Table S3. Raw data of qRT-PCR detection of transcript level of PvMSP3 family members with TagMan probes

Well | Ct Identifier 278C el | ct Identifier 2 -asct Average 2~ AACt | oTDEV
Bl | 26.8 Pvseryl-tRNA synthetase Primers / gDNA Cl |26.9 Pvseryl-tRNA synthetase Primers /gDNA
B2 [27.9 PvMSP3.1 Primers / gDNA Cc2 |27.9 PvMSP3.1 Primers / gDNA
B3 |[25.6 PvMSP3.2 Primers / gDNA C3 [254 PvMSP3.2 Primers / gDNA
B4 |26.4 PvMSP3.3 Primers / gDNA C4 |26.6 PvMSP3.3 Primers / gDNA
B5 |[26.8 PvMSP3.4 Primers / gDNA C5 |26.8 PvMSP3.4 Primers / gDNA
B6 |27.8 PvMSP3.5 Primers / gDNA C6 | 28 PvMSP3.5 Primers / gDNA
B7 |[24.9 PvMSP3.6 Primers / gDNA C7 (244 PvMSP3.6 Primers / gDNA
B8 |[26.3 PvMSP3.7 Primers / gDNA C8 |26.3 PvMSP3.7 Primers / gDNA
B9 |[24.8 PvMSP3.8 Primers / gDNA C9 [25.1 PvMSP3.8 Primers / gDNA
B10 | 27.9 PvMSP3.9 Primers / gDNA C10 | 28.3 PvMSP3.9 Primers / gDNA
B11 | 25.7 PvMSP3.10 Primers / gDNA C11 | 25.8 PvMSP3.10 Primers / gDNA
B12 | 25.8 PvMSP3.11 Primers / gDNA C12 | 26.3 PvMSP3.11 Primers / gDNA
D1 | 32 Pvseryl-tRNA synthetase Primers / Trophs cDNA E1 |31.6 Pvseryl-tRNA synthetase Primers / Trophs cDNA
D2 |28.2 PvMSP3.1 Primers / Trophs cDNA 29.86 | E2 |28.2 PvMSP3.1 Primers / Trophs cDNA 21.11 25.48 6.18
D3 30 PvMSP3.2 Primers / Trophs cDNA 1.74 E3 |29.3 PvMISP3.2 Primers / Trophs cDNA 1.74 1.74 0.00
D4 |30.8 PvMSP3.3 Primers / Trophs cDNA 1.74 E4 |30.4 PvMSP3.3 Primers / Trophs cDNA 1.87 1.80 0.09
D5 | 29.6 PvMSP3.4 Primers / Trophs cDNA 5.28 E5 |29.6 PvMSP3.4 Primers / Trophs cDNA 3.73 4.51 1.09
D6 | 32.5 PvMSP3.5 Primers / Trophs cDNA 1.41 E6 |32.1 PvMSP3.5 Primers / Trophs cDNA 1.52 1.46 0.07
D7 |29.3 PvMSP3.6 Primers / Trophs cDNA 1.74 E7 |29.4 PvMSP3.6 Primers / Trophs cDNA 0.81 1.28 0.66
D8 |29.2 PvMSP3.7 Primers / Trophs cDNA 4.92 E8 |29.8 PvMSP3.7 Primers / Trophs cDNA 2.30 3.61 1.86
D9 | 29.4 PvMSP3.8 Primers / Trophs cDNA 1.52 E9 |29.1 PvMSP3.8 Primers / Trophs cDNA 1.62 1.57 0.08
D10 | 29.9 PvMSP3.9 Primers / Trophs cDNA 9.19 | E10 [ 29.6 PvMSP3.9 Primers / Trophs cDNA 10.56 9.87 0.97
D11 | 29.5 PvMSP3.10 Primers / Trophs cDNA 2.64 | E11 | 29.8 PvMSP3.10 Primers / Trophs cDNA 1.62 2.13 0.72
D12 | 31.6 PvMSP3.11 Primers / Trophs cDNA 0.66 | E12 | 31.6 PvMSP3.11 Primers / Trophs cDNA 0.66 0.66 0.00
F1 [33.1 Pvseryl-tRNA synthetase Primers /SZ cDNA Gl |32.6 Pvseryl-tRNA synthetase Primers /SZ cDNA
F2 |[31.6 PvMSP3.1 Primers / SZ cDNA 6.06 G2 |31.2 PvMSP3.1 Primers / SZ cDNA 5.28 5.67 0.55
F3 |[27.9 PvMSP3.2 Primers / SZ cDNA 16.00 | G3 | 28.2 PvMSP3.2 Primers / SZ cDNA 7.46 11.73 6.04
F4 |31.9 PvMSP3.3 Primers / SZ cDNA 1.74 G4 |31.9 PvMSP3.3 Primers / SZ cDNA 1.32 1.53 0.30
F5 [31.4 PvMSP3.4 Primers / SZ cDNA 3.25 G5 |31.6 PvMSP3.4 Primers / SZ cDNA 1.87 2.56 0.98
F6 34 PvMSP3.5 Primers / SZ cDNA 1.07 G6 | 33.7 PvMSP3.5 Primers / SZ cDNA 1.00 1.04 0.05
F7 |30.1 PvMSP3.6 Primers / SZ cDNA 2.14 G7 |30.1 PvMSP3.6 Primers /SZ cDNA 1.00 1.57 0.81
F8 |[29.8 PvMSP3.7 Primers / SZ cDNA 6.96 | G8 |29.6 PvMSP3.7 Primers / SZ cDNA 5.28 6.12 1.19
F9 [ 31 PvMSP3.8 Primers / SZ cDNA 1.07 | G9 |[30.9 PvMSP3.8 Primers / SZ cDNA 0.93 1.00 0.10
F10 | 31.5 PvMSP3.9 Primers / SZ cDNA 6.50 | G10 | 31.5 PvMSP3.9 Primers / SZ cDNA 5.66 6.08 0.59
F11 | 30.2 PvMSP3.10 Primers / SZ cDNA 3.48 [ G11 | 29.9 PvMSP3.10 Primers / SZ cDNA 3.03 3.26 0.32
F12 | 30.7 PvMSP3.11 Primers / SZ cDNA 2.64 | G12 | 31.2 PvMSP3.11 Primers / SZ cDNA 1.74 2.19 0.63




