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Top 10 signaling pathways with P values based on analysis of the array data using the Ingenuity system (www.ingenuity.com).
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Fig. S2. Notch gene signaling network based on the array data generated by the Ingenuity system. The majority of genes are up-regulated, with red or pink
highlights; two genes are down-regulated, with green highlights.

Dataset S1. Microsoft Excel file showing the array-normalized data along with the statistical analyses

Dataset S1
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