNHSL

FIL7TAl_STAEP Window Position=60; Score=61.946 | Prion Domain: NTQNNHQKSNNKQNONNKGNQSNKDKQNNKGNHOKNNNOOKNQNKKNGONNKGKQONKNN

F9L5J0_STAEP Window Position=62; Score=62.351 | Prion Domain: SPQOAQQGNNSNYSNANQSTQSYNSYNNYNNYRTNNQTQSYNSNNGGGLGANYSTSDRNV
>Scardovia inopinata F0304: Total=1l

D6KUT8_SCATO Window Position=1; Score=50.429 | Prion Domain: QONVQGSDYQNQTAQGQFGQPQYSQPQYGONQFNONQQYGONQQAYNPQYAAQAGROFSQQ
>Staphylococcus aureus subsp. aureus 21333: Total=5

H1TPU9_STAAU Window Position=58; Scor 2.151 | Prion Domain: SKDVNKDNKDNSANDNQOQSNSNATNNDQNQTNNNQSSNNOANNNQKSSYVAPYYGONAA

H1TMD4_STAAU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQQKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPONQ

HITPN2_STAAU Window 6; Score=80.329 | Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

H1TRT9_STAAU Window Position=67; Score=64.857 | Prion Domain: TQONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

H1TP73_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANOANNQAQNNONQQOANONQQQOOQORQOGGGQRHTVNGQENLYRIAIQYYGSGSP
>Streptococcus infantis X: Total=1l

FIPFD8_9STRE Window Position=693; Score=74.470 | Prion Domain: QNAWNTILGSLPK ITNGSNDSSSN
>Staphylococcus warneri VCU121: Total=7

F3SMH7_STAWA Window Position=48; Score=60.096 | Prion Domain: QQGNYHYDWKGNWSPNOQQGNNNSYSYGNQTTONYNSNNATNNNQNTQSYTTDNTNNQGG

F3SPK6_STAWA Window Positio | Prion Domain: TQKNTQNNHNKSENKQONNOKQNNNKSNNONKONNNNKGKQONNQNNNNNKKNNKNNKNN

F3STUO_STAWA Window Positio | Prion Domain: SNNSNSTSNNQDSDHNQQATSNDNGSSSDQOAQNANGNNNSATNNNQQPSNNNDQGSSNQ

F3STF2_STAWA Window Positio | Prion Domain: NSMNQHTGSTESSSNSNFNHSQQQQASNNTHQOOFONQQYQQQHOQFQONQQYQQQPHGYQ

F3SNY3_STAWA Window Position=104; Score=53.045 | Prion Domain: AYLNGONSDNSNNQOLSQNNDQOAQNQATDNTVNTQONNDQQQTQTTDNNTTTQTNTQEQA

F3SNMO_STAWA Window Positio 00; Scor 0.013 | Prion Domain: SNSDKNSSGDNANGANSQATNNQGONGGNSQONGQGONSQONGOOGNNSQNSNSNQQGKQT

F3SQC0_STAWA Window Position=93; Score=78.513 | Prion Domain: NKQSSTONNGONAQQGSQSQQSNGONQQQSQYOQPOOSNGONQOQSQSOOPOOSTGONTQ
>Desulfotomaculum carboxydivorans:

F6B483_DESCC Window Position=140; Score=63.599 | Prion Domain: NMSQITAKATNQQGOQYGONQYSQYQNFGONQPYNQFGQYSEYNQFGONQQYGONQFSQQ

F6B3S7_DESCC Window Position=: Score=63.454 | Prion Domain: NNKDNMQSQ NQQSQ DMSNMD YNKQ
>Streptococcus mutans serotype c: Total=.

C6SR58_STRMN Window Position=i Score=73.572 | Prion Domain: NSNNNAANSQAENDSNNNNNSAESNQNQTATTANDSNSNSANQNQANSQSQANNQONONN

C6STX8_STRMN Window Position=132; Score=78.731 | Prion Domain: NQNQNONKKDQKNNNQSQONKQGOKKTNOSQNQONKNONKNQSONKONGNONONNWNONN
>Plesiocystis pacifica SIR-1: Total=1

A6GC34_9DELT Window Position=312; Score=56.906 | Prion Domain: QQQQOEQGGGQGQQOQEQQGGOQQ0EQGGGOGROOEQQQGGEQQOQQGEQQQGEQQQGGQ
>Bacteroides sp. 1_1 30: Total=l

F7M905_9BACE Window Position=278; Score=68.323 | Prion Domain: SHPQOQOQQSQQQQRPRIVRPRDNNNGNNNVNNNSNNANNNNNNFQRNNNNQNOVQNONQQ
>Enterococcus faecalis TX0109: Total=

EOHSE9_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQQRNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTSQNNNGGN
>Staphylococcus epidermidis VCU109: Total=4

FILQY2 STAEP Window Position=373; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNONQQDNANQNSNNQOATQGOQSHTVYGQENLY

FILNO5_STAEP Window Position=106; Score=55.201 | Prion Domain: NNKQKPNONKTNQSDHQPAQSTPQQSSQHNNQSDSQONGNSNNNSNNONHGTNGNONKNR



FILRK6_STAEP Window
F9LSCY9_STAEP Window
>Borrelia garinii PBr: Total=1
B7XSCO_BORGA Window Position=834;
>Coprobacillus sp. 3_3_56FAA: Total=l
GI9OXE3_9FIRM Window Position=273;
>Bacteroides ovatus SD CMC 3f: Total=l
D4WKL2_BACOV Window Position=311;
>Campylobacter curvus: Total=1
ATGXQ3_CAMCS Window Position=99;
>Staphylococcus haemolyticus: Total=6
EBPS_STAHJ Window Position=428; Score=72.220 | Prion Domain: N:

Score=69.946
Score=60.215

Position=69;
Position=146;

Prion Domain:

Score=69.172 | Prion Domain:

Score=53.719 |

Prion Domain:

Score=78.633 |

Prion Domain:

Score=61.717 |

Prion Domain:

Prion Domain:

YNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
QONKSNQSSENRQSTONKSNQTQSTRPONNGNSGNQNAS SGONTOKONNNNONSQSSKKD

DL LENSNNNN

NGGNNNN: DSGNNNN

NNNNDSSTSDNLGEKIYARAYAKLGSRY
NNNGNNNANNNGNNGNNANNNFQRNNNNQNQVQNPNONQNQNONQORS PMPRAAQONNAG
NMEMLGGGNSQQGGYNQNNQGGGY SQGGYNQSSYNNSGYNAQSGGYNQONSQORPONQQSA

DNSTSSNSSDN: DNNGNNSNSDNNNGNSQATSNN:!

