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Figure S4 Adjacency matrices of direct effects (left columns) and significance (right columns; effect size divided by standard
error) comparing non-interacting (1d) and interacting (2d) models. Genes are labeled as in Figure 3 and only significant
interactions appear in effects (left columns). Interaction scans reveal additional direct influences of gene knockdowns on all
three phenotypes by increasing significance of the inferred effects.
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