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(Figure S9) These results indicated that the amount of loaded PCR products did not

govern global hybridisation efficiency across or between filters. 

However, the quantification files (from the oligonucleotide hybridisation images)

were examined in more detail in order to determine if low amounts of spotted PCR

products were limiting for highly expressed genes.  It was realised that, for the case of

some highly expressed ORFs, where spot saturation may be encountered, absolute

gene expression levels may be underestimated. However, on a global scale, the

amount of the probe does not significantly affect hybridisation efficiency. 

Figure S6: Correlation of the amount of duplicate spotted PCR products on an
array
Oligonucleotide hybridisation images were analysed and the amount of loaded PCR
products on each array was quantified. Intensities from duplicate PCR products on
each filter (tag intensities) were plotted against each other in Excel spreadsheets. The
correlation coefficient of the duplicate PCR products on a nylon array was 0.95.
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