#RELEASE DATE: UniProtKB/Swiss-Prot Release 2012_03 of 18-Apr-2012, UniProtKB/TrEMBL Release 2012_03 of 18-Apr-2012
#DATA FILES ANALYZED: uniprot_sprot_viruses.dat AND uniprot_trembl_viruses.dat
#SUMMARY: Total number of predictions in this clade (115)

>Ostreococcus virus OsV5: Total=1
A9YW33_OSV5 Window Position=177; Score=52.557
>Heliothis zea virus 1: Total=2

Prion Domain: TNNYKMNTTTNNNYKVNTNNTNNYKMNTTTNNNYKVNTNNTNNYKMNTTTNNNYKVNTNN

Q8JKQ9_SVIRU Window Position=551; .809 | Prion Domai: NDNSNFNYNNNYNNNYNNSSYSNSSYNNNNYNNNYNNPNFNNSFNHPNSFNQNQNNYNSY
Q8JKP9_SVIRU Window Position=501; .929 | Prion Domai: NNQTSNNQTSSQSNNONSOQ: TVVNVNAQSNDNTQSNNN
>Moumouvirus Monve: Total=4
H2EE98_9VIRU Window Position=387; .388 | Prion MNGMNGMNGMNGMNGMNNMNGMMGNMNGMNNMS AMGNMNGMN
H2EEGS5_9VIRU Window Position=497; .823 | Prion GSSGGF! NMRNC e )GGHHDPWANYGNQY
H2EE16_9VIRU Window Position=134; .622 | Prion RNNNYNNNFNNNFRNNFRNNNNFRNNNNFRNSDSRFYNNSDPFNKNGFTKNRFNNGQSFM
H2EF52_9VIRU Window Position=219; Score=55.120 | Prion Domain: Y TNTGSRST! 'TMSGNTSGNTSLYTGNNNNN
>Acanthamoeba castellanii mamavirus: Total=9
GBECX9_SVIRU Window Position=34; Score=55.428 | Prion Domain: NNNVHVANNLNNEVQOHKQLONQMPOFONQFONQOSMNQSMNQSMNQQINRPMNQOSMNQSM
GBECX7_9VIRU Window Position=172; Score=57.024 | Prion Domain: NYNHNFNNNHNFNNNFTNNRMTDYSTDYISHNFNPGNNQYSQOISHEONINQQQSQNSEN
GBED73_9VIRU Window Position=93; Score=59.911 | Prion Domain: NSSNQSSQSNQVNQSNQSSPSSQISPSSQVNKFNQSSQINQSNQINQSNQINQSNQLNHH
GBEBH5_9VIRU Window Position=682; 3.032 | Prion Domain: NNVVQQYQSYYDNPSNQQSNQQSNQQOSNQQPNQQOPNQQPNOQPNQOPNQOSVOQCNQVNQ
G8EDD3_9VIRU Window Position=310; Score=51.571 | Prion Domain: NQYNQIGSQGONRDYR( DRTDRTNQSTYTNQTNLTNQSNRSNYSN
GBEDT4_9VIRU Window Position=75; 2.116 | Prion Domain: NDNQNLKNFNAINNNFNNDYNNDYDSNNDSNNDSNNDSNNDYDNNSNNYFNNDSNNDSNN
G8ED52_SVIRU Window Position=17; 3.492 | Prion Domain: IAANNNLLNNKNNQTNQLNNNQYNNQYNNONYPQNYPQONSQONFQONSQONHQONYQONY
G8EBE3_SVIRU Window Position=250; 0.770 | Prion Domai: SQNNNLSAMNNSLYNNNKAVNTNT INSTNNRNVSSQNNANRNASMATTYNNSVNSANSIN
GB8EDB6_9VIRU Window Position=264; 1.349 | Prion Domain: NNNNTTTSNLNNSTIISGLNNATNTSNLNNAVSTLDNNNTNISNFNNATNTRNNNNATNN
>Ectocarpus siliculosus virus 1: Total=l
Q8QNJ9_ESVIK Window Position=21; Score=76.395 | Prion Domain: QHQQOOMQOROAQQOROMOMOMOMEQQQOQORIL [010/010/010):3870/0/0/0/0/0/0/0/0/0101¢ D0
>Zantedeschia mild mosaic virus: Total=2
Q4VU86_9POTV Window Position=2856; Score=86.671 | Prion Domain: QQQQQQ0KO0000DOOOOOOOOONOOOOOOOOONQOOOOOONONKTVDAGNNONKOKSPA
Q5GJ53_9POTV Window Position=83; Score=90.598 | Prion Domain: QQQQ000000Q00DOOO0OO00ONOOOO0000ONOOQQOOONONKTVDAGNNONKQKSPA
>Emiliania huxleyi virus 202: Total=1
G8DF10_9PHYC Window Position=48; Score=55.890 | Prion Domain: DRTR TATVMDLRSATTYQDDPNIFDKQA
>Thermus phage TMA: Total=1
FOVHW2_9CAUD Window Position=220; | Prion Domain: NNQGGQONONNNQOIQGNONSQQNQGSQDSQONOGGONNQONQGONNSNOOGGQNNQOEQ
>Paramecium bursaria Chlorella virus MT325:
ATIUH2_PBCVM Window Position=35; Score=58.779 | Prion Domain: T NVVKKNN
>Megavirus courdo7: Total=8