Q

IF2_STAHJ Window Position=55; Score=73.585 | Prion Domain:
QA4L8F4_STAHJ Window Position=48; Score=60.206 |
Q4L9E3_STAHJ Window Position=49; Score=66.738 |
Q4L4P5_STAHJ Window Position=134; Score=67.862 |
Q4L6F4_STAHJ Window Position=690; Score=54.419 |
>Vibrio parahaemolyticus AQ3810: Total=2
A6AX38_VIBPA Window Position=358;
D7RXD3_VIBPA Window Position=15;
>Prevotella multiformis DSM 16608: Total=1

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Score=101.576
Score=108.390

Prion Domain:

FOF4S1_9BACT Window Position=178; Score=50.945 | Prion Domain:
>Bacillus cereus Rock3-42: Total=2

C2VWE7_BACCE Window Position=292; Score=76.134 | Prion Domain:

C2VZS7_BACCE Window Position=615; Score=54.266 | Prion Domain:
>Catonella morbi ATCC 51271: Total=2

C4FTD9_9FIRM Window Position=151; Score=56.916 | Prion Domain:

CAFTZ5_9FIRM Window Position=184; Score=54.574 | Prion Domain:

>Bacillus cereus AH1271: Total=2
C2YXW3_BACCE Window Position=37; Score=83.135
C2YXW8_BACCE i iti 31; Scor 9.012
>Staphylococcus aureus subsp. aureus 21334: Tota

Prion Domain:
Prion Domain:

4

HOCRE2_STAAU Window Position=68; Score=84.863 | Prion Domain:
HOCK24_STAAU Window Position=400; Score=58.368 | Prion Domain:
HOCL75_STAAU Window Positio: 5; Score=53.123 | Prion Domain:
HOCKE9_STAAU Window Position=67; Score=64.857 | Prion Domain:

>Enterococcus faecalis TX2137: Total=1
E6HK92_ENTFA Window Position=95; Score=80.869
>Listeria monocytogenes serotype 4b str. H7858: Total=l
Q4EK80_LISMO Window Position=106; Score=56.087
>Enterococcus faecalis TX4248: Total=1
E0G169_ENTFA Window Position=95;
>Staphylococcus aureus subsp. aureus 21264: Tota

Prion Domain:

Prion Domain:

Score=80.869
4

Prion Domain:

H1T6S5_STAAU Window Position=55; Score=51.345 | Prion Domain:
H1T3B6_STAAU Window Position=400; Score=58.368 | Prion Domain:
H1S8ZJ4_STAAU Window Positio: 6; Score=78.551 | Prion Domain:
H1TOH7_STAAU Window Position=67; Score=64.857 | Prion Domain:

>Lachnospiraceae bacterium 8 1 57FAA: Total=2
E5XI87_9FIRM Window Position=278;
ESXFX0_9FIRM Window Position=744;
>Alteromonadales bacterium TW-7: Total=1
AOY2A2_9GAMM Window Position=105;
>Clostridium bolteae ATCC BAA-613: Total=l
ABRNP8_9CLOT Window Position=16;
>Staphylococcus aureus subsp. aureus 2118

Score=56.219
Score=84.553

Prion Domain:
Prion Domain:
Score=55.777 |

Prion Domain:

Prion Domain:

F3T169 STARU Window Position=64; Score=77.992 | Prion Domain:
F3T464_STAAU Window 7; 4.857 | Prion Domain:
F3T698_STAAU Window 8; Score=52.151 | Prion Domain:
F3T5S8_STAAU Window 5; Score=53.123 | Prion Domain:
F3T8P8_STAAU Window Position=400; Score=58.368 | Prion Domain:

>Psychrobacter arcticus: Total=l

Q4FR27_PSYA2 Window Position=118; Score=50.236 | Prion Domain:
>Leptotrichia buccalis: Total=1

CTN966_LEPBD Window Position=236; Score=54.765 | Prion Domain:
>Eremococcus coleocola ACS-139-V-Col8: Total=l

E4KQC5_9LACT Window Position=129; Score=50.449 | Prion Domain:
>Lactococcus lactis subsp. lactis: Total=4

D2BNO7_LACLK Window Position=239; Score=66.858 | Prion Domain:

F2HNW2_LACLV Window Position=266; Score=52.485 | Prion Domain:

F2HNZ1_LACLV Window Position=246; Score=71.552 | Prion Domai:

Q9CDJ1_LACLA Window Position=267; Score=56.650 | Prion Domain:

>Vibrio parahaemolyticus 10329: Total=1
F3S0B5_VIBPA Window Position=445; Score=122.640

>Staphylococcus aureus subsp. aureus MRSA131: Total=4
E7MV05_STAAU Window Position=402; Score=58.368
ETMSK9_STAAU 3;
ETMYZ5_STAAU
E7MYG7_STAAU Window Position=58;

>Staphylococcus aureus subsp.
G8RDS2_STAAU Window
G8RGA6_STAAU Window
G8REU2_STAAU Window

| Prion Domain
|

|

|

|

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Score=52.151
aureus M013: Total=5

8; Score=52.151
00; Score=58.368
Position=67; Score=62.568
GBREI6_STAAU Window Position=55; Score=53.123
GBRDB8_STAAU Window Position=66; Score=80.329
>Vibrio cholerae TM 11079-80: Total=1
C2I9N3_VIBCH Window Position=443; Score=53.371
>Xanthomonas vesicatoria ATCC 35937: Total=1
FOB7I7_OXANT Window Position=94;
>Streptomyces bingchenggensis: Total=1
D7C015_STRBB Window Position=157;
>Mycoplasma conjunctivae: Total=1
Q8GIZ2_9MOLU Window Position=1166;
>Prevotella pallens ATCC 700821: Total=1
FIDJB6_9BACT Window Position=170;
>Spirosoma linguale: Total=1

Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:
Prion Domain:

Prion Domain:

Score=70.826 |

Prion Domain:

Score=70.731 |

Prion Domain:

Score=51.470 | Prion Domain

Score=56.462 |

Prion Domain:

D2QL26_SPILD Window Position=449; Score=56.572 | Prion Domain:
>Vibrio cholerae MZO-2: Total=1l

AG6AQVS5_VIBCH Window Position=443; Score=61.924 | Prion Domain:
>Vibrio cholerae HC-19Al: Total=1

G6ZIV9_VIBCH Window Position=443; Score=61.924 | Prion Domain:
>Vibrio parahaemolyticus AQ4037: Total

D7RXD4_VIBPA Window Position=16; Score=122.640 | Prion Domain:

E1D7Y3_VIBPA Window Position=445;
>Clostridium difficile NAP07: Total=1
D5RX72_CLODI Window Position=568; Score=52.009

Score=122.640 | Prion Domain

Prion Domain:

>Staphylococcus aureus subsp. aureus 2123 Total=5
HOD4A8_STAAU Window Position=67; Score=64.857 | Prion Domain:
HOD734_STAAU 8; Score | Prion Domain:

HOD3Y5_STAAU
HODOW7_STAAU
HOD4Q7_STAAU

Prion Domai:
Prion Domain:
Prion Domain:

Window Position=64; Score=77.992

>Vibrio cholerae HCUF0l: Total=l

F9AAF5_VIBCH
>Vibrio cholerae 623-39: Total=1l

A6AG31_VIBCH Window Position=443; Score=61.924
>Parascardovia denticolens DSM 10105: Total=1l
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>Streptococcus sanguinis ATCC 29667: Total=l

FO9E1P6_STRSA Window Position=155; Score=58.894 | Prion Domain: NSYGQQYGQONFQGOQFGQQSYNQGLNYEKQPQOGGFQGQOFGOQSQQGGFQGOQFGQSQ
>Legionella pneumophila serogroup 1l: Total=1l

