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KbPEPC1 CAM type
KbPEPCZ2 CAM type
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CvPEPCZ2_CAM_type
CsPEPC2_CAM_type
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CvPEPC2_CAM_type
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McPEPC1 CAM type
KbPEPC1 CAM type
KbPEPCZ2 CAM type
Sa_Contig08207

CvPEPC2_CAM_tvype
CsPEPC2_CAM_type
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ChPEPC2 CAM type
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CaPEPC_CAM type

McPEPC1 _CAM type
KbPEPC1 CAM type
KbPEPC2 CAM type
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FHGRGGTVGRGGGPSHLAILSQPPDTIHGLLRVTVQGEVIEQSFGEEHLCFRTLQRFTAA
FHGRGGTVGRGGGPSHLATLSQPPDTIHGLLRVTVQGEVIEQSFGEEHLCFRTLQRFTAA
FHGRGGTVGRGGGPSHLATLSQPPDTIHGSLRVTVQGEVIEQSFGEEHLCFRTLQRFTAA
FHGRGGTVGRGGGPSHLAILSQPPDTIRGSLRVTVQGEVIEQSFGEEHLCFRTLQRFTAA
FHGRGGTVGRGGGPSHLATLSQPPDTIHGSLRVTVQGEVIEQSFGEEHLCFRTLQRFTAA
FHGRGGTVGRGGGPSHLATLSQPPDTIHGSLRVTVQGEVIEQSFGEEHLCFRTLQRFTAA
FHGRGGTVGRGGGPTHLAILAQPAETIGGSLRVTIQGEVIEQSFGEQHLCFRTLQRYTAA
FHGRGGTVGRGGGPTHLAILSQPADTIQGSLRVTIQGEVIERSFGEAQLCFKTLQRYTAA
FHGRGGTVGRGGGPTHLAILSQPADTIQGSLRVTIQGEVIERSFGEAQLCFKTLQRYTAA
FHGRGGTVGRGGGPTHLAILSQPPDTVQGSLRVIVQGEVIERSFGESQLCFRTLQRFTAA
sieiclclekeololefsiolook Dfooksiek ok kR sk Stelelek s sieloleletok ietekek 1 sielok skl sfokek
TLEHGMHPPVSPKPEWRA-LLDEMAVIATEEYRSIVFKEPQFVEYFRLATPELEYGRMNI
TLEHGMHPPVSPKPEWRA-LLDEMAVIATEEYRSTVFKEPQFVEYFRLATPELEYGRMNT
TLEHGMHPPVSPKPEWRA-LLDEMAVIATEEYRSTVFKEPKFVEYFRLATPELEYGRMNT
TLEHGMHPPVSPKPEWRA-LLDEMAVIATEEYRSTVFKEPQFVEYFRLATPELEYGRMNT
TLEHGMHPPVSPKPEWRA-LLDEMAVVATEEYRSTVFKEPQFVEYFRLATPELEYGRMNT
TLEHGMHPPVSPKPEWRA-LLDEMAVVATEEYRSTVFKEPQFVEYFRLATPELEYGRMNT
TLEHGMNPPKSPKPEWRA-LLDQMAVVATEEYRSIVFKEPRFVEYFRLATPETEYGRMNT
TLEHGMIPPSSPKQECRACLMDEMAVVTTERYRSIVFREPRFVEYFRLATPELEYGRMNT
TLEHGMIPPSSPKQEWRACLMDEMAVVTTERYRSIVFREPRFVEYFRLATPELEYGRMNT
TLEHGMNPPLAPKQEWRD-LMDEMAVVATEHYRSIVFEEPRFVEYFRLATPEMEYGRMN L
feicloleek kel Rk Sk ok sk sk sleiok ik siefeleleiok ek sieisioleletoleieiolok steleielotolek
GSRPSKRKPSGGIESLRAIPWIFAWTQTRFHLPVWLGFGAAFKHI IKKDIRNLYVLQEMY
GSRPSKRKPSGGIESLRAIPWIFAWTQTRFHLPVWLGFGAAFKHI IKKDIRNLHVLQEMY
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGFGAAFKHI IKKDIRNLHVLQEMY
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGFGAAFKHI IKKDIRNLHVLQEMH
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGFGAAFKHI IKKDIRNLHVLQEMY
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGFGAAFKHI IKKDIRNLHVLQEMY
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGVGGALKHVLEKDIRNHNMLRDMY
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGFGEAFRHVIDKDNKNLLMLQQMY
GSRPSKRKPSGGIESLRATPWIFAWTQTRFHLPVWLGFGEAFRHVIDKDNKNLLMLQQMY
GSRPSKRKPSGGIESLRAIPWIFAWTQTRFHLPVWLGFGEAFRHI IDKDNKNLLMLQQMY
secclksleleclckclkseksckeRiclcieliclokeooleor_ sk ko ok skek sk sk ok
NAWPFFRVTIDMLEMVFAKGNPGIAALYDKLLVSEDLWTFGEKLRTNYEETKKLLLQIAG
NAWPFFRVTIDMLEMVFAKGDPGIAALYDKLLVSEDLWTFGEELRTNYEETKKLLLQTAG
NAWPFFRVTIDMLEMVFAKGDPGIAALYDKLLVSEELWTFGEKLRTNYEETKKLLLQIAG
NAWPFFRVTIDLLEMVFAKGDPGIAALYDKLLVSEDLWTFGEKLRTNYEETKTFLLQTAG
NAWPFFRVTIDMLEMVFAKGNPEIAALYDKLLVSEDLWTFGEKLRTNYEETKKLLLQIAG
NAWPFFRVTIDMLEMVFAKGNPETAALYDKLLVSEDLWTFGEKLRTNYEETKRLLLQTAG
NNFPFFRVTIDLLEMVFAKGDPEIAALYDKLLVSEELQSFGERLRANYEDTKRRLLEVAG
NEWPFFRVTIDLVEMVFAKGDPGIAALYDKLLS-EELWPLGEQLRTAYNDTKSYLLKITG
NEWPFFRATIDLVEMVFAKGDPGIAALYDKLLS-EELWPLGEQLRTAYNDTKSYLLKITG
NEWPFFRVTIDLVEMVFAKGNPGIAALYDKLLVSEDLLALGERLRTAYNDTQGFLLKITG
ok ek sk Dk
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Figure S4 Partial protein sequence alignment of CAM-type PEPCs.
Accession numbers are listed in Table S5. Identical amino acids are
marked with stars (*) under the lines, colons and dots indicate
different amino acids with strong and weak similarity, respectively.
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