SUPPLEMENTAL MATERIAL

Tran et al., http://www.jem.org/cgi/content/full/jem.20130110/DC1

Table S1.  Summary of IHC staining for FAP in various human tumors

Sample ID Cancer type Tumor characteristics % stroma % of stromal cells that are FAP*  FAP intensity
2230 Melanoma Metastatic 30 >50 3+
3436-1 Melanoma Metastatic 10 >50 2+
3581 Melanoma Metastatic 50 >50 3+
3584 Melanoma Metastatic 20 >50 1-2
3591-2 Melanoma Metastatic 70 >50 3+
33593 Melanoma Metastatic 20 >50 2-3+
3612 Melanoma Metastatic 20 >50 3+
3614 Melanoma Metastatic 30 >50 3+
3620 Melanoma Metastatic 80 >50 3+
0090 Colorectal adenocarcinoma Moderately differentiated 40 >50 3+
30212 Colorectal adenocarcinoma  Poorly differentiated metastatic 60 >50 3+
0403 Colorectal adenocarcinoma Moderately differentiated 30 >50 3+
0663 Mammary carcinoma Mucinous 30 >50 2+
0879 Mammary carcinoma Invasive ductal 90 <50 3+
30951 Mammary carcinoma Invasive ductal 60 >50 3+
0264 Pancreatic adenocarcinoma Poorly differentiated 90 >50 2-3+
20586 Pancreatic adenocarcinoma Moderately differentiated 80 >50 3+
0986 Pancreatic adenocarcinoma Moderately differentiated 60 >50 3+

aShown in Fig. 1 (A-D).
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Table S2.

Genetic sequence of the codon-optimized FAP5-CAR construct

CAR component

Sequence (5'-3')

5’ flanking sequence (contains Xhol restriction
site, Kozak sequence, and start codon)

Human GM-CSFR leader sequence
FAP5 scFv heavy chain

218 linker
FAP5 scFv light chain

Joining sequence (contains Notl restriction site)

Mouse CD8 hinge and transmembrane domain

Mouse CD28 signaling domain

Mouse 4-1BB signaling domain

Mouse CD3-{ signaling domain

CTCGAGCCGCCACCATGGTT

TTGCTTGTGACCAGCCTCCTGCTCTGTGAACTGCCTCATCCTGCATTCCTGTTGATCCCA
CAGGTGCAGCTCCAGCAGAGTGGCGCAGAGCTCGCTCGCCCAGGCGCTTCTGTGAATCTGAGTTGTAAGG
CCTCCGGATATACTTTTACGAACAACGGCATCAACTGGCTGAAGCAGCGGACCGGCCAGGGCCTGGAGTG
GATCGGCGAAATATACCCCCGGTCCACAAACACTCTCTATAACGAGAAGTTTAAGGGCAAAGCAACTCTGA
CCGCGGACAGGTCCTCTAACACAGCCTATATGGAGCTGAGAAGCTTGACGAGTGAGGACTCCGCTGTCTAT

TITTGCGCCCGAACTCTGACCGCTCCTTTTGCTTTTTGGGGCCAGGGCACGCTCGTGACCGTAAGTGCG
GGCTCCACTAGCGGTTCCGGCAAACCTGGCAGCGGAGAAGGCAGCACCAAAGGG
CAGATCGTCCTGACGCAGTCTCCAGCCATCATGAGCGCCTCACCCGGCGAAAAGGTGACCATGACCTGCTC
AGCCTCTTCTGGTGTGAATTTCATGCACTGGTACCAGCAAAAAAGTGGGACCTCCCCTAAAAGGTGGATCTT
CGATACCAGCAAACTGGCTTCTGGCGTTCCCGCAAGGTTTAGCGGCTCTGGTTCCGGCACATCATACAGCCT
GACGATCAGCAGCATGGAGGCAGAAGACGCAGCTACCTATTACTGCCAGCAATGGAGCTTTAACCCACCTA
CTTTCGGAGGAGGAACAAAGCTGGAAATAAAAAGA
GCGGCCGCA

ACTACTACCAAGCCAGTGCTGCGAACTCCCTCACCTGTGCACCCTACCGGGACATCTCAGCCCCAGAGACC
AGAAGATTGTCGGCCCCGTGGCTCAGTGAAGGGGACCGGATTGGACTTCGCCTGTGATATTTACATCTGGG
CACCCTTGGCCGGAATCTGCGTGGCCCTTCTGCTGTCCTTGATCATCACTCTCATCTGCTACCACAGGAGCCGA
AATAGTAGAAGGAACAGACTCCTTCAAGTGACTACCATGAACATGACTCCCCGGAGGCCTG
GGCTCACTCGAAAGCCTTACCAGCCCTACGCCCCTGCCAGAGACTTTGCAGCGTACCGCCCC

AAATGGATCAGGAAAAAATTCCCCCACATATTCAAGCAACCATTTAAGAAGACCACTGGAGCAGCTC
AAGAGGAAGATGCTTGTAGCTGCCGATGTCCACAGGAAGAAGAAGGAGGAGGAGGAGGCTATGAGCTG

AGAGCAAAATTCAGCAGGAGTGCAGAGACTGCTGCCAACCTGCAGGACCCCAACCAGCTCTACAATGAGC
TCAATCTAGGGCGAAGAGAGGAATATGACGTCTTGGAGAAGAAGCGGGCTCGCGATCCAGAGATGGGAG
GCAAACAGCAGAGGAGGAGGAACCCCCAGGAAGGCGTATACAATGCACTGCAGAAAGACAAGATGGCA
GAAGCCTACAGTGAGATCGGCACAAAAGGCGAGAGGCGGAGAGGCAAGGGGCACGATGGCCTTTACCA
GGGTCTCAGCACTGCCACCAAGGACACCTATGATGCCCTGCATATGCAGACCCTGGCCCCTCGCTAA

The FAPS scFv sequence was obtained from the United States Patent Application Publication: US 2009/0304718 A1. TThe variable heavy chain sequence comprises of amino
acids 20 to 136 of SEQ ID NO: 1 from the patent application. The variable light chain sequence comprises of amino acids 23 to 129 of SEQ ID NO: 2 from the patent

application.
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Table S3.

