
PSY1R   94 VTSIILSSRGLSGNLPSSVLDLQRLSRLDLSHNRLSGPLPPGFLSALDQLLVLDLSYNSFKGELPLQQSFGNGSNGIFPIQTVDLSSNLLEGEILSSSVF 
RFO2   98 ITAISLPFRALYGKLPLSVLRLHHLSQLNLSHNRLSGHLPSGFLSALDQLKVLDLSYNSLDGELPVEQTFRNGSNRCFPIRIVDLSSNFLQGEILPSSIF 
RLP2c   92 VTVISLPSRGLSGTLASSVQNIHRLSRLDLSYNRLSGPLPPGFFSTLDQLMILNLSYNSFNGELPLEQAFGNESNRFFSIQTLDLSSNLLEGEILRSSVY 
RLP2t   70 VTTISLPSRGLSGTLTSSLQNLHRLSRLDLSYNHLSGPLPQVLFSTLNQLMVLNLSYNSFNGELPLEQAFGNESNRFFVIQTLDLSSNLLQGQILRSSVY 
PSKR1   78 VIRLELGNKKLSGKLSESLGKLDEIRVLNLSRNFIKDSIPLSIFN-LKNLQTLDLSSNDLSGGIPTSINLP----------------------------- 
 

PSY1R  194 LQGAFNLTSFNVSNNSFTGSIPSFMCTASPQLTKLDFSYNDFSGDLSQELSRCSRLSVLRAGFNNLSGEIPKEIYNLPELEQLFLPVNRLSGKIDNGITR 
RFO2  198 MQGTFDLISFNVSKNSFTGSIPSFMCKSSPQLSKLDFSYNDFTGNIPQGLGRCLKLSVLQAGFNNISGEIPSDIYNLSELEQLFLPVNHLSGKINDDITH 
RLP2c  192 LQGTINLISFNVSNNSFTGPIPSFMCRSSPQLSKLDFSYNDFSGHISQELGRCLRLTVLQAGFNNLSGVIPSEIYNLSELEQLFLPANQLTGKIDNNITR 
RLP2t  170 LLGAINLISFNVSNNSFTGPIPSFMCRSSPQLSKLDFSYNDFSDHISQELSRCLGLRVLRAGFNSLSGEIPSEIYNLSELEQLFLPVNRLSGKIDDDITR 
PSKR1  148 -----ALQSFDLSSNKFNGSLPSHICHNSTQIRVVKLAVNYFAGNFTSGFGKCVLLEHLCLGMNDLTGNIPEDLFHLKRLNLLGIQENRLSGSLSREIRN 
 

PSY1R  294 LTKLTLLELYSNHIEGEIPKDIGKLSKLSSLQLHVNNLMGSIPVSLANCTKLVKLNLRVNQLGGTLSAIDFSRFQSLSILDLGNNSFTGEFPSTVYSCKM 
RFO2  298 LTKLKSLELYSNHLGGEIPMDIGQLSRLQSLQLHINNITGTVPPSLANCTNLVKLNLRLNRLEGTLSELDFSRFQSLSILDLGNNSFSGDFPWRVHSCKS 
RLP2c  292 LRKLTSLALYSNHLEGEIPMDIGNLSSLRSLQLHINNINGTVPLSLANCTKLVKLNLRVNQLGGGLTELEFSQLQSLKVLDLGNNSFTGALPDKIFSCKS 
RLP2t  270 LSKLTTLDLYFNHLEGDIPVGIGKLSSLRSLQLHINNLTGSIPLSLANCTNLVKLNLRVNHLGGSLTELDFSQFQSLRILDLGNNSFTGDFPDKVYSCKS 
PSKR1  243 LSSLVRLDVSWNLFSGEIPDVFDELPQLKFFLGQTNGFIGGIPKSLANSPSLNLLNLRNNSLSG-RLMLNCTAMIALNSLDLGTNRFNGRLPENLPDCKR 
 