H2EB66_SVIRU Window Position=60; Score=72.442 | Prion Domain: TTYLDNAT IY WNNKPKSNNFNNTKNNRT
H2EBE2_9VIRU Window Position=101; | Prion Domain: NNIHDDINDNNDNDSYGDNDNDNNDNNNDNNDNNNDNNNDNNNDNNDNNNDNNDNNNDNN
H2EBG2_9VIRU Window Position=40; | Prion Domain: NNQTNNQHNNQFNNQPNNQFNNQPNNQFNNQPNNQFNNQPNNQFNNQPNNQFNNQPNNQF
H2EBD5_9VIRU Window Position=201; | Prion in: NNNNNTNNTDKNIDDMT! ONSNSNDSNTTNNTTNNTTNNKNT
H2EB64_9VIRU Window Position=221; | Prion : NNKSGPNNVWNNSQIMGGEDNWNNTNNNMNNNTNNNTNNNTNNNTNNNWKNNNKNNNNNN
H2EAX4_9VIRU Window Position=108; | Prion QQVMMONN I RNGNGONMNQGMNQGMNQGMNQKMNQMY GQONQS INPMFLRQQT LNNAQSN
H2EAZ5_O9VIRU Window Position=138; | Prion
H2EBM3_SVIRU Window Position=156; Score=54.325 | Prion FONKNPQYNYYNPRSRNNPTRPNYNYYNSTONNGYQNVNSMRGYQONQYONONQYQGONN
>Lactococcus phage ul36.13: Total=1
QOILF2_9CAUD Window Position=104; Score=83.784 | Prion Domain: SRSQGQQQQOOGNYNONONNYQNOGQONTVQQOHNQGNYQRQPQOGNYQNOOOSAQORAQQ
>Organic Lake phycodnavirus: Total=1
F2Y2X1_9PHYC Window Position=145; Score=56.591 | Prion Domain: MNVGNN( NNNQRMNNQNNNQRMNN LSKNNIFMTNRRSNI
>Megavirus chiliensis: Total=10
G5CT61_SVIRU Window Position=108; | Prion Domai: ‘QQVMMONN T RNGNGONMNQGMNQGMNQGMNONMNOMY GQONQS INPMFLRQQT LNNAQSN
G5CQW2_9VIRU Window Position=136; | Prion Domain: NNDDNNDNDNDNNNDDNDNDYNNNDNDDDNNDDNDNDNHYNNDDNNNDN
G5CQD2_9VIRU Window Position=65; | Prion Domain: NI )LDNLSQNNNSNDDQONNS DNNDNNDNDTNDNNNI NNNDE:
G5CT78_9VIRU Window Position=137; | Prion Domain: KLDSNNR
G5CT16_SVIRU Window Position=35; Score=67.224 | Prion Domain: IDRSDNNQTNNQHNNQFNNQPNNQFNNQPNNQFNNQPNNQFNNQPNNQFNNQPNNQFNNQ
G5CST1_SVIRU Window Position=314; Scor 0.103 | i STNMNGONNM( MN
G5CST2_S9VIRU Window Position=201; Score=76.572 | : NNNNNTNNTDKNIDDMT ONSNSNDSNTTNNTTNNTTNNKN
G5CSG7_SVIRU Window Position=243; Scor 3.576 | NNTNNNMNNNTNNNTNNNT T WNNNN
G5CT03_SVIRU Window Position=90; Score=51.635 | Prion Domain: NNYTGIINNFSNNIHDDINDNDDNDSNGDNDNDNNNNDNNDNNNDNNDNNNDNNNDNNDN
G5CQ80_SVIRU Window Position=162; Score=54.325 | Prion Domain: FQNKNPQYNYYNPRSRNNPTRPNYNYYNSTQONNGYQNVNSMRGYQONQYONONQYQGONN
>Helicoverpa zea nudivirus 2: Total
G9T0BO_9VIRU Window Position=543; .533 | Prion Domain: NDNSNFNYNNNYNNNYNNSSYNNSSYNNNNYNNNYNNTPNFNNSFNHPNSFNONQNNYNS
G9T0CO_9VIRU Window Position=364; .542 | Prion Domain: NQTYNONYNHONYNONYNNONYKQDYNONYNHQTYNHQNYTPSSYNHHONYHQKKYPPNY
G9TOAL_9VIRU Window Position=504; .835 | Prion Domain: NNQTSNNQTSSQSNNONSQSSQSNESTSNI TVVNVNTQSKDNTQSNNN
>Porcine epidemic diarrhea virus: Total=34
NCAP_PEDV7 Window Position=151; Score=62.790 | Prion Domain: OSRGNSQNRGNNQGRGASQ DSNNRNQSN
G8GMX6_S9ALPC Window Position=151; Score=56.671 | Prion RGNGNNRSRSPSNNRGNNOSRGNSONRGNNQGRGASQNRGGYNNNNNKSRNQSKNRNQSN
E2FYM9_9ALPC Window Position=151; 8.396 | Prion RGNGNNRSRSPSNNRGNNQSRGNSQNRGNNQGRGASQONRI RNQSKNRNQSN
Q692L9_9ALPC Window Position=152; 8.085 | Prion GNGNNRSRSPSNNRGNNQSRGNSQNRGNNQGR NRI )SKNRNQSND
G9G5U2_9ALEC Window Position=151; 6.618 | Prion RGNSQNRGNNQGRGAS( RNQSKSRNQSN
G8GMZ2_9ALPC Window Position=151; 8.396 | Prion RGNSQONRGNNQGRGASC RNQSKNRNQSN