D5TA75_LEGP2 Window Position=50; Score=59.194 | Prion Domain: NQNTQONQLNQPVQOSNGQQPTQTIONNQONQPSQTGEQQSNONTQONNQONQPAQQQTTQQ
>Arcobacter butzleri Jv22: Total=l

E6L4R8_9PROT Window Position=140; Score=58.101 | Prion Domain: SRNHQNQDNQNQQOKPNYNONHSSNTNFKGVGNQQTARONOTONONSRNVNQNPNNKHNN

>Mycoplasma hyopneumoniae: Total=5
RS6_MYCH2 Window Position=131; Score=61.286 | Prion Domain: QQATKNQONFQONQQNQTSQYRENSRONQDDFQQVSSNQONFGONQQONQSGYHRENNRON
RS6_MYCHJ  Window Position=128; Score=60.208 | Prion Domain: QQDQOOATKNQONFQONQONQASQYRENSRONQDDFQOVSSNQONFGONQONQSGYHRENN
RS6_MYCH7 Window Position=131; Score=60.050 | Prion Domain: QQATKNQONFQONQONQTSQYRENSRONQDDFQQVSSNQONFRONQONQSGYHRENNRON

E40SZ5_MYCH1 Window Position=131; Score=63.672 | Prion Domain: QOGTKNQONFQONQONQTSQYRENNRONQDDFQQVSSNQONFGONQONQSGYHRENNRON

Q4A8M3_MYCH7 Window Position=96; Score=65.812 | Prion Domain: FEHSSNLILLEYDLFL IATYITNM
>Vibrio cholerae RC9: Total=l

C2IF87_VIBCH Window Position=443; Score=107.225 | Prion Domain: QQQ0Q00000000000000000000000000000000000000000000000DSSSGASG
>Leptospira interrogans serovar Pomona: Total=1

Q2TME6_LEPIR Window Position=76; Score=55.540 | Prion Domain: PNNNSDSSSNATTNSQTSGNN: NSN: TSVGSNSDS
>Enterococcus faecalis TX1302: Total=1

E6G2U3_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGQORNNNNONRHGQSNTQNRSNQTNTNNONRNTQONNNGSTTNONRTSQNNNGGN
>Lactobacillus crispatus MV-1A-US: Total=1

C7Y2T4_9LACO Window Position=297; Score=50.863 | Prion Domain: NNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATRQOSSROQSSTTQSSADTNNGNDGGNNNN
>Helicobacter acinonychis: Total=1

Q17YA7_HELAH Window Position=849; Score=50.913 | Prion Domain: SFNNANFNNNASFNFNNSSATTSFIGNFTNANSNLQIAGNAVEGNSTNSNGSQNNANEFNN

>Staphylococcus epidermidis: Total=10
EBPS_STAES Window Position=361; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNQNQQODNANONSNNQOATQGQQSHTVYGQENLY
SSAA_STAEP Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
SSAA_STAEQ Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
EBPS_STAEQ Window Position=361; Score=60.660 | Prion Domain: SDNSSSNPNATSTNNNDNVANNNSNYTNQNQQDNANONSNNQOATQGQQSHTVYGQENLY
SSAA_STAES Window Position=69; Score=69.946 | Prion Domain: SYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLGASYSTSSSN
QSHKT8_STAEQ Window Position=83; Score=54.411 | Prion Domain: NNNQQSGSNKNNSSENNKQKPNONKTNQSDHQPAQSTPOOSSQOHNNQSDSQONGNSNNNS

Q5HQV7_STAEQ Window Position=146; 0.215 | Prion Domai QONKSNQSSENRQSTONKSNQTQSTRPONNGNSGNONAS SGONTQKQNNNNONSQSSKKD

Q8CTD8_STAES Window iti 56; 0.215 | Prion Domai QONKSNQSSENRQSTONKSNQTQSTRPQNNGNSGNQNAS SGONTQKQNNNNQNSQSSKKD

Q8CQX8_STAES Window 1; Score=56.704 | Prion Domain: NNNQOSGSNKNNSSENNKQKPNQNKTNQSYHQPAQSTPQQSSQHNNQSDSQONGNSNNNS

D2JCB8_STAEP Window Position=156; Score=56.817 | Prion Domain: NSNTESAYTESQNINNTNNNNTNNNNTNSNNNGSNGMSGNNINSMPKINNHSLHSNHENN
>Bacillus cereus AH1134: Total=1

BSULE1_BACCE Window Position=284; Score=65.514 | Prion Domain: QQENRGNQQOENNSREAQQGNNGNOQGNNGRGSQQOGNNGNGQGNNGRGSQQGNNGNGOGNN
>Neisseria meningitidis serogroup C / serotype 2a: Total=1

A1KSN2_NEIMF Window Position=57; Score=58.711 | Prion Domain: NNKQQTTNNKQQTTNNKQQTTNNKQQTTNNKQOTTNNKQQOTTNNKQOTTNNKQQTTNNKQ
>Bacteroides sp. D2: Total=1

ESCCR7_9BACE Window Position=311; Score=76.344 | Prion Domain: NNNGNNNANNNGNNGNNANNNFQRNNNNONQVONPNONONQNQNQORLPMPRAAQONNAG
>Lactobacillus vaginalis ATCC 49540: Total=1

C2EUI5_9LACO Window Position=122; Score=64.402 | Prion Domain: TQHYSNQDQHTTDNNGGNTTSSQNSTPQSNC HOSNNSGN TGS
>Pantoea ananatis LMG 5342: Total=l

GIYRUK6_PANAN Window Position=150; Score=65.183 | Prion Domain: QQTLOHQQQVQQLORQQOLOQQOLOSOORQQOAQQQOOROO0IQQOROEQHTOQQQSVOQ
>Streptococcus infantis ATCC 700779: Total=1

EBK2C5_9STRE Window Position=791; Score=90.866 | Prion Domain: SLPK NNNNNITNGSNDSSSNRLQ
>Corynebacterium matruchotii ATCC 1426 Total=1

EODCH8_9CORY Window Position=245; Score=59.583 | Prion Domain: NNANNGNNQGNQDNNANNGNNNQDGNKPDNGNKPDNKPADQANNGNNOANQANONNQGNN
>Eggerthella sp. 1_3_56FAA: Total=2

E5X6K9_9ACTN Window Position=163; Score=51.501 | Prion Domain: GAQQQQPQ NNRRONASNAGKQNN! NROKQGGGONRQNNSQNQRROQRRQHDNNRGN

ESX8Y1_9ACTN Window Position=18; Score=60.999 | Prion Domain: SSDNAGNNDNGGDNANPATENNDNGNGNNGDNNNGNNNADNNNSNNGNNNNGNQMGDGSS
>Bacillus cereus W: Total=2

B3YUW1_BACCE Window Position=481; Score=72.462 | Prion Domai NQGGNDNQGGNNNQGGNDNQGGNNNQGGNDNQGGNNNQGGNDNQGGNDNQGGNDNQGGNN

B3YXN7_BACCE Window Position=307; Score=68.084 | Prion Domai: QQOENNGRGSQGNNGNQQGNNGRGSQGNNGNQOGNNGRESQGNNGNQQGNNGRGSQGNNGN
>Enterococcus faecalis CH188: Total=1

