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Zn-ribbon domain (ZnR)
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This Zn-ribbon domain is present in all three virophages and all transpovirons. In Organic Lake virophage OLV1
and Mavirus protein MVO06, ZnF is fused to GIY-YIG endonuclease. Closest full-length homologs are found in

Phytophthora infestans T30-4, Phytophtora sojae, Phaeocystis globosa virus 12T, Phaeocystis globosa virus 14T,
and numerous environmental sequences. Multiple paralogs in Phytophtoras (possible transposable elements).

‘Stand-alone’ ZnF domain is found in Sputnik V14, V4, Dictyostelium, and transpovirons.



GIY-YIG endonuclease (GlY) and Zn-ribbon domain (ZnR)

Organic Lake virophage OLV1, MVO0S6,
Phaeocystis globosa virus 12T (357289896, 357289605),
Phytophtoras, env seq — full length homologs
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S74 superfamily Peptidase (Mavirus mv 19, mv9)

Phage (cyanophage?) origin; homologs in Marseillevirus, Lausannevirus, Paramecium virus
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Peptidase (Mavirus mv 19, mv9)

With Marseillevirus, Lausannevirus and their best blast hits:
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