ATLKV4_9ALPC Window Position=151; 6.618 | Prion )SRGNSQNRGNNQGRGAS( RNQSKSRNQSN
G8GMW1_SALPC Window Position=151; 4.443 | Prion ONRGNNQGRGAS( RNQSKSRNQSN
Q9IH81 9ALPC Window Position=151; 6.618 | Prion RGNGNNRSRS PSNNRGNNQSRGNSONRGNNQGRGASONR RNOSKSRNQSN
G8GMY4_9ALPC Window Position=151; 5.679 | Prion RGNGNNRSRSPSNNRGNNQSRGNSQNRGNNQGRGDSONR RNQSKSRNQSN
Q4PKJ1_9ALPC Window Position=151; 3.836 | Prion RGNGNNRSRSPSDNRGNNQSRGNSQNRGNNQGRGASONR! RNQSKSGNQSN
D3JVES_9RLPC Window Position=151; Scor: 8.396 | Prion RGNSQNRGNNQGRGAS RNQSKNRNQSN
F5CHU8_9ALPC Window Position=151; Score=58.396 | Prion RGNSQNRGNNQGRGAS( RNQSKNRNQSN
F5AU33_9ALPC Window Position=151; Score=51.314 | Prion RGNPONRGNNQGRGAS( RNQSKNRNQSN
A2IB79_SALPC Window Position=151; Score=62.790 | Prion QSRGNSQNRGNNQGRGAS( RNQSNNRNQSN
Q6QIL5_9ALPC Window Position=141; Score=56.618 | Prion RGNGNNRSRS PSNNRGNNQSRGNSQNRGNNQGRGASQNR RNQSKSRNQSN
GBGMY2_9ALPC Window Position=151; 4.893 | Prion : RGNGNNRSRSPSNNRGNNQSRGNSQNRGNNQGRGASQNRGGYNNNNNKSRNQSKSRNQSN
G8GMX9_9ALPC Window Position=151; 6.618 | Prion RGNGNNR; NN INQSRGNSQNI RNQOSKSRN!
G8GMY9_S9ALPC Window Position=151; 6.618 | Prion : RGNGNNRSR RGNSQNRGNNQGRGASQNR! RNQSKSRNQSN
G8GMX8_9ALPC Window Position=151; 8.396 | Prion RGNSQNRGNNQGRGAS( RNQSKNRNQSN
F5CIA0_9ALPC Window Position=151; 8.396 | Prion RGNSQNRGNNQGRGAS( RNQSKNRNQSN
F2VPY5_9ALPC Window Position=151; 2.790 | Prion )SRGNSQNRGNNQGRGAS( RNQSNNRNQSN
E2FYM7_9ALPC Window Position=151; 6.618 | Prion RGNGNNRSRS PSNNRGNNQSRGNSONRGNNQGRGASONR! RNOSKSRNQSN
B7UCL9_SALPC Window Position=151; 6.618 | Prion RGNGNNRSRS PSNNRGNNQSRGNSONRGNNQGRGASONRI RNOSKSRNQSN
GBGMX7_9ALPC Window Position=151; 6.671 | Prion : RGNGNNRSRSPSNNRGNNQSRGNSQNRGNNQGRGASQNRGGYNNNNNKSRNQSKNRNQSN
B7UCM9_9ALPC Window Position=151; 8.396 | Prion NNR RNQSKNRNQSN
B7UCL7_9ALPC Window Position=151; 8.396 | Prion RGNSQNRGNNQGRGASC RNQSKNRNQSN
F5AU32_9ALPC Window Position=151; 5.590 | Prion RGNSQNRGNNQGRGAS( RNQSKNRNQSN
G8GMY6_S9ALPC Window Position=151; 6.618 | Prion )SRGNSQNRGNNQGRGAS( RNQSKNRNQSN
G8GMY3_S9ALPC Window Position=151; 0.940 | Prion RGNGNSRSRSPSNNRGNNHSRGNSQNRGNNQGRGASQNRGGYNNNNNKSRNQSKSRNQSN
B7UCN1_SALPC Window Position=151; 6.618 | Prion RGNGNNRSR NN INQSRGNSQNRGNNQGRG! RNQSKSRNQSN
B7UCM7_9ALPC Window Position=151; 2.600 | Prion RGNGNNRSR P DNRGNNQSRGNSQNRGNNQGRGASQNR RNQSKSRNQSN
B7UCML_9ALPC Window Position=151; Score=56.618 | Prion RGNGNNRSRSPSNNRGNNQSRGNSONRGNNQGRGASONR RNQSKSRNQSN
Q2I0J9_S9ALPC Window Position=151; Score=58.396 | Prion Domain: RGNSQNRGNNQGRGASC RNQSKNRNQSN
>Ralstonia phage RSL1: Total=1
B2ZXU0_SCAUD Window Position=162; Score=66.197 | Prion Domain: NNN; NGNT TAQ ITNTI Q
>Bathycoccus sp. RCC1105 virus Bpv2: Total=1
ESER44_9PHYC Window Position=145; Score=54.408 | Prion Domain: TNNVNNVNNVNNGTRLNNNVNNGNNVNNGTRLNNNVNNGTRLNNNVNNGTRLNNNLNNGT
>Acanthocystis turfacea Chlorella virus 1: Total=1
ATK957_9PHYC Window Position=3; Score=69.616 | Prion Domain: TQSKKQEPVYNTRKNNN YNNNNNYNNNYNNNND!
>Paramecium bursaria Chlorella virus FR483:

