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Supplementary Table 1: The antibodies used in this study

Antigen Antibody Application Dilution Source

20S Proteasome PW 8155 IF 1:2000 Biomol

alpha-tubulin T9026 1B 1:5000 Sigma-Aldrich

a-syn (human) Syn211 1B 1:2000 (Bruening et al, 2000)

a-syn (mouse) mSyn-1 1B 1:500 (Vopicelli-Daley et al., 2011)

CD-63 CD-63 IF 1:500 (Abache et al, 2007)

GFP 5c-9996 IB 1:500 Santa Cruz

Lamp1 (human) H4A3 IF,IB 1:1000, 1:1000 | BD biosciences
Developmental Studies

Lamp1 (mouse) 1D4B IF 1:500 Hvbridoma

LC3 PM036 IF, IB 1:2000, 1:500 | MBL

myc 9E10 IF 1:2000 DHSB

p62 (human) 610832 IF, IB 1:2000, 1:1000 | BD Transduction

p62 (mouse) 2C11 IF, IB 1:1000, 1:1000 [ Abnova

p-a-syn 8la IF, IB 1:8000, 1:1000 | (Waxman & Giasson, 2008)

p-a-syn p-o-syn 6.2 IF 1:1000 (Luk et al, 2012)

Tuj-1 MMS-435P 1B 1:5000 Covance

Ubiquitin Ubl1B4 1B, IF 1:1000, 1:1000 | (Sampathu et al, 2006)
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Supplementary Table 2: Quantification results that are used for statistical analyses

Figure Data Set Mean | SEM n Figure Data Set Mean | SEM n Figure Data Set Mean | SEM n Figure Data Set Mean | SEM n
2B PBS 6.3 4.7 3 3C Oh PBS 103.1 2.7 4 TX (KO) 91.7 8.4 5 Starve 22 0.3 3
Oh 18.4 22.3 3 24h PBS 126.6 12.9 4 SDS (wt) 163.5 | 277 5 11D Comp 0.7 0.1 2
() 100.0 | N/A* 3 48h PBS 73.4 6.0 4 SDS (KO) 116.1 10.1 5 Rap 0.6 0.0 2
3-MA 91.1 28.1 3 72h PBS 29.9 3.6 4 7C (-) PBS 18.8 4.5 4 Starve 0.5 0.1 2
Rap 166.5 | 337 3 Oh Pff 114.7 6.0 4 3-MA PBS 83.9 15.8 4 *SEM Not applicable (N/A) due to
2D (-) PBS 2.2 1.1 3 24h Pff 120.0 | 20.6 4 Rap PBS 14.4 3.9 4 normalization process.
Rap PBS 5.3 0.7 3 48h Pff 125.4 17.1 4 (-) Pff 45.8 6.4 4
Cq (-) PBS 11.6 4.6 3 72h Pff 111.8 18.5 4 3-MA Pff 100.0 | N/A* 4
Cq Rap PBS 11.3 3.0 3 4B p62 (a-syn) 342.0 | 375 7 Rap Pff 59.2 3.5 4
(-) Pff 100.0 | N/A* 3 p62 (naive) 103.0 9.8 3 7E o-syn 295.0 | 984 4
Rap Pff 128.2 24.2 3 LC3 (a-syn) 254.8 29.1 5 naive 82.2 12.1 4
Cq (-) Pff 87.8 12.4 3 LC3 (naive) 99.5 32.7 3 8B (-) PBS 7.9 2.4 4
Cq Rap Pff 1223 | 21.0 3 4D TX (a-syn) 126.2 14.6 8 (Cq) PBS 137.9 44 4
2F (-) PBS 12.1 37 3 TX (naive) 103.0 | 249 4 (-) Pff 24.6 5.4 4
Atg4b PBS 10.2 37 3 SDS (a-syn) | 286.7 | 43.2 5 (Cq) Pff 139.5 9.3 4
Cq (-) PBS 8.5 3.9 3 SDS (naive) 114.6 | 30.6 3 8D Oh PBS 100.0 | N/A* 4
Cq Atgdb PBS | 17.3 3.6 3 5D Oh 15.2 9.0 3 24h PBS 52.0 7.8 4
(-) Pff 100.0 | N/A* 3 ) 100.0 | N/A* 3 48h PBS 3.6 5.0 4
Atg4b Pff 85.4 14.0 3 Starve 1299 | 238 3 72h PBS 2.7 1.6 3
Cq (-) Pff 77.3 11.0 3 3MA 87.9 22.6 3 72h (-) PBS 2.7 1.2 3
Cq Atgdb Pff | 73.6 6.0 3 SF 10d-TX PBS 77.0 11.9 3 Oh Pff 100.0 | N/A* 4
3B Oh-TX PBS 100.0 | N/A* 4 14d-TX PBS 78.6 24.3 3 24h Pff 102.0 16.5 4
24h-TX PBS 125.7 6.3 4 17d-TX PBS 52.8 15.8 3 48h Pff 32.5 2.9 4
48h-TX PBS 72.6 2.8 4 10d-SDS PBS 0.0 0.0 3 72h Pff 20.2 3.6 3
72h-TX PBS 29.0 1.9 4 14d-SDS PBS 0.0 0.0 3 72h (-) Pff 7.0 0.2 3
Oh-SDS PBS 3.1 2.7 4 17d-SDS PBS 0.0 0.0 3 9A (-) PBS 4.5 0.7 3
24h-SDS PBS 0.9 0.8 4 10d-TX Pff 43.1 14.0 3 (-) Pff 17.0 0.3 3
48h-SDS PBS 0.8 0.7 4 14d-TX Pff 20.8 8.8 3 LIPBS 14.4 0.5 3
72h-SDS PBS 1.0 0.9 4 17d-TX Pff 25.5 6.9 3 LI Pff 16.8 0.8 4
Oh-TX Pff 100.0 | N/A* 4 10d-SDS Pff 47.5 14.0 3 11A PBS naive 10.4 0.0 2
24h-TX Pff 54.9 5.0 4 14d-SDS Pff | 137.2 40.1 3 Pff naive 11.4 0.7 2
48h-TX Pff 20.7 6.4 4 17d-SDS Pff | 1473 | 28.8 3 PBS a-syn 11.8 0.2 2
72h-TX Pff 13.3 2.0 4 6B p62 (Wt) 3972 | 88.6 5 Pff a-syn 29.8 54 2
Oh-SDS Pff 18.8 3.6 4 p62 (KO) 109.1 7.0 5 11B Comp 0.9 0.0 4
24h-SDS Pff 75.9 7.8 4 LC3 (wt) 2107 | 323 4 Rap 0.6 0.0 4
48h-SDS Pff | 109.0 | 15.6 4 LC3 (KO) 107.0 15.2 3 Starve 0.7 0.0 4
72h-SDS Pff | 129.0 5.5 4 6D TX (wt) 107.0 4.7 5 11C Comp 1.2 0.3 3
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