C7VC34_ENTFA Window Position=95; Score=82.647 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNQNRNTONNNGSTTNONRTN(
>Vibrio sp. EJY3: Total=1

H2IMF1_9VIBR Window Position=445; Score=103.796 | Prion Domain: Q0000000000000000000000000000000000000000000SONDODOEQGOOSONR
>Paenibacillus sp. HGF7: Total=5

F5LGY96_9BACL Window Position=120; Score=75.140 | Prion Domain: NO: DK NNGNQGNGQGNGQGNC NGQ! NN

F5LBX3_9BACL Window Position=0; Score=61.392 | Prion Domain: MNQQONNQNRQLSYQOOQOQQHNQRQQQLEQLFQQOSAYPYSQGFQONQQOPNQOONRQSGST

F5SLCW2_9BACL Window Position=67; Score=54.431 | Prion Domain: ONQNONQONQDQOSGTGGSQSARR GKROOSQDGONQQDSSSGGGNQOAQGY SOQONGS

F5LGM4_9BACL Window Position=209; Score=136.242 | Prion Domain: GGQGONNNQNNNONNNQNNNONNNQNNNONNNONNNONNNONNNONNNONNNONNNONNN

F5LP61_9BACL Window Position=1386; Score=54.759 | Prion Domain: GGSSGND DNGSEGNNGNNGNNGNN( NNGNNGNN( GKVTA

>Staphylococcus aureus subsp. aureus CGSO Total=4
ESTC93_STAAU

ES5TGO1_STAAU

| Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
| Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

ESTE68_STAAU Window Position=55; Score=51.345 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQOONNKGNKGNKKNNRNNKKNNKNNKPQSQ

ESTA13_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQNNQNOOQANONQOOOQQRQGGGORHTVNGQENLYRIAIQYYGSGSP
>Staphylococcus aureus A9763: Total=4

C8MSC8_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

C8MUL19_STAAU Window Position=64; Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8MXS6_STARU Window Position=55; Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPONQ

CBMVH9_STAAU Window Position=400; Score=58.368 | Prion Domain: NDQNNANQANNQAQONNQNQQQANONQQOQOQQORQGGGORHTVNGQENLYRIAIQYYGSGSP
>Bacteroides xylanisolvens SD CC 1lb: Total=1

D4VKP3_9BACE Window Position=281; Score=78.582 | Prion Domain: QQQQOSQQQOAQQORPRIVRPRDNNNGNNNVNNNSNNANNNNNNEQHNNNNONQVONONQ
>Streptomyces viridochromogenes DSM 40736: Total=2

DIX3K8_STRVR Window Position=150; Score=56.677 | Prion Domain: GOAGGGQONNDGONQDGONQDGONQDGONQDGONQDGONQDGONQGGODQGOGGNGGQGGN

DIWYZ3_STRVR Window Position=561; Score=66.658 | Prion Domain: GGGONQRNGNGNGQGONQNONONONONQOGNGEFPGGGFPGGGONQQGOQGOQGRNQONGD
>Ethanoligenens harbinense: Total=1

E6U8J7_ETHHY Window Position=306; Score=62.423 | Prion Domain: GQONGNATNNNNANGGNTNNNAGGONGGTGGFGGPGGQONGNTANNNNANGGSTNNNAGGON
>Streptococcus salivarius SK126: Total

C2LT02_STRSL Window Position=39; Score=50.416 | Prion Domain: NNYSYNSWYNNYYPNYGYNYGYNGYYPVYNYNYGYNYGYNNYYPNYNYGYNYNYDYGYNN
>Pasteuria ramosa: Total=l

E7D2A3_9BACL Window Position=55; Score=51.907 | Prion Domain: NQQQOHQQOOOANAIQPATTSGSNGGSVSNGSSSGS NG:
>Flavobacterium johnsoniae: Total=1

ASFAWO_FLAJL Window Position=176; Score=50.304 | Prion Domain: INPNONKNONPNQNONPNONQNQNPNQNGNGNGNNGNONQONHKNKKNNNNFRDSDFEFDG
>Ruminococcus torques ATCC 27756: Total

ASKN18_9FIRM Score=96.396 | Prion Domain: QNGNDNNGNNNNGL NNN; NTSA

ASKMW4_9FIRM Window Position=278; Score=56.219 | Prion Domain: NYQNAGTDHMNQNSKTNCESQAGSTNYEGONMGTNYNNQGTNYNNQGPNYNNQGTNYNNQ
>Lactobacillus johnsonii: Total=7

DOR278_LACJF Window Position=226; Score=63.556 | Prion Domain: TDNNT ODNSAASQKSSATSSSSNTAANNNNSNTNSS

DOR439_LACJF Window Positio 34; 7.399 | Prion i QRO TSNNNSNTQAQONNNRQONEKQP] QNONTNNQGNNONQQONQENNSNNN

DOR456_LACJF Window Position=310; 9.298 | Prion HNDESQHSQSQSSTSTQSSNNKESSQQSQT DTNHNNQGQAQNNQOSAASQONH

DOR563_LACJF Window Position=278; 8.773 | Prion GOSNQSSQSSSTRQSSATTQSSTNNVNNOTQONQONKNTONGQTTONNTONTONTQGQTN

Q74KB4_LACJO Window Position=278; 2.700 | Prion GOSNQSSQSSSTROSSATTQSSTNNVNNQTQONQONONTONGQTTONNTONTONTQGOTN

Q74LNO_LACJO Window Position=230; 0.701 | Prion NSSNTNNT QDNNAASQKSSAT NTT TNSSSTSSN

Q74JB2_LACJO Window Position=734; 7.726 | Prion QRQSSSTSNNNSNTQTONNNRQTEKQPENNNNNSQONONTNNQGNNONOOONQGNNSNNN
>Ktedonobacter racemifer DSM 44963: Total=3

D6TE88_9CHLR Window Position=132; Score=55.300 | Prion Domain: NYQVNSQYK( YYSGSHQGN. YNWGENQI QVSNNRHTFGNQ

D6TKHO_9CHLR Window Position=554; Score=62.140 | Prion Domain: GYNGQQGFNGQQGFNSQQGFGGQQGFNGQQGSNGOOGFNGQOGSNGQQGFNSQOGFGGOQ

D6TEJY_9CHLR Window Position=132; Score=55.076 | Prion Domain: QGNSGNQGYNVGNNODNASNSGNOVNNQANSIRNQFNAPGSQVDNQGNTIGYQVNNNSYS
>gamma proteobacterium HdN1: Total=2

E1VP83_9GAMM Window Position=503; Score=81.910 | Prion Domain: QQQQSNQOQQSGQOQOSGORQOSDOOQOOSDOOOOSDOOOOSDOOOOSDOOQOSDOOQOSN

ELVQF1 9GAMM Window Position=122; Score=50.464 | Prion Domain: TSASQONTGASQONTSASQNTSASQONTSASONTSASQONTSASQONTSASQONTSASONTGASON
>Nitrobacter hamburgensis: Total=1