A7TJTFS_PBCVF Window Position=13
>Acanthamoeba polyphaga mimivirus: Total=19
YR558_MIMIV Window Position=75; Score=50.350 | Prion Domain: NDNQNLKNFNTTDNNFNDDYNNDYDSNNDSNNDSNNDSNNDYDNESNNYFNNDSNNDSNN
YL265_MIMIV Window Score=55.428 | Prion Domain: NNNVHVANNLNNFVQOHKOLONQMPOFONQFONQSMNOSMNQSMNOOINRPMNQSMNOSM
YR722_MIMIV Window Score=53.032 | Prion Domain: NNVVQQYQSYYDNPSNOQSNOQSNOQSNOQPNOQPNOQPNOQPNOQPNOQSVOQCNQVNQ
YR692_MIMIV Window 256; Score=50.770 | Prion Domain: SQNNNLSAMNNSLYNNNKAVNTNTINST ASMATTYNNSVNSANSIN
YL356_MIMIV Window 93; Score=59.911 | Prion Domain: NSSNOSSQSNQVNQSNQSSPSSQISPSSQVNKFNQSSQINQSNQINOSNOINOSNQLNHH
YL264_MIMIV Window 546; Score=57.024 | Prion Domain: NYNHNFNNNHNFNNNFTNNRMTDYSTDYISHNFNPGNNQYSQQISHEQNINQOOSQNSEN
YL399 MIMIV Window 64; Score=51.349 | Prion Domain: NNNNTTTSNLNNSTIISGLNNATNTSNLNNAVSTLDNNNTNISNFNNATNTRNNNNATNN
YR335_MIMIV Window 20; Score=94.934 | Prion Domain: NNNLLNNKNNOTNOLNNNQYNNQYNNONNNONYPONYPONSOONFOONSQONHQONYQON
YL417_MIMIV Window 52; Score=51.571 | Prion Domain: NQYNQTGSQGONRDYR( DRTDRTNQSTY TNQTNLTNQSNRSNYSN