Genetic sequence of the codon-optimized Sibro-CAR construct

CAR construct

Sequence (5'-3')

5’ flanking sequence (contains Xhol restriction

site, Kozak sequence, and start codon)
Human GM-CSFR leader sequence
Sibrotuzumab scFv heavy chain

218 linker
Sibrotuzumab scFv light chain

Joining sequence (contains Notl restriction site)
Human CD8 hinge and transmembrane domain

Human CD28 signaling domain

Human 4-1BB signaling domain

Human CD3-{ signaling domain

CTCGAGCCGCCACCATGGTT

CTCTTGGTAACCAGTCTGTTGCTCTGCGAACTGCCCCACCCGGCCTTCCTCTTGATTCCG
CAGGTACAGCTTGTGCAGTCCGGCGCTGAGGTCAAAAAACCAGGCGCCAGCGTTAAGGTGTCATGCAAG
ACTAGCAGGTATACATTCACTGAATACACAATACACTGGGTGCGACAGGCTCCCGGGCAAAGACTGGAGT
GGATTGGGGGCATAAACCCCAACAATGGGATCCCGAATTATAATCAGAAATTTAAGGGTCGGGTGACAAT
CACAGTAGACACTAGCGCATCAACCGCCTACATGGAGCTCAGCTCCCTTAGGTCTGAAGACACAGCAGTT
TATTACTGCGCAAGGCGCCGCATCGCCTACGGCTATGACGAAGGTCATGCTATGGACTATTGGGGGCAAG
GGACACTCGTGACTGTCTCATCA
GGAAGTACTAGTGGCTCAGGAAAGCCCGGATCCGGGGAAGGATCTACGAAGGGG
GACATTGTCATGACGCAGAGTCCTGACAGTCTCGCCGTGTCCTTGGGAGAGCGGGCAACAATCAATTGTA
AAAGCAGCCAATCTCTCCTGTACAGCCGGAACCAGAAGAACTACCTCGCCTGGTACCAGCAGAAACCCG
GTCAGCCGCCCAAGCTCCTGATTTTTTGGGCCAGCACTCGGGAAAGCGGTGTCCCCGACAGATTTTCCGG
ATCTGGCTTCGGGACAGATTTTACCCTGACGATCTCATCACTTCAGGCAGAGGATGTGGCCGTCTACTACTG
TCAACAGTATTTTTCCTACCCCCTCACTTTCGGCCAAGGAACCAAGGTGGAGATTAAA
GCGGCCGCA
TTCGTGCCGGTCTTCCTGCCAGCGAAGCCCACCACGACGCCAGCGCCGCGACCACCAACACCGGLGLCC
ACCATCGCGTCGCAGCCCCTGTCCCTGCGCCCAGAGGCGTGCCGGCCAGCGGCGGGGGGCGCAGTGC
ACACGAGGGGGCTGGACTTCGCCTGTGATATCTACATCTGGGCGCCCTTGGCCGGGACTTGTGGGGTCCT
TCTCCTGTCACTGGTTATCACCCTTTACTGCAACCACAGGAAC
AGGAGTAAGAGGAGCAGGCTCCTGCACAGTGACTACATGAACATGACTCCCCGCCGCCCCG
GGCCCACCCGCAAGCATTACCAGCCCTATGCCCCACCACGCGACTTCGCAGCCTATCGCTCC
CGTTTCTCTGTTGTTAAACGGGGCAGAAAGAAACTCCTGTATATATTCAAACAACCATTTATGAGACCA

GTACAAACTACTCAAGAGGAAGATGGCTGTAGCTGCCGATTTCCAGAAGAAGAAGAAGGAGGATGTGAACTG

AGAGTGAAGTTCAGCAGGAGCGCAGACGCCCCCGCGTACCAGCAGGGCCAGAACCAGCTCTATAACGA
GCTCAATCTAGGACGAAGAGAGGAGTACGATGTTTTGGACAAGAGACGTGGCCGGGACCCTGAGATGG
GGGGAAAGCCGAGAAGGAAGAACCCTCAGGAAGGCCTGTACAATGAACTGCAGAAAGATAAGATGGC
GGAGGCCTACAGTGAGATTGGGATGAAAGGCGAGCGCCGGAGGGGCAAGGGGCACGATGGCCTTTAC
CAGGGTCTCAGTACAGCCACCAAGGACACCTACGACGCCCTTCACATGCAGGCCCTGCCCCCTCGCTAA

The Sibrotuzumab (BIBH1) scFv sequence was obtained from the United States Patent Application Publication: US 2003/0103968 A1. The variable heavy and light chain
sequences are derived from SEQ ID NO: 12, and SEQ ID NO: 2 of the patent application, respectively.
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