PSY1R  394 MTAMRFAGNKLTGQISPQVLELESLSFFTFSDNKMTNLTGALSILQGCKKLSTLIMAKNFYDETVPSNKDFLRSDGFPSLQIFGIGACRLTGEIPAWLIK 
RFO2  398 LSAMRFASNKLTGQISPHVLELESLSILSLSDNKLMNITGALGILQGCRNLSTLLIGKNFYNETFPSDKDLISSDGFPNLQIFASGGSGLRGEIPAWLIK 
RLP2c  392 LTAIRFAGNKLTGEISPQVLELESLSFMGLSDNKLTNITGALSILQGCRKLSTLILAKNFYDETVPSKEDFLSPDGFPKLRIFGVGACRLRGEIPAWLIN 
RLP2t  370 LTAIRFAGNKLTGQISPQVLELESLSFMSFSDNKLTNITGALSILQGCRKLSTLIIANNFYDETVPINEDFVAPDGFPKLQIFGIGGSRLKGEIPAWLIK 
PSKR1  342 LKNVNLARNTFHGQVPESFKNFESLSYFSLSNSSLANISSALGILQHCKNLTTLVLTLNFHGEALPDD----SSLHFEKLKVLVVANCRLTGSMPRWLSS 
 

PSY1R  494 LQRVEVMDLSMNRFVGTIPGWLGTLPDLFYLDLSDNFLTGELPKELFQLRALMSQKAYDATERNYLELPVFVNPNNVTTNQQYNQLSSLPPTIYIKRNNL 
RFO2  498 LKSLAVIDLSHNQLVGSIPGWLGTFPHLFYIDLSENLLSGELPKDLFQLKALMSQKAYDATERNYLKLPVFVSPNNVTTHQQYNQLFSLPPGIYIRRNNL 
RLP2c  492 LNKVEVMDLSMNRFVGSIPGWLGTLPDLFYLDLSDNLLTGELPKELFQLRALMSQK---ITENNYLELPIFLNPNNVTTNQQYNKLYSFPPTIYIRRNNL 
RLP2t  470 IKSLEVLDLSLNRFEGLIPGWLGTLPNLFYMDLSDNLLSGELPKEIFHLRALMSQQAYDATERNYLELPVFVNPNNVTTNQQYNQLSSLPPSIHIRRNKL 
PSKR1  438 SNELQLLDLSWNRLTGAIPSWIGDFKALFYLDLSNNSFTGEIPKSLTKLESLTSRN--ISVNEPSPDFPFFMKRNESARALQYNQIFGFPPTIELGHNNL 
 

PSY1R  594 TGTIPVEVGQLKVLHILELLGNNFSGSIPDELSNLTNLERLDLSNNNLSGRIPWSLTGLHFLSYFNVANNTLSGPIPTGTQFDTFPKANFEGNPLLCGGV 
RFO2  598 KGSIPIEVGQLKVLHVLELSHNYLSGIIPHELSKLTSLERLDLSNNHLSGRIPWSLTSLHYMSYFNVVNNSLDGPIPTGSQFDTFPQANFKGNPLLCGGI 
RLP2c  589 TGSIPVEVGQLKVLHILELLGNNLSGSIPDELSNLTNLERLDLSNNNLSGSIPWSLTNLNFLSYFNVANNSLEGPIPSEGQFDTFPKANFEGNPLLCGGV 
RLP2t  570 TGSIPVEVGQLKVIHVLELLGNNLSGSIPEELSNLTNLERLDLSNNNLSGRIPWSLTSLHFMSYFNVANNTLEGTIPRGSLFDTFPKAYFEGNPLLCGGV 
PSKR1  536 SGPIWEEFGNLKKLHVFDLKWNALSGSIPSSLSGMTSLEALDLSNNRLSGSIPVSLQQLSFLSKFSVAYNNLSGVIPSGGQFQTFPNSSFESN-HLCGEH 
 