| Prion Domain: FNNNNNF WL T

E3VZY1_MIMIV Window Position=682; Score=53.032 | Prion Domain: NNVVOQYQSYYDNPSNOQSNQOSNQOSNOQPNQOPNQOPNOQPNQOPNQOSVOQCNQVNQ
E3VZI3_MIMIV Window Position=546; | Prion Domain: NYNHNFNNNHNFNNNFTNNRMTDYSTDYISHNFNPGNNQYSQQTSHEQNTNQQOSQNSEN
E3VXS9_MIMIV Window Position=352; Score=51.571 | Prion Domain: NQYNQIGSQGQNRDYR( DRTDRTNQSTYTNQTNLTNQSNRSNYSN
E3VZ2Z3_MIMIV Window Position=20; Score=94.934 | Prion Domain: NNNLLNNKNNQTNQLNNNQYNNOYNNONNNQNYPONYPQNSQONFQONSQONHOONYQON
E3VXKS_MIMIV Window Position=264; Score=51.349 | Prion Domain: NNNNTTTSNLNNSTIISGLNNATNTSNLNNAVSTLDNNNTNISNFNNATNTRNNNNATNN
F8V6NO_MIMIV Window Position=250; Score=50.770 | Prion Domain: SONNNLSAMNNSLYNNNKAVNTNTINSTNNRNVS TTYNNSVNSANSIN
E3VZI4 MIMIV Window Position=34; Score=55.428 | Prion Domain: NNNVHVANNLNNFVQOHKQLONOMPQFONOFQNOSMNQSMNOSMNQOTNREMNOSMNQSM
E3VZ03_MIMIV Window Position=75; Scor | Prion Domain: NDNQNLKNFNTTDNNFNDDYNNDYDSNNDSNNDSNNDSNNDYDNESNNYFNNDSNNDSNN
E3VZS4_MIMIV Window Position=256; Score | Prion Domain: SONNNLSAMNNSLYNNNKAVNTNTINST TTY b}
E3W038_MIMIV Window Position=93; | Prion Domain: NSSNOSSQSNQVNQSNQSSPSSQISPSSQVNKENQSSQINQSNOINOSNOINQSNQLNHH
>Paramecium bursaria Chlorella virus AR158:
ATRBX9_PBCVA Window Position=20; Score=50.085 | Prion Domain: VNNKTSNNSNI oI T