Q10J85_NITHX Window Position=62; Score=51.735 | Prion Domain: YSTNDNLNGNGNLNGN DNSNSNDNSNSNSDTNNLSNSLSNSDSN
>Lactobacillus johnsonii DPC 6026: Total=4

F4AE62_LACJH Window Position=734; Score=87.726 | Prion Domain: QRQSSSTSNNNSNTQTQNNNRQTEKQPENNNNNSQQNONTNNOGNNQONQQONOGNNSNNN

F4ADP2_LACJH Window Position=230; Score=60.701 | Prion Domai: NSSNTNNTSSN:. QDNN; QKSSAT NTT TN: TSSN

F4AEF5_LACJH Scor: 1.943 | Prion Domai HNEESQHSQSQSSTSTQSSDNKESSQOSQANNSNNSSDTNHNNQGQAQONNQOSAASQQSH

F4AG95_LACJH Window Position=280; Score=65.676 | Prion Domain: SNQSSQSSSTRQSSATTQRSTNNVNTQTQONHONONTONGOATQONNTONTQGQTNTTONN
>Lactobacillus salivarius ACS-116-V-Col5a: Total=l

E1JK86_9LACO Window Position=64; Score=54.993 | Prion Domain: NTAATNSQQVTQQONSDSYQTONNAQQAQNNNNTYQANKQTSNSQNDPYNYQGTLSDEVN
>Lactobacillus jensenii 269-3: Total=2

C4VNK4_9LACO Window Position=60; Score=54.815 | Prion Domain: NQNSSTETSSQSNANET NANGONTGSL TNTQGATNNSQTNTGRANNSNS

C4VKY1_9LACO Window Position=714; Score=50.427 | Prion Domain: NK HEDGST! o} GGSPNNNQGTTTNNQTNNNNNTGONNGGGN

>Bacteroides xylanisolvens XBlA: Total=1



D6D582_9BACE Window Position=281; Score=77.517 | Prion Domain: QOQQOSQQOOQAQQQORPRIVRPRDNNNGNNNVNNNSNNANNNNNNFQRNNNNONQVONONQ
>Bacillus cereus Rock4-2: Total=2

C2WQB3_BACCE Window Position=294; Score=73.437 | Prion Domain: QQGNNGNQQGNNGRGSQQ( JGNNGRGSQQ DGNNGRGSQQGNNGNEQGNN

C2WU47_BACCE Window Position=241; Score=52.316 | Prion Domain: QGHQGOHHGHQGHHHHQGHQGOHGHHGHQGOHHGHQGOOHOOHQOHOOYQQYQOQQOSSP
>Bacillus thuringiensis subsp. jegathesan: Total=1

C11BA BACTJ Window Position=662; Score=50.704 | Prion Domain: SSTYEQGYNNNYNQNSSSMYDQGYNNSYNPNSGCTCNQDYNNSYNQNSGCTCNQGYNNNY
>Neisseria lactamica: Total=1

E4ZEM9_NEILO Window Position=55; Score=57.768 | Prion Domain: ISNNKQOTTNNKQQOTTNNKQQTTNNKQQTTNNKQOTTNNKQOTTNNKQOTTNNKQOTTNN
>Enterococcus faecalis TX1341: Total=1

E6IP11_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOQRNNNNONRHGOSNTONRSNQTNTNNONRNTONNNGSTTNONRTSONNNGGN
>Francisella cf. novicida: Total=3

F4BH58_FRACN Window Position=158; Score=107.064 | Prion Domain: QT

F4BJT5_FRACN Window Position=668; Score=87.403 | Prion Domain: QNNDQNNDQNNDQNNDQONNDONNDQNNDQNNDQNNDONNDONNDONNDQNNDQNNDQONNN

F4BE77_FRACF Window Position=656; Score=87.403 | Prion Domain: QNNDONNDQNNDQNNDQNNDQNNDQNNDONNDONNDQNNDQNNDQNNDONNDONNDONNN
>Bacillus thuringiensis subsp. medellin: Total=1

C11BB_BACTV Window Position=671; Score=55.187 | Prion Domain: QGYNDNYNQNTSSGYEQGYNDNYNONTSSGYEQGYNDNYNONTSSGYEQGYNDNYNONTS
>Bacteroides caccae ATCC 43185: Total=1

A5ZIY7_9BACE Window Position=280; Score=61.321 | Prion Domain: QQAPQPQOOAHOQQQQQRPRIVRPRL FQRNNNONONQQ
>Staphylococcus aureus subsp. aureus TCH70: Total=

ELE6F3_STAAU Scor: 3.123 | Prion Domain: NDNKQSTQNNHQKSNNONQNKGQOKDNKKNQOONNKGNKGNKKNNRNNKKNNKNNKPQONQ

E1E304_STAAU Score=80.329 | Prion Domain: QLNQODNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

E1E5T3_STAAU 02; Score=58.368 | Prion Domain: NDQONNANQANNQOAQNNONOQOANONQOQQOOORQGGGORHTVNGQENLYRIAIQYYGSGSP

E1E2G8_STAAU Window Position=67; Score=64.857 | Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
>Listeria welshimeri serovar 6b: Total

AOAEM2_LISW6 Window Position=105; Score=52.898 | Prion Domain: RNSNGGGGNNYQGGNNNNY! QAPTNNGGFGODQQOQSQONQONYQSTNNDPFASDG
>Bacillus cereus Rockl-15: Total=3

C2UK57_BACCE Window Position=509; Score=79.111 | Prion Domain: NNNQGENNNQGENNNQDENNNQGENNNQGENNNQGENNNQGGNNNQGGNNNQGGNNNQDN

C2UGL1_BACCE Window Position=310; Score=70.631 | Prion Domai:

QOGNNGNQQGNNGRGSQQGNNGNGOGNNGRGSQQGNNGNEQGNNGRESQQGNNGNGQGNN
L

C2UN90_BACCE Window Position=49; Score=110.781 | Prion Domain:
>Deferribacter desulfuricans: Total=1

D3PF84_DEFDS Window Position=352; Score=98.599 | Prion Domain: NQQFQQFNSQQTNNSNQQTVNQQC QLOSNHVNONQONNQONNQQOSHONNON
>Chloroherpeton thalassium: Total=1

B3QY77_CHLT3 Window Position=148; Score=74.873 | Prion Domain: QNQONQONOKKQNOOKQOOQDQOKQDOONQDOOKQDOONODOOOODOOKNODOONODOON
>Lactobacillus oris F0423: Total=1

F9JHX0_9LACO Window Position=75; Score=50.512 | Prion Domain: ANNRSTAGNDQDTPTNSTQQSNNNTDSNQSRQTTNNNDSGNSNQTNSTGGNSTGTTTNQQ
>Enterococcus faecalis S613: Total=1

D4EKF1_ENTFA Window Position=95; Score=80.869 | Prion Domain: NNQSTNGOORNNNNONRHGQSNTONRSNQTNTNNONRNTONNNGSTTNONRTS(
>Bacillus sp. INLA3E: Total=1

H1IA20_9BACI Window Position=53; Score=72.457 | Prion Domain: QNNNNNNNNNNNNNNNNNQKNGQONNNQNNDQONNNONTVVYYQARHVKSISEDSKTNST
>Staphylococcus aureus 930918-3: Total=2

