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Fig. SI1.  Determination of the apparent molecular weight of JMB19063                S2 

Fig. SI2. Phyologenetic tree                                                                       S3 



Figure SI1. Determination of the apparent molecular weight of JMB19063 on Superdex 200 10/300GL. The
black circles represent the protein standards used for calibration of the gel filtration column (Gel Filtration HWT
Calibration Kit, GE HealthCare), and the red diamond represent JMB19063. Based on the calibration curve, the
interpolated Mw of JMB19063 is 161 kDa
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Figure SI2. A phylogenetic tree built from an alignment of GH3 family members to representative structures
using FastTree 2.1.3.

S3


	TOC_SI
	SI1
	GH3-R587-FWY5980-midp-ids.cir..