>Molluscum contagiosum virus subtype Total=2
085285_MCV1 Window Position=585; Score=65.176 | Prion Domain: AQQAQAQQAQQAQAQQAQOAQOAQQAQOAOOAQQAQAQOAQQAQQAQAQQAQAQOAQAQD
Q98177_MCV1 Window Positio 58; Score=61.936 | Prion Domain: QQAQAQQAQAQQAQAQQAQAQQ QOARAQQAQAQQAQQAQAQQAQQAQQAQQAQQAQQ




>Thermus phage phi¥S40: Total=1

AOMNC5_9CAUD Window Position=220; Score=90.827 | Prion Domain: NNONSQONQGKQDNDNQONQEENNOONQGNNQONQGGNNQONQGVONNNNOEQNNNQQGQ
>Staphylococcus phage CNPH82: Total

A1BTY4_9CAUD Window Position=69; Score=51.391 | Prion Domain: NNDTTSNKSESTSKNDNSKT KQRQATQOKNNOQQANNNOOMONNNGYM
>Camelpox virus: Total=l

Q8V2P6_CAMPM Window Position=75; Score=91.777 | Prion Domain: NTNNANTI
>Chrysodeixis chalcites nucleopolyhedrovirus: Total=1

Q4KT76_9ABAC Window Position=956; Score=72.008 | Prion Domain: SYNNGYNNGRYNNGGYNNGGYNNGGYNNRYNNGYNNGYNGYNNYNNGYNNGNNGYDGVYN
>Apocheima cinerarium nucleopolyhedrovirus: Tota

D7F5T6_9ABAC Window Position=35; Score=62.796 | Prion Domain: NYHRQFOOONOQQOPNNIGSQFQONNQORF! IGGNNAGSSN

>White spot syndrome virus: Total=3
Q91LF6_WSSV Window Position=1031; Score=62.943 | Prion Domain: QQQQOORDQOQQEQQOREQQQC JREQQQQREC DOO0Q0OSDQFROQLLOQQQQFQQOL
Q8VB53_WSSVS Window Position=1030; Score=62.943 | Prion Domain: QQQQQORDOQOOEQQOREQQOQOOOOREOQOOREQOOO0Q000SDOFROOLLOOOOQFQQL
QB8QTE3_WSSV Window Position=1029; Score=62.943 | Prion Domain: QQQQQORDOOOQEQQOREQOOOOOOREQQOOREQQOO0000QSDOFROOLLOOQQOQFQQTL
>Vibrio phage VP16C: Total=1
Q6VSX6_9CAUD Window Position=261; Score=68.325 | Prion Domain: QQQQ00000QQ0WGOPOOQ00000000WGOPOOO0QQYEQPOOOO0000YEQPQOOQYNN
>Paramecium bursaria Chlorella virus Total=1
Q98476_PBCV1 Window Position=18; Score=66.067 | Prion Domain: YSNNWNFEEWGNENN




