Supplementary information

Targeted deep re-sequencing identifies coding variants in the PEARL1 gene that play a role
in platelet aggregation

Supplementary table S1. Single SNP association test p-values for all 235 sequenced variants
including PEAR1 region (chrl: 156,863,269-156,886,226) found in African American (AA) and
European American samples (EA)

AA EA

BP(hg19) rsiD Ref Alt Function a a

MAF P-value MAF P-value
156863190 3118645 G T intergenic 0.30 0.8772 0.20 0.1960
156863204 2935227 G T intergenic 0.46 0.2157 0.19 0.0928
156863532 4661071 T c utr-5 0.09 0.0703 0.00 NA
156863617 4661072 G T utr-5 0.20 0.9172 0.16 0.0232
156863967 0 A G intron 0.01 1.0000 0.00 NA
156864115 78616846 C T intron 0.03 0.5988 0.00 NA
156864195 114762366 T C intron 0.07 NA 0.00 NA
156864301 76164767 T C intron 0.05 1.0000 0.00 NA
156864441 115134729 C T intron 0.14 NA 0.00 NA
156864544 142135020 G c intron 0.00 NA 0.01 0.4898
156864616 998459 G C intron 0.16 0.5580 0.16 0.0232
156864688 146694129 C T intron 0.01 1.0000 0.00 NA
156864794 80342528 C A intron 0.07 NA 0.00 NA
156864856 0 G A intron 0.01 1.0000 0.01 0.4565
156864869 74116905 C T intron 0.03 0.1078 0.00 NA
156865563 77518602 G A intron 0.03 0.2333 0.00 NA
156865716 140869102 T C intron 0.01 1.0000 0.00 NA
156865924 74116906 C T intron 0.03 0.2326 0.00 NA
156865939 74116907 C T intron 0.03 0.2326 0.00 NA
156866310 0 G A intron 0.02 0.4400 0.00 NA
156866692 0 C T intron 0.01 0.4634 0.00 NA
156867098 0 G T intron 0.00 NA 0.01 1.0000
156867237 60998468 C T intron 0.03 0.2341 0.00 NA
156867286 148591218 T C intron 0.06 NA 0.00 NA
156867327 72698679 T C intron 0.11 0.2897 0.17 0.0391
156867409 141974181 C T intron 0.05 1.0000 0.00 NA
156867515 0 G C intron 0.00 NA 0.01 1.0000
156867789 114555158 G A intron 0.06 NA 0.00 NA
156867816 115123600 A c intron 0.00 0.0177 0.00 NA
156867984 6685635 C T intron 0.11 0.0867 0.16 0.0232
156867990 2182760 G A intron 0.08 0.2848 0.09 0.0565
156868254 4147300 C A intron 0.40 0.5404 0.24 0.3124
156868255 4147301 C G intron 0.40 0.5404 0.25 0.3119
156868693 0 A T intron 0.00 NA 0.01 0.4667
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156889930 0 G T  intergenic  0.01 0.4898 0.00 NA
156889961 0 C G  intergenic  0.02 1.0000 0.00 NA
156890110 142013683 C T intergenic  0.06 NA 0.00 NA
156890372 0 C A intergenic  0.02 0.2165 0.01 0.4906
156890394 0 C T  intergenic  0.01 1.0000 0.00 NA
156890501 141256165 C T intergenic  0.00 NA 0.02 0.2262
156890672 41273221 T C  intergenic  0.15 0.1366 0.24 0.0211
156890854 41273223 C G intron 0.03 1.0000 0.06 NA
156891004 0 T C intron 0.03 1.0000 0.01 1.0000
156891005 0 c A intron 0.03 1.0000 0.01 1.0000
156891138 115756800 C T intron 0.02 0.4976 0.00 NA
156891291 73006661 G A intron 0.03 0.1836 0.00 NA
156891554 74116913 C A intron 0.04 0.3112 0.00 NA
156891610 12143768 G A intron 0.15 NA 0.16 NA
156891688 0 G ¢ intron 0.01 0.4348 0.00 NA
156891712 0 G A intron 0.00 NA 0.01 1.0000
156891906 55820829 G A intron 0.02 0.1758 0.03 0.6104
156892041 115092323 G A intron 0.01 1.0000 0.00 NA
156892068 0 c G intron 0.01 0.4490 0.00 NA
156892176 115390650 A G intron 0.09 NA 0.00 NA
156892394 822436 T C intron 0.42 0.1483 0.22 0.0295
a. Single marker association test p values using Fisher’s Exact Test for rare variants

(MAF =< 5%) and a logistic regression for common variants (MAF > 5%).