C8KMB4_STAAU Window Position= Score=77.992 | Prion Domain: PSQLNQODNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

C8KJM8_STAAU Window Position=! Score=53.123 | Prion Domain: NDNKQSTQNNHQOKSNNONONKGQQOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
>Acinetobacter lwoffii SH145: Total=1

DOSW41_ACILW Window Position=8; Score=91.010 | Prion Domain: QOKQQQQQQQQONQDOOROONNOONPNQOONNQOOOOPOGGOHNQOORDOQOONOOGOOO
>Bacillus pseudofirmus: Total=2

D3FUB4_BACPE Window Position=98; Score=55.309 | Prion Domain: GSAGSSPVTNORQDGSTSTNSQTNOQSNONOQTNQONQSQONNNOTTNSRSGMGGGGFFG

D3FX68_BACPE Window Position=928; Score=65.914 | Prion Domain: NDGGNGESDC NQ
>Staphylococcus hominis SK119: Total=6

C2LWQ8_STAHO Window Position=76; Score=51.351 | Prion Domain: QDTQETATNEQVQSQOQTQETATOEQQQTQOANNTQQTPOOQONNONYNQTQQTNONVKL

C2LWZ6_STAHO Window Position=69; Score=63.301 | Prion Domain: NYNYNYNYNTYNNYSNTNSTYSYNNYNTNNSNQVASNPTQSYTTSNQQTGGLGAASTSNN

C2LVP6_STAHO Window Position=175; Score=57.058 | Prion Domai: NNDSKQTHSTHNQNSONSTQYNHTNESNTTKDNTNNVNQONSTLNTTQNTQSNNTNNNINQ

C2Lz52_STAHO Window Position=70; Score=67.778 | Prion Domain: SNHSQSNYNNNYSNNSYNYNSNYSYTTNNNQTSTNNNQSYTTNNTTGGLGANTASTSNSN

C2LWZ3_STAHO Window Positio 3; Score=60.672 | Prion Domain: NQATQQVNQQKQYNNSEQQONLNHQONONQLOKQGYNHQQTSQSNIAHQARQINHSNLNN

C2M0OM8_STAHO Window Position=718; Score=58.770 | Prion Domain: NSTSTSDNNSNTTSTTNGNTTTNTGNTTDN TT TTSTQONNNNDNTNNN
>Neisseria lactamica Y92-1009: Total=1

E1P2P0_NEILA Window Position=57; Score=58.711 | Prion Domain: NNKQQTTNNKQQOTTNNKQQTTNNKQQTTNNKQOTTNNKQOTTNNKQOTTNNKQQTTNNKQ
>Enterococcus casseliflavus EC20: Tota

C9ATR4_ENTCA Window Position=151; Score=56.580 | Prion Domain: NQGQONRPNNQGQONRPNNQGQONRPNNQGQONRPNNQOGQONRPNNQGQONRPNNQGOON
>Acinetobacter radioresistens SK82: Total=2

C6RNU7_ACIRA Window Position=0; Score=54.981 | Prion Domain: MANQDNKRDNNQRQQQGSNNQQOQSGSNNOKQOGGGGONSRQOSQOSGNNSSGRGFASMD

C6RQL5_ACIRA Window Position=80; Score=74.860 | Prion Domain: DQQNYNPQGOONQYNQQSQOGSSQSQQGONMGOOGMSQOGQSLNQQGGVNNNOOGTNRGQ
>Prevotella tannerae ATCC 51259: Total=1

C9LE50_9BACT Window Position=21; Score=54.737 | Prion Domain: QYNNGQROYNNGQPQYSNGQTQYNNGQPQYNNGOPQYNNGOPQYNNGQPQYNNGQPQYNN
>Xylella fastidiosa subsp. sandyi Ann-1: Total=1

03R4J8_XYLFA Window Positio Score=70.774 | Prion Domain: QRSHDACVIVSLQGSRYIVGOOO0000000000000000000000000000000000000
>Listeria seeligeri serovar 1/2b: Tota

D3UL91_LISSS Window Position=1635; Score=54.444 | Prion Domain: NSSNSGNSSN: T TTNNSNKEGQQTNNSLPDTGDTNNS

D3UK73_LISSS Window Position=106; Score=55.493 | Prion Domain: NSNSGGGNNYQGGNTTNNSNYNNGGNNFGQAPTNNGGFAQDQQQSONONHQSTNNDPFAS
>Bacillus anthracis str. A0465: Total=1

B1GCS5_BACAN Window Position=299; Score=70.686 | Prion Domain: SQQGNNGNQQOGNNGRESQQGNNGNQQOGNNGRGSQGNNGHOQENNGRGSQGNNGNQOGNNG
>Enterococcus faecium E1679: Total=2

D4RIP1_ENTEC Window Position=210; Score=75.199 | Prion Domain: NQTNP. TQREPNHP! NGGTNN

D4RI49_ENTFC Window Position=80; Score=52.754 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQONRQGTSQGGNONRTNNNN
>Pseudoalteromonas haloplanktis: Total=1

Q3IJB1_PSEHT Window Position=117; Score=69.485 | Prion Domain: GDQQGGQOSGGYQGNQSQGGOQSGGYQNNQSQGGOQSGGYQSNQGONNQOQGGYTPOQQS
>Vibrio cholerae MzO-3: Total=1

A2PU87_VIBCH Window Position=443; Score=70.506 | Prion Domain: QQQQ000000000000000000000000000000DSSSGSSGQEVQEDSSANPSNTAKEQ

>Enterococcus faecium 1,231,501: Total=2
C9BAG6_ENTFC
C9B4V4_ENTFC
>Pantoea vagans: Total=1

Score=73.421 | Prion Domain: NSSNQTNP: 'TQREPNHPI NGGTNN
Score=51.207 | Prion Domain: TNNQQKNKNNRSYQDRGQGSGQVNQGKKPTTNONNTGNTSSQONRQGTSQDGNQONRTNNNN

E1SI86_PANVC Window Position=134; Score=87.200 | Prion Domain: QQQQOLOHOQQQQVOQQOROQLOAQQQROQQLOQOOQOROOQOOLOOQOORIQOOOOOOQOON
>Listeria ivanovii: Total=1

G27852_LISIP Window Position=106; Score=58.496 | Prion Domain: NSNGGGGNNYQGGNTNNNSNYNNGGNNFGQOAPTNNGGFAQDQQQSONONYQSTNNDPFAS
>Staphylococcus carnosus: Total=8

BIDJL6_STACT Window Position=187; Score=55.825 | Prion Domain: QQKQOEQOKAQDDKOKQOOQQQOOEQOKSNONOOOKOOONSONQQSNNKPRPGOEQQOQQ

BIDNW4_STACT Window | Prion Domain: NDTTNRKVNSNGTVN! NNSSGOSNQOGNNSQGNNNQQGNNSQGNNNOQSGN

BYDNT8_STACT Window | Prion Domai: NNNENADSNDSANQONDANNSDNANNONGYNQDQOGVONQONDQYNONNQNONONTQAQQG

BYDMQ2_STACT Window Prion Domain: NNNQTTSNHSQSQNSDDQQTNVDNQONQTTSNTQQANSDQQODQONQOMNTDQQQDNANTQQ

BIDLW2_STACT Window Prion Domain: NRENNNYSTYAQYNNGYSNNTSSNNYSSYSNYNTANNNYSNYSSYNNNNAGSTPRTGGMG

|
|
BIDLPO_STACT Window Position=96; Score=62.008 | Prion Domain: TNNDSNSASNSEGNSTSDNASDNQSQSNQQATNNNDSQONQANQNGNNASTTNVNGNONAN
|
|

