Supplementary Figure S1

Model 1: Populations are admixed and their allele frequencies are correlated
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Model 2: Populations are admixed but their allele frequencies are independent
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Supplementary Figure S1 continued

Model 4: No admixture between populations and their allele frequencies are correlated
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Supplementary Figure S2

Estimated Ln of probability
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Supplementary Figure S3

Supplementary Figure S3a
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Supplementary Figure S4

Second Principal Component
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Supplementary Figure S5
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Supplementary Figure S6

Geographic distance (Km)

b = -0.8696 (se = 1.956); P = 0.001; R? = 0.664
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Supplementary Figure S7
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Supplementary Figure S8

mtDNA haplogroups Microsatellite gene pools
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