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Figure	  S3	  	  	  Plot	  of	  the	  squared	  correlation	  of	  allele	  frequencies	  (r2)	  vs.	  distance	  in	  base	  pairs.	  Group	  1	  consists	  of	  the	  
genes	  PaCCA1,	  PaCDF1,	  PaCOL1	  and	  PaWS02746.	  Group	  2	  consists	  of	  the	  genes	  PaMFT1,	  PaFTL1,	  PaPRR1,	  PaPRR7,	  
PaWS02749	  and	  PaZIP.	  
	   	  