BYDPS2_STACT Window Positio 6; 5.110 Prion Domain: NNDNENADNNQQSDTAMONVQQENDLONNNQONTQONVSDONGVOQONNQSNTSEQTEQQ

054487_STACA Window Position=66; Score=62.870 Prion Domain: NRFNNNYSTYAQYNNGYSNNTSSNNYSSYSNYNTANNNYSNYSSYNNNNAGSTPRTGGMG
>Corynebacterium glutamicum ATCC 14067: Total=1

G6WVNT_CORGL Window Position=128; Score=65.978 | Prion Domain: GNYGGGNQGGGFGGNQGNQQOGGFSNONSGGFGGNQGNQQOSNQGGFGGNONQSQGNNENQ
>Clostridium nexile DSM 1787: Total=1l

B6FN20_9CLOT Window Position=89; Score=69.508 | Prion Domain: ONNNQGQRSGNNQGORQNGORPHNNNQGOKNNNAGQGORONNNAQRANNNQRPNNNYQSQ
>Xanthomonas oryzae pv. oryzicola BLS256: Total=1

GTTAN9_9XANT Window Position=100; Score=83.591 | Prion Domain: QQQRFNQAQQQONONQAQSQGQOGQQQAQAQAQGONONAGONQQGQGGOGOGONQQGONQQ
>Mycoplasma hyorhinis: Total=2

EOTKW3_MYCHH Window Position=3; Score=54.963 | Prion Domain: NNNONQSONRKSNNFSNSFKNQORTNQLONQQONSFTNQAYSKONSQEKSFVNQAQFSDY

F4HEN7 MYCHM Window Position=3; Score=54.963 | Prion Domain: NNNONQSONRKSNNFSNSFKNQORTNQLONQQONSFTNOAYSKONSQEKSEFVNQAQFSDY
>Shewanella baltica: Total=1

AGWIL3_SHEB8 Window Position=167; Score=51.423 | Prion Domain: SVTSVSSGRISD DSSNGTFIRSR
>Bifidobacterium animalis subsp. lactis BLC1: Total=1

G2STR3_BIFAN Window Position=736; Score=72.868 | Prion Domain: GNSGNQNGNTSGNNG GSNSGDSGNSGNONGNTGGNNGSQNNTGN
>Vibrio splendidus ATCC 33789: Total=1

F9SBI7_VIBSP Window Position=444; Score=75.132 | Prion Domain: QQQQ0QQ0000QQQODDSHSKDQKDQDOONOQGOQGOOGROGOOGRNGANGOQGOQGOON
>Acinetobacter baumannii: Total=14

B7H459_ACIB3 Window Position=11; Score=91.377 | Prion Domain: NNQOQQQQONDNRNOOOHGNQOONDQQOONNQOOOONDNRGQOOGSNQKDSGOONSNNNQ

A3M1F2_ACIBT Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQONSGSNTSGSNGASISTPAINLN( ONNITSFNQN

B7H1K9_ACIB3 Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQNSGSNTSGSNGASISTPAINLNGI DNNITSFNQN

B7I3F8_ACIBS Window Position=11; Score=91.377 | Prion Domain: NNQOOOQQONDNRNOQOQOHGNOQONDOQOONNQOOOONDNRGOOOGSNOKDSGOONSNNNQ

B7I349_ACIBS Window Positio 96; 0.497 | Prion Domai NNSNNSSNSSNPINSLIGNNONSGSNTSGSNGASISTPAINL NNITSEFNON

B2I1Y0_ACIBC Window Position=296; 0.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNQNSGSNTSGSNGASISTPAINLN ONNITSFNQN

BOVDF5_ACIBY Window Position=296; Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNONSGSNTSGSNGASISTPAINLI ONNITSFNQN

B2HY92_ACIBC Window Position=11; Score=91.377 | Prion Domain: NNQQQQOQQONDNRNQQOOHGNQQONDOQQONNQOQQONDNRGQOQGSNQKDSGQONSNNNQ




BOVBH7_ACIBY Window Position=11;
ATFB98_ACIBT Window Position=11;
EBPYE4_ACIBl Window Position=296;
EBPCY93_ACIB1 Window Position=11;
FOQM15_ACIBD Window Position=11;

FOQLU2_ACIBD
>Bacillus thuringiensis
C3E631_BACTU

>Comamonas testosteroni: Total=1
D0J2T6_COMT2 Window Positio:
>Actinomyces odontolyticus F0309: Tota
D4TZRO_9ACTO Window Position=726;
>Brachyspira intermedia: Total=3
GOEP86_BRAIP Window Position=216;
GOEMP3_BRAIP Window Position=14;
GOEL84_BRAIP Window Position=188;
>Streptococcus infantis SK1302: Total=1
E1M836_9STRE Window Position=189;
>Listeria innocua ATCC 33091: Total=1
HIGF77_LISIN Window Position=105;
>Lactobacillus crispatus CIV-05: Total=1
E3R498_9LACO Window Position=277;

Window Position=296;
Window Position=294;

81;

serovar pakistani str. T1300

Score=91.377 | Prion Domain: NNQQQQOQONDNRNQOOHGNQQOONDQOQONNOOOQONDNRGOOOGSNQKDSGQONSNNNQ

Score=91.377 | Prion Domain: NNQQOQQOQQONDNRNQQOQHGNQQOONDQQQONNQQOQQONDNRGQQOGSNQKDSGQONSNNNQ
Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNONSGSNTSGSNGASISTPAINLI ONNITSFNQN
Score=91.377 | Prion Domain: NNQQQQOQONDNRNOOOHGNQQOONDQOQONNOOOQONDNRGOOQOGSNOKDSGQONSNNNQ

Score=91.377 | Prion Domain: NNQQQQQQONDNRNQOOHGNQQONDQOOONNQOOQONDNRGOQQOGSNOKDSGQONSNNNQ

Score=50.497 | Prion Domain: NNSNNSSNSSNPINSLIGNNONSGSNTSGSNGASISTPAINLNG] ONNITSFNQN
: Total=1

Score=76.243 | Prion Domain: QQGNNGNQOQOGNNGRGSQQGNNGNGQOGNNGRGSQQGNNGNGQGNNGRGSQQGNNGNGQGNN

Score=61.553 | Prion Domain: QRQQOMOOQQAREQQOROQOAQMOOMOQQOHAQEQAQROQOMOQOOAREQQOROOQAOMOQ

Score=78.328 | Prion Domain: NSQNGGNGSNNGNGGNNNGGNGSNNGNGGNNNGGNGPNNGNGGNNNGGNNNGNNNGGRRN

Score=62.769 | Prion Domain: SSNNAFSPISNYSNFATNNISNNNIPNNSFMNNLNNNVMYNHTNSSNNNQNNINQNNSSN

Score=76.962 |
Score=96.062 |

Prion Domain:
Prion Domain:

DSQTYNPFDQLEFNSDENTVNSI
QNNQDNQNNDNQDNQNNQNDONQDNQNNONNONDONNNNQDNONNDGNNDGNNDNQNNNG

Score=53.747 | Prion Domain: SDSDYQNAWNTILGSLPKA! SSSSNSRSSNQ

Score=59.954 | Prion Domain: RNSNGGGGNNNYQGGNNNNNYNNGGNNFGQAPTNNGGFGQDQQOQSQNONYQSTNNDPFAS

Score=54.763 | Prion Domain: SQNNSSSNNTGSTNNNTTNSSSTQSRTTTQSSATRQSSROQSSTTTQSSQQTQQSSQTQQ

>Staphylococcus aureus subsp. aureus ATCC BAA-39: Total=5

EOP4H9_STAAU Window Position=58;
EOP876_STAAU Window 02;
EOP532_STAAU Window i

EOP8V1_STAAU Window Position=63;
EOP4A0_STARU Window Position=64;
>Lautropia mirabilis ATCC 51599: Total=2
E7RUM3_9BURK Window Position=244;
E7RVUO_9BURK Window Position=47;
>Clostridium saccharolyticum: Total=2
DI9R5B0_CLOSW Window Position=3;
D9R4F6_CLOSW Window Position=359;

Score=95.489

Score=52.151 | Prion Domain: SKDVNKDNKDNSANDNQQQSNSNATNNDQNQTNNNQSSNNQANNNQKSSYVAPYYGONAA
| Prion Domain: NDQNNANQANNOAQNNONQOQANONOQQOQORQGGGORHTVNGQENLYRIAIQYYGSGSP
Score | Prion Domain: TONNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Score=53.123 | Prion Domain: NDNKQSTQNNHQKSNNONONKGQOQKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQNQ
Score=77.992 | Prion Domain: PSQLNQDNGYYSYYYYNGYNNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

Score=55.294 |
Score=50.063 |

Prion Domain: QQQORAGQYGNGQONGQYQGQGONGQYNNGQYNRQOGGQYNTGYQGGQRSSYQPQRGAGOWSQ
Prion Domain: NQAAYGNAFNPQGFNGQGFNGQGFNGQGFNGQGFNGQGFNGQGEFNSQGENAQGENGQGEFN

| Prion Domain: NNYNDMDNSRNSQNNNQNNNQNNNQNNNONNSQNNNQNNNQNNNC RDSSRDSS
Score=55.808 | Prion Domain: NONYNPNYGNANYSNQONYPNNNSSFNNONYGNQNYGSGNYTKPNYQGOSNNQGTPQGGGQ

>Geobacillus thermoglucosidasius C56-YS93: Total=1

F8CXR8_BACTR Window Position=800;
>Helicobacter pylori Punol35: Total=l
G2M8L4_HELPX Window Position=280;
>Burkholderia pseudomallei 576: Total=2
B7CU66_BURPS Window Position=247;
B7CF03_BURPS

Window Position=2486;

Score=57.721 | Prion Domain: SDQPNQDTNNGQQPNENGNGT DNNPGNNC

Score=53.616 | Prion Domain: NQGTYNFNSAQSVFNNSTENQGTYNFNSAQSVENNSTFNQGTYNFNSAQSVENNSNENQG

NTANSANSANSAN. NSANSANSAN: NSANSANSAN:

ANASNASNASN;

N:
N,

NSAN:
NASN;

NSAN:
N,

NSAN:
TSNTSNTSNAPS

Score=52.519 |
Score=50.835 |

Prion Domain:
Prion Domain:

NASNASNASNASN NASN;

>Staphylococcus aureus subsp. aureus 55/2053: Total=4

C7ZW95_STAAU
C7ZWL7_STAAU

Window Position=400;
Window Position=55;
C7ZRZ7_STAAU Window Position=66;
C775Q9_STAAU Window Position=67;
>Herbaspirillum seropedicae: Total=1
D8IZR7_HERSS Window Position=407;
>Listeria monocytogenes HPB2262: Total=2
D4Q3P0_LISMO Window Position=308;
D4Q0F9_LISMO Window Position=106;
>Bacteroides sp. Dl: Total=1
C3QLL5_9BACE Window Position=281;
>Ruminococcus sp. 5_1 39BFAA: Total=l
C6J892_9FIRM Window Position=106;
>Staphylococcus aureus subsp. aureus 21202:

HORQC7_STAAU Window Position=58;
HOAS67_STAAU Window Position=55;
HOAVM3_STAAU Window Position=397;
HOAQV4_STAAU Window Position=67;

HOAPK1_STAAU Window Position=66;
>Collinsella stercoris DSM 13279: Total=1
B6GAU9_9ACTN Window Position=657;

Prion Domain: NDONNANQANNQAQNNONOQOANONQOQQOQRQGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: NDNKQSTONNHOKSNNONONKGOQKDNKKNOOONNKGNKGNKKNNRNNKKNNKNNKPQSQ
Prion Domain: QLNQDNGYYSYYYYNGYNNYSYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY
Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN

Scor: 8.368 |
Score=51.345 |
Score=78.551 |
Score=64.857 |

Score=63.359 | Prion Domain: QQRQOQOMOMOMOQOHQQOMOOOQLOQQOREQOMROQHOQQEQQOREQQROQOMMNOOREQQ

Prion Domai:
Prion Domai:

Score=50.473 |
Score=56.087 |

NTNANKTNTNTNNTNTSTPSKNTNTNTNSNTNTNSNTNANQG. ASATIAEAQ
: NSNGGGGNNYQSGNNNNNYNSGGNNFGQAPTNNGGFGODOQOSONONYQSTNNDPFASDG

Score=78.582 | Prion Domain: QQQOQSQQQQAQQQRPRIVRPRDNNNGNNNVNNNSNNANNNNNNFQHNNNNONQVONQNQ

Prion Domain: QQNNTDWNNSSQWNNNSQWDNNSONNNVONNNAQNNNVQSNNARNNNSAWNAQPQTDNNM

Score=64.728 |

Total=5
Scor: 2.151 | Prion Domain: SKDVNKDNKDNSANDNQQOQSNSNATNNDONQTNNNQSSNNQANNNQKSSYVAPYYGONAA
Score=51.345 | Prion Domain: NDNKQSTONNHOKSNNONONKGOOKDNKKNQQONNKGNKGNKKNNRNNKKNNKNNKPQSQ

Score=58.368 |
Score=64.857 |
Score=80.329 |

Prion Domain: NDQONNANQANNQAQNNONQQOANONQOQOQOROGGGORHTVNGQENLYRIAIQYYGSGSP
Prion Domain: TQNNTYYYNNYNTYSYNNASYNNYYNHSYQYNNYTNNSQTATNNYYTGGSGASYSTTSNN
Prion Domain: QLNQDNGYYSYYYYNGYNNYNYNNYNNGYSYNNYSRYNNYSNNNQSYNYNNYNSYNTNSY

Score=64.415 | Prion Domain: NNGSDNNNGTDNNNGTGNNNGTDNGT DNN( NNNGTGNGTGNG




